
 

Supplementary Figure 1. DEGs between LM and primary tumors (PT) of CRC 

(A) Gene expression data extracted from three GEO datasets. (B) List of consistent 

DEGs, including 102 upregulated DEGs and 15 downregulated DEGs. 



 

Supplementary Figure 2. Construction of PPI network and hub gene 

determination 

(A) List of top 20 hub genes with a higher degree of connectivity in DEGs. (B) The 

expression of SERPINA1 between liver metastases and primary tumors of CRC in 

datasets GSE14297, GSE49355, and GSE81558 respectively. Data are expressed as 

mean ± SD. ***p <0.001 (unpaired t test or ANOVA). 

 



 

Supplementary Figure 3. ORM1 induces EMT, promotes the proliferative, 

migratory, and invasive activities of colon cancer cells, and affects the 

PI3K/AKT pathway 

(A) The relative expression levels of EMT-related markers E-cadherin (E-Ca), N-

cadherin (N-Ca), and Vimentin (Vim) in ORM1-overexpressing MC38 cells. (B) The 

relative expression levels of p-PI3K, PI3K, p-AKT, and AKT in ORM1-

overexpressing MC38 cells. Data are expressed as mean ± SD. ns p≥0.05, *p <0.05, 

**p <0.01, ***p <0.001 (unpaired t test or ANOVA). 


