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Abstract: We describe a concise and reliable protocol
for the precisely controlled tetradeuteration of straight-
chain fatty acids (FAs) at the α- and β-positions that is
generally applicable to a variety of FAs, including trans-
FAs, polyunsaturated FAs (PUFAs), and their oxidized
derivatives. The precisely controlled introduction of four
deuterium atoms into the FAs enables their persistent
and quantitative tracking by LC-MS/MS analysis based
on their molecular structures. In addition, the phospha-
tidylcholine (PC) species prepared from the tetradeu-
terated FAs thus obtained give a diagnostic peak,
namely, a phosphocholine fragment that contains deute-
rium, in the LC-MS/MS analysis. With these features,
the metabolism of a representative oxidized linoleic
acid, that is, hydroxyoctadecadienoic acid (HODE), was
investigated, leading to the identification of acyltransfer-
ases that transfer the acyl moiety derived from HODE
to lysophosphatidylcholine.

Introduction

Straight-chain fatty acids (FAs) possess rather simple
molecular structures that consist of a terminal carboxyl
functionality and a long alkyl chain. The variable parameters

usually lie in the long alkyl chains, and include the chain
length, the number and configuration of C=C double bonds,
the presence or absence of oxygen, as well as some other
metabolism-derived functionalities. Despite their relatively
basic structures, these FAs play a variety of significant roles
in biological systems.[1] The formation of lipids is tremen-
dously varied with regard to the structures of the acids and
linkers, their combinations, and the site-selectivity, thus
providing lipids with distinct properties for e.g., membranes,
signal transduction, and energy storage. While the signifi-
cance of straight-chain FAs and complex lipids that contain
fatty-acyl moieties as biomolecules is widely recognized, the
study of the relationships between their biological activity
and molecular structures has not progressed to the same
degree. One important reason for this are the difficulties
associated with tracking and visualizing FAs and lipids.[2]

The structures of FAs and lipids vary in particular due to
the wide variety of metabolic pathways, which can produce
a broad spectrum of molecular structures.[3] For example,
hydroxyoctadecadienoic acid (HODE, Scheme 1a) is pro-
duced from linoleic acid through an oxidation and reduction
process, and elicit proinflammatory responses in cardiovas-
cular disorders.[4] Complex lipids, such as phospholipids, that
contain HODE also exert significant biological effects; high-
density lipoproteins enriched in phosphatidylcholine (PC)
species that contain HODE have been found to inhibit
platelet aggregation.[5] Additionally, increased concentra-
tions of PC species that contain oxidized FAs have been
identified in patients with breast cancer and Kawasaki
disease.[6] These facts highlight the significance of determin-
ing the synthetic mechanism of PC species that contain
HODE. However, precisely tracking HODE derivatives in
vitro and in vivo is non-trivial, given that HODE is
endogenously produced from linoleic acid, which is abun-
dantly present in cells and biological fluids such as sera.

The deuteration of bioactive molecules plays a pivotal
role in identifying their molecular mechanisms in e.g.,
metabolism, pharmacokinetics, and physiological events, as
they can serve as molecular probes due to the strong C� D
bond as well as their distinct molecular weight.[7] They not
only provide their characteristic properties as bioactive
molecules, but also are of use in a range of chemical
analyses, including NMR and Raman spectroscopy as well
as mass spectrometry. During the past decade, several direct
deuteration (hydrogen-isotope exchange, HIE) methods for
FAs have been reported.[8] For example, Sajiki and co-
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workers reported the exhaustive deuteration of saturated
FAs catalyzed by Pt/C (Scheme 1b).[8c] Vidovic, Shchepinov,
and co-workers developed the deuteration of polyunsatu-
rated fatty acids (PUFAs) at the bis-allylic positions of cis-
olefins using a ruthenium complex (Scheme 1c),[8b] and the
presence of such deuterated PUFAs was found to inhibit
lipid peroxidation.[9] Very recently, Gemmeren and co-
workers reported the direct β-deuteration of α-branched
carboxylic acids, which gives moderate to good deuterium
incorporation using 1,1,1,3,3,3-hexafluoroisopropanol-d1 as
the deuterium source.[10] In addition, the utility of selectively
deuterated straight-chain FA derivatives has been demon-
strated by Dodo, Sodeoka, and co-workers, who reported
the synthesis of polydeuterated γ-linolenic acid and its

application to biological studies via Raman imaging by
taking advantage of the C� D bonds (Scheme 1d).[11]

