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Where does DNA replication start in archaea? 
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Abstract

Genome-wide measures of DNA strand composition have been used to find archaeal DNA
replication origins. Archaea seem to replicate using a single origin (as do eubacteria) even though
archaeal replication factors are more like those of eukaryotes.
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The importance of GC skew
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Figure 2
A bi-directional replication fork: DNA replicated by lagging-
strand synthesis on one side of the origin will be replicated
by leading-strand synthesis on the other side. In bacteria,
there is a switch in the strand bias of guanine content at the
origin. Myllykallio et al. [1] measured the strand bias
resulting from GGGT as illustrated. 
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Figure 1
Evolutionary relationships between bacteria, archaea and
eukaryotes takes into account the similarities between
archaea replication, transcription and translation factors
with eukaryotic factors. The report by Myllykallio et al. [1]
shows that the archaea share chromosome organization and
replication pattern with prokaryotes although they use many
eukaryotic-like factors to duplicate their chromosomes.
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