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Natronospirillum operosum G-116T (GCF_004768465.1)
Reinekea blandensis MED297T (GCF_000153185.1)
Reinekea marinisedimentorum DSM 15388T (GCF_004341165.1)
Reinekea forsetii Hel1_31_D35 (GCF_002795845.1)
Saccharospirillum mangrovi HK-33T (GCF_003367315.1)
Saccharospirillum salsuginis KCTC 221697 (GCA_014651855.1)
Saccharospirillum alexandrii LZ-5T (GCF_004000275.1)

100 99L Saccharospirillum impatiens EL-105T (GCF_000423605.1)
Gynuella sunshinyii YC6258T (GCF_000940805.1)
Marinicellulosiphila megalodicopiae TOYAMAS8T (AP023087)
Salinibius halmophilus WDS2A16AT (GCF_003577475.1)

29 Thalassolituus oleivorans MIL-1T (GCF_000355675.1)
Oleibacter marinus 2017 (GCF_900156675.1)

Oceanobacter kriegii IFO 154677 (GCF_000422845.1)
Bacterioplanes sanyensis GYP-2T (GCA_014652515.1)

Oleispira antarctica RB-8T (GCF_000967895.1)

Bermanella marisrubri RED65T (GCF_012295615.1)
Marinomonas communis NBRC 1022247 (GCF_004363305.1)
Motiliproteus coralliicola C34T (GCF_003345655.1)

Nitrincola lacisaponensis 4CAT (GCF_000691225.1)
Marinobacterium georgiense DSM 115267 (GCF_900107855.1)
Amphritea atlantica M41T (GCF_900111095.1)

Neptunomonas japonica DSM 189397 (GCF_000422765.1)
Neptuniibacter caesariensis MED92T (GCF_000153345.1)
Oceanospirillum linum NBRC 154487 (GCA_001995095.2)
Pseudospirillum japonicum ATCC 19191T (GCF_900108915.1
Marinospirillum minutulum ATCC 19193T (GCF_000422325.1)
Halomonas elongata DSM 25817 (GCF_000196875.2)

0.1

75

| Natronospirillaceae

Saccharospirillaceae

| Gynuellaceae

Oceanospirillaceae

Supplementary Fig S1. Maximum-likelihood tree based on 120 concatenated single copy
marker proteins of the strain TOYAMAS and related genera in the family

Saccharospirillaceae, Gynuellaceae, Natronospirillaceae and Oceanospirillaceae.

Bootstrap values (270 %, 300 replications) are shown at nodes. Bar, 0.1 substitutions per

nucleotide position. The tree was rooted using Halomonas elongata DSM 25817 as the

outgroup.



Reinekea blandensis MED297T (GCF_000153185.1)

Reinekea forsetii Hel1_31_D35 (GCF_002795845.1)
Reinekea marinisedimentorum DSM 15388T (GCF_004341165.1)
Saccharospirillum sp. MSK14-1(GCF_003054965.1)
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Saccharospirillum mangrovi HK-33T (GCF_003367315.1) Saccharospirillaceae
Saccharospirillum salsuginis KCTC 221697 (GCA_014651855.1)
Saccharospirillum alexandrii LZ-57 (GCF_004000275.1)
100L- Saccharospirillum impatiens EL-105T (GCF_000423605.1)
Gynuella sunshinyii YC6258T (GCF_000940805.1) | Gynuellaceae
Natronospirillum operosum G-116T (GCF_004768465.1) | Natronospirillaceae

SKIB01 sp007116635 (GCA 007116635.1)

Salinibius halmophilus WDS2A16AT (GCF_003577475.1)
DT-108 sp013214075 (GCA 013214075.1)
Marinicellulosiphila megalodicopiae TOYAMAST (AP023087)
Marinomonas communis NBRC 1022247 (GCF_004363305.1)
Bermanella marisrubri RED65T (GCF_012295615.1)

Oleispira antarctica RB-8T (GCF_000967895.1)

Bacterioplanes sanyensis GYP-2T (GCA_014652515.1) Oceanospirillaceae
Oceanobacter kriegii IFO 154677 (GCF_000422845.1)
Oleibacter marinus 2017 (GCF_900156675.1)
Thalassolituus oleivorans MIL-1T (GCF_000355675.1)
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Supplementary Fig S2. Maximume-likelihood tree based on 120 concatenated single copy
marker proteins of the strain TOYAMAS and related species including environmental
samples in the family Saccharospirillaceae, Gynuellaceae, and Natronospirillaceae.
Bootstrap values (270 %, 300 replications) are shown at nodes. Bar, 0.1 substitutions per
nucleotide position. A total 3,624 positions were used to calculate the tree. The tree was

rooted using Oceanospirillaceae group.