Liquid chromatography-tandem mass spectrometry (LC-
MS/MS) analysis is currently the most powerful technique
for the precise analysis of FAs and complex lipids. Stable-
isotope-labelled internal standards, which should contain
exactly three to five deuterium atoms, are crucial for the
accurate quantification in LC-MS/MS analysis, since they
are precisely quantified simultaneously with the endogenous
target molecules.[7,12] As FAs are metabolized and incorpo-
rated into complex lipids through multiple enzymatic
processes depending on their structures, FAs labeled with
stable isotopes in both a number- and site-selective manner
are desirable for an in-depth investigation of the metabolism
of FAs and their lipids. Furthermore, given that the
fragmentation patterns of lipids in MS/MS analysis have
been intensively studied, the diagnostic product ion derived
from well-designed deuterated probes can be efficiently
used to track the fate of the FAs of interest and is useful in
lipidomic studies. Previous HIE methods for FA derivatives
incorporated undefined numbers of deuterium atoms de-
pending on the substrate structures.[8] In particular, a general
method applicable to straight-chain FAs with a broad range
of structural variations, including saturated/unsaturated, cis-/
trans-, and oxidized FAs, would be highly desirable. Herein,
we disclose a concise protocol with broad generality for the
controlled tetradeuteration of straight-chain FAs. We dem-
onstrate that the d4-fatty acids thus prepared are effective
not only as molecular probes for quantification, but also as
diagnostic tools that can be used to study phospholipids via
MS/MS analysis. Taking advantage of these features, the
metabolism of the HODE, an oxidized form of linoleic acid,
was efficiently investigated to elucidate the enzymes respon-
sible for the acyl-transfer events.

Results and Discussion

For the development of a controlled and reliable HIE
method for straight-chain FAs, we focused on the following
points: (i) the deuteration reaction should be based on the
carboxyl functionality (or its derivatives) to achieve a site-
and number-selective deuteration process, which should
enable broad generality, including applicability to rare and
valuable FAs; (ii) low-cost and user-friendly deuterium
sources, such as D2O and CH3OD, should be used;

[7a] and
(iii) an easy reaction setup using catalytic or inexpensive
reagents without the need for strictly anhydrous or oxygen-
free conditions should be developed. The first point, i.e., the
production of uniformly deuterated structures, can be
expected to contribute to the production of common
diagnostic product ions, which are advantageous for tracking
PC species (see below). The latter points in the reaction
design are important for its use in interdisciplinary biological
and pharmaceutical applications, where high levels of
chemical craftsmanship are not necessarily granted.

After screening the reaction conditions for each step (for
details, see the Supporting Information), we developed a
concise sequential protocol for the controlled tetradeutera-

Scheme 1. Structural variation of fatty acids and lipids, as well as
preparation of their deuterated derivatives for biological applications.

Angewandte
ChemieResearch Articles

Angew. Chem. Int. Ed. 2022, 61, e202202779 (2 of 11) © 2022 The Authors. Angewandte Chemie International Edition published by Wiley-VCH GmbH



tion of straight-chain FAs (Scheme 2). Although aliphatic
amides are challenging substrates,[7a,13] the use of 8-amino-
quinoline amides[8a,14] facilitates the catalytic β-selective
deuteration, followed by a K2CO3-mediated α-selective
deuteration, both of which are carried out with D2O or
CH3OD as deuterium sources under atmospheric conditions.
The two-step tetradeuteration conditions were applied to a
variety of 8-aminoquinoline amides derived from a range of
straight-chain FAs (Table 1). The presence of carbon-carbon
double bonds, regardless of their cis- or trans-configuration,
and free- and TBS-protected hydroxy groups was not
problematic and the corresponding tetradeuterated products
were obtained with a highly selective incorporation of
deuterium. Sensitive functional groups such as the diyne
functionality in 16a were also tolerated under these reaction
conditions to furnish 16a-d4 with a high deuterium content;
both the diyne functionality and C� D bonds of 16a-d4 are
valuable for Raman imaging.

The following conversion of selectively deuterated 8-
aminoquinoline amides into the corresponding esters and
carboxylic acids was also examined, where oxidative and
harsh conditions should be avoided in the interest of a
broadly applicable process. Methyl esters-d4 are particularly
valuable as standards in gas chromatography. We found that
the nickel catalysis based on a recent report by Morimoto,
Ohshima, and co-workers[15] was effective without strict inert
and anhydrous conditions (in non-anhydrous CH3OD as a
solvent in a roughly N2-purged screw-capped tube). In
addition, saponification into the corresponding carboxylic
acid was achieved using a commercially available NaOD/
D2O solution to afford linoleic acid-d4 (6c-d4) in good yield
(the use of a NaOH/H2O solution is also possible with the
slight loss of the deuterium content; cf. Scheme S3). The
generality of these transformations is summarized in
Table 2. In addition, we carried out a large-scale demon-
stration producing more than 1 gram of linoleic acid-d4 (6c-
d4) with this protocol (Scheme S5). The overall process
offers an efficient route to a variety of tetradeuterated
straight-chain FAs and their methyl esters, from the
corresponding non-labeled fatty acids. The use of easily
available starting materials/reagents, as well as easy reaction
set up can be expected to facilitate the use of the produced
molecules as molecular probes and standards.

Glycerophospholipids, especially PC species, are the
most abundant class of lipids in cellular membranes to form

lipid bilayers. Moreover, these phospholipids also function
as sources of lipid-signaling molecules with important bio-
logical roles.[1] In lipidomic studies, understanding the
fragmentation mechanism of glycerophospholipids via colli-
sion-induced dissociation (CID) in MS/MS analysis is
invaluable. In the case of protonated PC species, the positive
charge on the headgroup limits the product ion spectrum
almost exclusively to a single peak at m/z=184, which
corresponds to phosphocholine, making it thus difficult to
understand the fragmentation mechanism. Hsu and Turk
proposed a fragmentation mechanism in which the α-hydro-
gen of one of the acyl groups in the PC should be
incorporated in the phosphocholine fragment
(Scheme 3a).[16] Several recent reports have supported this
mechanism in alkali-metal-mediated PC fragmentation.[17]

Very recently, Pagel and co-workers elegantly identified the
formation of a protonated five-membered dioxolane frag-
ment from a precursor PC cation using cryogenic IR
spectroscopy and experimentally demonstrated the fragmen-
tation mechanism and preferential abstraction of α-hydrogen
at the sn-2 position relative to the sn-1 position.[18] Inspired
by these mechanistic considerations, as well as the deutera-
tion experiments by Hsu and Turk,[16a] we planned to use the
phosphocholine fragment to track the relevant PC species.
Namely, the incorporation of the exogenously added α-
deuterated FA into the PC species should give a diagnostic
phosphocholine-d1 peak at m/z=185; this is another ration-
ale for our reaction design to realize α,β-selective deutera-
tion.

An example of the preparation of a deuterated PC
species using trans-18 :2 7c-d4 and lysophosphatidylcholine
(LPC) 16 :0 (1-palmitoyl-sn-glycero-3-phosphocholine, 17) is
presented in Scheme 3b. Under the standard condensation
conditions,[19] the corresponding PC 18 (PC 16 :0/trans-18 :2-
d4) was obtained in 50% yield. The obtained 18 was
analyzed using MS/MS, and the obtained MS/MS spectrum
for the product ion peaks from the parent ion (m/z=

762.5951) is shown in Scheme 3c. The major peak A (m/z=

185.0793), which was assigned to the mono-deuterated
phosphocholine (C5H14DNO4P

+; calculated exact mass: m/
z=185.0796) was observed. Another smaller peak was
present in the same region, which corresponds to the
phosphocholine fragment (C5H15NO4P

+; calculated exact
mass: m/z=184.0733). Minor peaks were also observed at
m/z=478, m/z=497, and m/z=506; these are derived from
the dissociation of one of the acyl moieties and have a
positive charge on the phosphocholine moiety (for details,
see Scheme S4.) For the regioisomeric PC S4 (PC trans-
18 :2-d4/16 : 0) that contains trans-18 :2-d4 at the sn-1 position,
the peak at m/z=184 was preferentially observed
(Scheme S5), while the peak at m/z=185 was still observed.
This is consistent with the proposed fragmentation mecha-
nism of PC species with CID (Scheme 3a).

Furthermore, the versatility of tetradeuterated PC spe-
cies in LC-MS/MS analysis was experimentally confirmed in
terms of the following two points. (i) They allow the
accurate quantification of phospholipids;[7,12] for example,
when PC 34 :2 (12C42H80NO8P; nominal mass: m/z=757) was
analyzed as an endogenous PC species present abundantlyScheme 2. Tetradeuteration of straight-chain fatty acids.
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Table 1: Scope of the tetradeuteration of 8-aminoquinoline amides derived from straight-chain fatty acids.

[a] The first step was carried out using 1 equiv of Pd(OAc)2 and 2 equiv of CsOPiv at 80 °C for 1 h. [b] The second step was carried out twice to
achieve a high deuteration content. [c] The major side reaction seemed to be the partial hydrolysis of amide functionality in both the first and
second steps.
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Table 2: Scope of the conversion of tetradeuterated 8-aminoquinoline amides into the corresponding methyl esters and carboxylic acids.
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in human platelets, the endogenous PC 34 :2 was rarely
observed through an MRM channel set with m/z=762 as the
Q1 value, confirming that quantification of tetradeuterated
compounds should be unaffected by endogenous target
molecules. The representative chromatograms and quantita-
tive data obtained through each MRM channel are listed in
Figure S1a–c. (ii) PC species that contain a deuterated fatty
acyl moiety were efficiently monitored in human platelets
treated with 6c-d4 or 7c-d4, while they were barely observed
in control platelets when selecting m/z=185 as the Q3 value
(Figure S1c–g). Therefore, this peak can be used as a
diagnostic peak for the selective tracking of PC species of
interest in the LC-MS/MS analysis, as demonstrated in the
following section.

Given the efficient tracking with tetradeuterated deriva-
tives, we planned to investigate the metabolism of linoleic
acid, a most abundant PUFA in cells, which is metabolized
in a variety of ways, including oxidation. Platelets as a cell-
based model of lipid metabolism were activated by thrombin
immediately after treatment with 6c-d4, before the PC
species were comprehensively analyzed using LC-MS/MS
(Figure S2a). We found that 6c-d4 was efficiently transferred
to PC species upon activation, and notably, the amounts of

five PC species that contain HODE-d4, an oxidized form of
6c-d4, were elevated by a factor of 8–30 (Figure S2b,c and
S3). The amount of PC 16 :0-HODE-d4 was not significantly
altered in the presence of lipoxygenase inhibitors MK591
and ML351 (5-lipoxygenase and 15-lipoxygenase inhibitors,
respectively), suggesting that other enzymes or autoxidation
are involved in the synthesis of PC that contain HODE
(Figure S2d). We then examined the possibility that PCs
that contain HODE are directly produced by oxidation of
PCs that contain linoleic acid. The intracellular amount of
PC 16 :0-18 :2-d4 was significantly higher in platelets treated
with PC 16 :0/cis-18 :2-d4 (19) than that with 6c-d4 (Fig-
ure 1b), while the amount of PC 16 :0-HODE-d4 was not
significantly elevated upon activation in platelets treated
with 19 (Figure 1a). These results show that linoleic acid is
first converted into HODE, before it is transferred into LPC
in activated platelets.

Since little is known about the enzymes responsible for
the oxidized fatty acyl-transfer events, we conducted a
siRNA-based screening using a HODE-d4 (10c-d4) synthe-
sized by the present protocol (Figure S4b). Among the 18
lysophospholipid acyltransferases (LPLAT) tested, 17 genes
were expressed in the HEK293T cells used in this study

Table 2: (Continued)

[a] Ni(tmhd)2: nickel bis(2,2,6,6-tetramethyl-3,5-heptanedionate). [b] A NaOD/D2O solution is commercially available from Sigma–Aldrich.
[c] 50 mol% of Ni(tmhd)2 was used.
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(Figure S4a and S4c). We found that the synthesis of PCs
that contain 10c-d4 was significantly affected by the
suppression of the 1-acylglycerol-3-phosphate O-acyltrans-
ferase family 6 (AGPAT6) expression (Figure 1c). We then
prepared AGPAT6 knockout (KO) cells (Figure S5a) and
confirmed that the amount of PC 16 :0-HODE-d4 was
significantly attenuated without decrease of other endoge-
nous PC species in the AGPAT6 KO cells (Figure 1d and
S5b). AGPAT6 does not exert lysophospholipid-acyltrans-

ferase (LPLAT) activity, but glycerol-3-phosphate-acyltrans-
ferase (GPAT) activity, which produces a lysophosphatidic
acid (LPA).[20] Consistent with this previously reported
result, we found that the amount of endogenous LPA
species was critically reduced in AGPAT6 KO HEK293T
cells (Figure 1e). It should also be noted here that significant
amounts of LPC 16 :0 and LPC 18 :1 were still observed,
albeit that their quantities were somewhat reduced (Fig-
ure 1f), indicating that these LPC species can be expected to
be produced by other acyltransferases with GPAT activity,
the degradation of PC species, and/or supplied from fetal
bovine serum in the culture medium. Moreover, we exam-
ined the enzymatic activity in vitro (Figure S4d) and
confirmed that AGPAT6 directly transfers 16 :0-d31-CoA
into glycerol-3-phosphate (G3P) but is unable to transfer
HODE-d4-CoA into G3P (Figure 1g). The lack of LPLAT
activity between HODE-d4-CoA and LPC 16 :0 was also
corroborated (Figure 1h). Our findings thus far include the
following: (i) AGPAT6 plays a pivotal role for the synthesis
of PCs that contain HODE in HEK293T cells, (ii) its high
GPAT activity to produce LPA 16 :0 should be of signifi-
cance, and (iii) other enzyme(s) are required for the syn-
thesis of PCs that contain HODE from the precursor LPC
species derived from LPA species.

To address the third issue above, i.e., to identify the
acyltransferases that transfer HODE-CoA into LPC species,
we conducted an siRNA-based screening using AGPAT6
KO cells that express 17 LPLATs (Figure S4c). The amount
of PC 16 :0-HODE-d4 was significantly affected by the
suppression of the expression of AGPAT7, acyl-CoA:
lysophosphatidylcholine acyltransferase 1 (LPCAT1),
LPCAT2, acyl-CoA:lysophosphatidylglycerol acyltransfer-
ase 1 (LPGAT1), glycerol-3-phosphate acyltransferase 1,
mitochondrial (GPAM), or glycerol-3-phosphate acyltrans-
ferase 2 (GPAT2) (Figure 2a). Among these, since GPAM
and GPAT2 exert GPAT activity similar to that of
AGPAT6,[21,22] we examined the LPLAT activity of AG-
PAT7, LPCAT1, LPCAT2, and LPGAT1 using HODE-d4-
CoA and 1-16 :0-LPC. Significant LPLAT enzymatic activity
in vitro was identified for AGPAT7, LPCAT1, and
LPCAT2, but not for LPGAT1 (Figure 2b). Practically, we
conducted a kinetic analysis and calculated the value of the
apparent Km and the maximum velocity (Vmax) for AGPAT7,
LPCAT1, and LPCAT2, where LPCAT1 exerts the highest
affinity to HODE-d4-CoA (Figure 2c,d). Thus, these three
enzymes (AGPAT7, LPCAT1, and LPCAT2) were unequiv-
ocally identified for the first time as the acyltransferases that
transfer HODE-CoA into the sn-2 position of 1-16 :0-LPC
species.

At the same time, we found that complex mechanisms
can be expected to be involved in the synthesis of PCs that
contain HODE. We prepared AGPAT6 and AGPAT7
double-knockout (DKO) cells and confirmed that the
production of PC 16 :0-HODE-d4 was further suppressed in
these cells compared to that of AGPAT6 KO cells
(Figures 2e and S5c,d). However, when AGPAT7 alone was
knocked out, or even when two independent AGPAT7,
LPCAT1, and LPCAT2 triple-knockout (TKO) HEK293T
cell lines were used, the amount of PC 16 :0-HODE-d4 was

Scheme 3. Fragmentation mechanism of PC species as well as syn-
thesis and MS/MS analysis of deuterated PC derivative 18 (PC 16 :0/
trans-18 :2-d4). [a] MNBA: 2-methyl-6-nitrobenzoic anhydride; DMAPO:
4-(dimethylamino)pyridine N-oxide.
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not significantly affected (Figures 2f and S7). The combined
results indicate that PC 16 :0-HODE can be expected to be
synthesized via at least two pathways in HEK293T cells.
One is AGPAT6-dependent and responsible for the major-
ity of PC 16 :0-HODE production; LPA 16 :0 was produced
by AGPAT6 and the details of its conversion to PC 16 :0-
HODE remain to be identified. Another pathway is
AGPAT7-, LPCAT1-, and/or LPCAT2-dependent, which
should commence with LPC species formed in other ways
than the process involving AGPAT6 (Figure 2g).

HODE is a linoleic-acid-derived metabolite generated in
situ, and it has previously been challenging to track its
molecular transformation and the enzymes involved. For the
first time, we identified three enzymes (AGPAT7, LPCAT1,
and LPCAT2) as LPLATs that directly transfer HODE-
CoA into LPCs (Figure 2a–d). These three enzymes transfer
acetyl-CoA, 16 :0-CoA, 18 :1-CoA, and 22 :6-CoA into
LPCs, lysophosphatidylethanolamine, or lyso-platelet-acti-
vating factor,[23] albeit that the relation to the synthesis of
oxidized phospholipid species remains unclear at present.
The results discussed herein can be expected to contribute

to the understanding of the detailed biological functions of
these enzymes. As the present tetradeuteration reaction is
applicable to a broad range of oxidized FAs, further
explorations based on this strategy will be valuable to
understand the metabolic mechanisms of oxidized FAs.

PCs that contain HODE have been implicated in cancer
and inflammatory disease,[5,6] and thus, the identification of
their synthesis and metabolic derivatization should provide
genetic and molecular-biological approaches to clarify the
pathological significance of PCs that contain HODE. In this
study, we have proposed two pathways in the previous
section (Figure 2g). The AGPAT6-dependent pathway, in
which 1-acyl-LPA is produced by AGPAT6, should corre-
spond to the de novo phospholipid synthesis pathway (the
so-called Kennedy pathway), and this is the major produc-
tion pathway in HEK293T cells. The other pathway, in
which AGPAT7, LPCAT1, and LPCAT2 are responsible
for the transfer of HODE-CoA into LPC species, should
correspond to the phospholipid-remodeling pathway (the
so-called Lands cycle). It should be noted that AGPAT6
produces LPA 16 :0 and crucially determines the total

Figure 1. AGPAT6 is essential for the synthesis of PCs that contain HODE in HEK293T cells. a) Amounts of PC 16 :0-HODE-d4 and b) PC 16 :0-
18 :2-d4 in platelets treated with 18 :2-d4 (6c-d4) or PC 16 :0/cis-18 :2-d4 (19). *p < 0.05, **p < 0.01 and ***p < 0.001. c) Results of the siRNA-
based screening for genes involved in the synthesis of PCs that contain HODE. A schematic illustration of the screening is shown in Figure S4b.;
N.D.: not detected. d) Amounts of PC 16 :0-HODE-d4 in AGPAT6 KO HEK293T cells. e) Amounts of 1- or 2-16 :0-LPA and f) 1- or 2-16 :0 (and
18 :1)-LPC species in AGPAT6 KO HEK293T cells. g) GPAT activity toward HODE-d4-CoA and 16 :0-d31-CoA. Scheme of the in vitro enzymatic study
for HODE- or palmitic acid-transfer activity to G3P is shown in Figure S4d. HODE-d4-CoA was synthesized by condensation of the corresponding
acid chloride with coenzyme A and confirmed by MS/MS analysis (Figure S6). h) LPLAT activity between HODE-d4-CoA and LPC 16 :0. Data
represent the mean value�SD; statistical analysis was performed using one-way ANOVA followed by the Tukey post hoc test (a, b and g), or
Student t-test (d–f and h).
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amount of PC 16 :0-HODE, at least in HEK293T cells, but
not those of other PC species (Figures 1d, e and S5b). Given
that several enzymes, including choline phosphotransferases
and phospholipases, are necessary to convert LPAs into
LPC species, the LPA 16 :0 produced by AGPAT6 should
be efficiently and selectively used in the following process
for the synthesis of PCs that contain HODE. The interaction
of these enzymes, including the delocalization in cells,

should be the key to clarifying the entire synthetic landscape
of PCs that contain HODE.

Conclusion

We have developed a concise protocol for the controlled
tetradeuteration of straight-chain fatty acids (FAs). The
keys to this process include its reliable and operationally

Figure 2. AGPAT7, LPCAT1, and LPCAT2 directly transfer HODE-CoA into LPC. a) Results of the siRNA-based screening for genes responsible for
the HODE-transfer activity in AGPAT6 KO HEK293T cells. b) LPLAT activity toward HODE-d4-CoA. c) Kinetic analysis of the LPLAT activity of
AGPAT7, LPCAT1, and LPCAT2. d) Value of the apparent Km and maximum velocity (Vmax) for AGPAT7, LPCAT1, and LPCAT2. e) Quantifying PC
16 :0-HODE-d4 in AGPAT6 KO or AGPAT6 and AGPAT7 DKO HEK293T cells. f) Quantifying PC 16 :0-HODE-d4 in one AGPAT7 KO or two
independent AGPAT7, LPCAT1, and LPCAT2 TKO (#1 and 2) HEK293T cell lines. g) Proposed mechanism of HODE incorporation into PC species.
Data represent the mean value�SD; statistical analysis was performed using one-way ANOVA, followed by the Dunnett test (vs control) (b), Tukey
post hoc test (f), or Student t-test (e).
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straightforward process using inexpensive or catalytic
amounts of commercially available reagents, its broad
generality for straight-chain FAs, and its highly selective
incorporation of deuterium at the α- and β-positions. Not
only the FAs with four deuterium atoms, but also the
diagnostic peak of monodeuterated phosphocholine ob-
tained from phosphatidylcholines (PCs) that contain these
α,β-deuterated acyl moieties are invaluable for comprehen-
sive lipidomic studies to identify metabolic mechanisms via
liquid chromatography-tandem mass spectrometry (LC-MS/
MS) analysis. Although the tracking of endogenously
metabolized FAs has been relatively difficult in the past, the
synthetic enzymes responsible for phospholipids that contain
a representative oxidized linoleic acid, i.e., hydroxyoctadeca-
dienoic acid (HODE) were determined with our strategy.
This selective tetradeuteration method should offer further
potential in bioanalytical investigations; for example, the
visualization of the metabolic process of each FA and their
metabolites in vivo should be feasible by applying both MS
imaging and analysis using NMR- or Raman-imaging
methodologies.

Acknowledgements

This work was supported by JSPS KAKENHI grants
JP19K06992 (to R.T.) and JP19K11777 (to K.H.), the Naito
Foundation (to R.T.), ACRO Research Grants of Teikyo
University (to K.H.), and the FUGAKU Trust for Medicinal
Research (to R.T. and K.H.). Computational calculations
were performed using the resources of the Research Center
for Computational Science at Okazaki, Japan (Project#: 21-
IMS-094 and 22-IMS-094).

Data Availability Statement

The data that support the findings of this study are available
in the Supporting Information of this article.

Keywords: Acyltransferases · Fatty Acids ·
Hydroxyoctadecadienoic Acid (HODE) · Phosphatidylcholine ·
Tetradeuteration

[1] For recent reviews, see: a) T. Porta Siegel, K. Ekroos, S. R.
Ellis, Angew. Chem. Int. Ed. 2019, 58, 6492–6501; Angew.
Chem. 2019, 131, 6560–6569; b) G. Milligan, B. Shimpukade, T.
Ulven, B. D. Hudson, Chem. Rev. 2017, 117, 67–110.

[2] J. Flores, B. M. White, R. J. Brea, J. M. Baskin, N. K. Devaraj,
Chem. Soc. Rev. 2020, 49, 4602–4614.

[3] H. Yin, L. Xu, N. A. Porter, Chem. Rev. 2011, 111, 5944–5972.
[4] V. N. Vangaveti, H. Jansen, R. L. Kennedy, U. H. Malabu,

Eur. J. Pharmacol. 2016, 785, 70–76.
[5] Q. H. Lê, M. El Alaoui, E. Véricel, B. Ségrestin, L. Soulère, M.

Guichardant, M. Lagarde, P. Moulin, C. Calzada, J. Clin.
Endocrinol. Metab. 2015, 100, 2006–2014.

[6] a) L. A. Hammad, G. Wu, M. M. Saleh, I. Klouckova, L. E.
Dobrolecki, R. J. Hickey, L. Schnaper, M. V. Novotny, Y.
Mechref, Rapid Commun. Mass Spectrom. 2009, 23, 863–876;

b) Y. Nakashima, Y. Sakai, Y. Mizuno, K. Furuno, K. Hirono,
S. Takatsuki, H. Suzuki, Y. Onouchi, T. Kobayashi, K. Tanabe,
K. Hamase, T. Miyamoto, R. Aoyagi, M. Arita, K. Yamamura,
T. Tanaka, H. Nishio, H. Takada, S. Ohga, T. Hara,
Cardiovasc. Res. 2021, 117, 96–108.

[7] For recent representative reviews, see: a) S. Kopf, F. Bourri-
quen, W. Li, H. Neumann, K. Junge, M. Beller, Chem. Rev.
2022, 122, 6634–6718; b) Q.-K. Kang, H. Shi, Synlett 2022, 33,
329–338; c) H. Yang, D. Hesk, J. Labelled Compd. Radio-
pharm. 2020, 63, 296–307; d) M. Valero, V. Derdau, J. Labelled
Compd. Radiopharm. 2020, 63, 266–280; e) T. Pirali, M.
Serafini, S. Cargnin, A. A. Genazzani, J. Med. Chem. 2019, 62,
5276–5297; f) J. Atzrodt, V. Derdau, W. J. Kerr, M. Reid,
Angew. Chem. Int. Ed. 2018, 57, 3022–3047; Angew. Chem.
2018, 130, 3074–3101; g) J. Atzrodt, V. Derdau, W. J. Kerr, M.
Reid, Angew. Chem. Int. Ed. 2018, 57, 1758–1784; Angew.
Chem. 2018, 130, 1774–1802; h) J. Atzrodt, V. Derdau, T. Fey,
J. Zimmermann, Angew. Chem. Int. Ed. 2007, 46, 7744–7765;
Angew. Chem. 2007, 119, 7890–7911.

[8] a) D. Zhao, H. Luo, B. Chen, W. Chen, G. Zhang, Y. Yu, J.
Org. Chem. 2018, 83, 7860–7866; b) A. V. Smarun, M. Petković,
M. S. Shchepinov, D. Vidović, J. Org. Chem. 2017, 82, 13115–
13120; c) T. Yamada, K. Park, N. Yasukawa, K. Morita, Y.
Monguchi, Y. Sawama, H. Sajiki, Adv. Synth. Catal. 2016, 358,
3277–3282. For examples of the synthesis of related deuterated
compounds, see: d) X. Liu, R. Liu, J. Qiu, X. Cheng, G. Li,
Angew. Chem. Int. Ed. 2020, 59, 13962–13967; Angew. Chem.
2020, 132, 14066–14071; e) X. Zhang, Q. Chen, R. Song, J. Xu,
W. Tian, S. Li, Z. Jin, Y. R. Chi, ACS Catal. 2020, 10, 5475–
5482; f) A. L. Garreau, H. Zhou, M. C. Young, Org. Lett. 2019,
21, 7044–7048; g) K. Park, T. Matsuda, T. Yamada, Y.
Monguchi, Y. Sawama, N. Doi, Y. Sasai, S. Kondo, Y. Sawama,
H. Sajiki, Adv. Synth. Catal. 2018, 360, 2303–2307; h) S.
Rodríguez, F. Camps, G. Fabriàs, J. Org. Chem. 2001, 66,
8052–8058; i) I. Navarro, I. Font, G. Fabriàs, F. Camps, J. Am.
Chem. Soc. 1997, 119, 11335–11336; j) R. O. Hutchins, Suchis-
mita, R. E. Zipkin, I. M. Taffer, R. Sivakumar, A. Monaghan,
E. M. Elisseou, Tetrahedron Lett. 1989, 30, 55–56.

[9] A. M. Firsov, M. A. Fomich, A. V. Bekish, O. L. Sharko, E. A.
Kotova, H. J. Saal, D. Vidovic, V. V. Shmanai, D. A. Pratt,
Y. N. Antonenko, M. S. Shchepinov, FEBS J. 2019, 286, 2099–
2117.

[10] A. Uttry, S. Mal, M. van Gemmeren, J. Am. Chem. Soc. 2021,
143, 10895–10901.

[11] K. Dodo, A. Sato, Y. Tamura, S. Egoshi, K. Fujiwara, K.
Oonuma, S. Nakao, N. Terayama, M. Sodeoka, Chem.
Commun. 2021, 57, 2180–2183.

[12] a) J. Atzrodt, V. Derdau, J. Labelled Compd. Radiopharm.
2010, 53, 674–685; b) V. Derdau, J. Atzrodt, J. Zimmermann,
C. Kroll, F. Brückner, Chem. Eur. J. 2009, 15, 10397–10404.

[13] a) V. Porte, G. Di Mauro, M. Schupp, D. Kaiser, N. Maulide,
Chem. Eur. J. 2020, 26, 15509–15512; b) M. Valero, R. Weck, S.
Güssregen, J. Atzrodt, V. Derdau, Angew. Chem. Int. Ed.
2018, 57, 8159–8163; Angew. Chem. 2018, 130, 8291–8295.

[14] For selected reviews on directing-group amides, see: a) A. Das,
N. Chatani, ACS Catal. 2021, 11, 12915–12930; b) J. Liu, G.
Chen, Z. Tan, Adv. Synth. Catal. 2016, 358, 1174–1194; c) O.
Daugulis, J. Roane, L. D. Tran, Acc. Chem. Res. 2015, 48,
1053–1064; d) G. Rouquet, N. Chatani, Angew. Chem. Int. Ed.
2013, 52, 11726–11743; Angew. Chem. 2013, 125, 11942–11959.
For a seminal study, see: e) V. G. Zaitsev, D. Shabashov, O.
Daugulis, J. Am. Chem. Soc. 2005, 127, 13154–13155.

[15] a) T. Deguchi, H.-L. Xin, H. Morimoto, T. Ohshima, ACS
Catal. 2017, 7, 3157–3161; b) H. Morimoto, W. Akkad, T.
Deguchi, T. Ohshima, Heterocycles 2020, 101, 471–485.

Angewandte
ChemieResearch Articles

Angew. Chem. Int. Ed. 2022, 61, e202202779 (10 of 11) © 2022 The Authors. Angewandte Chemie International Edition published by Wiley-VCH GmbH

https://doi.org/10.1002/anie.201812698
https://doi.org/10.1002/ange.201812698
https://doi.org/10.1002/ange.201812698
https://doi.org/10.1021/acs.chemrev.6b00056
https://doi.org/10.1039/D0CS00154F
https://doi.org/10.1021/cr200084z
https://doi.org/10.1016/j.ejphar.2015.03.096
https://doi.org/10.1002/rcm.3947
https://doi.org/10.1093/cvr/cvz305
https://doi.org/10.1021/acs.chemrev.1c00795
https://doi.org/10.1021/acs.chemrev.1c00795
https://doi.org/10.1002/jlcr.3826
https://doi.org/10.1002/jlcr.3826
https://doi.org/10.1002/jlcr.3783
https://doi.org/10.1002/jlcr.3783
https://doi.org/10.1021/acs.jmedchem.8b01808
https://doi.org/10.1021/acs.jmedchem.8b01808
https://doi.org/10.1002/anie.201708903
https://doi.org/10.1002/ange.201708903
https://doi.org/10.1002/ange.201708903
https://doi.org/10.1002/anie.201704146
https://doi.org/10.1002/ange.201704146
https://doi.org/10.1002/ange.201704146
https://doi.org/10.1002/anie.200700039
https://doi.org/10.1002/ange.200700039
https://doi.org/10.1021/acs.joc.8b00734
https://doi.org/10.1021/acs.joc.8b00734
https://doi.org/10.1021/acs.joc.7b02169
https://doi.org/10.1021/acs.joc.7b02169
https://doi.org/10.1002/adsc.201600363
https://doi.org/10.1002/adsc.201600363
https://doi.org/10.1002/anie.202005765
https://doi.org/10.1002/ange.202005765
https://doi.org/10.1002/ange.202005765
https://doi.org/10.1021/acscatal.0c00636
https://doi.org/10.1021/acscatal.0c00636
https://doi.org/10.1021/acs.orglett.9b02618
https://doi.org/10.1021/acs.orglett.9b02618
https://doi.org/10.1002/adsc.201800170
https://doi.org/10.1021/jo010560w
https://doi.org/10.1021/jo010560w
https://doi.org/10.1021/ja972577v
https://doi.org/10.1021/ja972577v
https://doi.org/10.1016/S0040-4039(01)80320-8
https://doi.org/10.1111/febs.14807
https://doi.org/10.1111/febs.14807
https://doi.org/10.1021/jacs.1c06474
https://doi.org/10.1021/jacs.1c06474
https://doi.org/10.1039/D0CC07824G
https://doi.org/10.1039/D0CC07824G
https://doi.org/10.1002/jlcr.1818
https://doi.org/10.1002/jlcr.1818
https://doi.org/10.1002/chem.200901107
https://doi.org/10.1002/chem.202004103
https://doi.org/10.1002/anie.201804010
https://doi.org/10.1002/anie.201804010
https://doi.org/10.1002/ange.201804010
https://doi.org/10.1021/acscatal.1c03896
https://doi.org/10.1002/adsc.201600031
https://doi.org/10.1021/ar5004626
https://doi.org/10.1021/ar5004626
https://doi.org/10.1002/anie.201301451
https://doi.org/10.1002/anie.201301451
https://doi.org/10.1002/ange.201301451
https://doi.org/10.1021/ja054549f
https://doi.org/10.1021/acscatal.7b00442
https://doi.org/10.1021/acscatal.7b00442


[16] a) F.-F. Hsu, J. Turk, J. Am. Soc. Mass Spectrom. 2003, 14,
352–363; for a review, see: b) R. C. Murphy, P. H. Axelsen,
Mass Spectrom. Rev. 2011, 30, 579–599.

[17] a) W. Cao, S. Cheng, J. Yang, J. Feng, W. Zhang, Z. Li, Q.
Chen, Y. Xia, Z. Ouyang, X. Ma, Nat. Commun. 2020, 11, 375;
b) P. E. Williams, D. R. Klein, S. M. Greer, J. S. Brodbelt, J.
Am. Chem. Soc. 2017, 139, 15681–15690; c) H. T. Pham, A. T.
Maccarone, M. C. Thomas, J. L. Campbell, T. W. Mitchell, S. J.
Blanksby, Analyst 2014, 139, 204–214.

[18] C. Kirschbaum, K. Greis, L. Polewski, S. Gewinner, W.
Schöllkopf, G. Meijer, G. von Helden, K. Pagel, J. Am. Chem.
Soc. 2021, 143, 14827–14834.

[19] a) M. Morita, S. Saito, R. Shinohara, R. Aoyagi, M. Arita, Y.
Kobayashi, Synlett 2020, 31, 718–722; see also: b) T. Tonoi, T.
Inohana, R. Kawahara, T. Sato, M. Ikeda, M. Akutsu, T.
Murata, I. Shiina, ACS Omega 2021, 6, 3571–3577; c) I. Shiina,
M. Kubota, H. Oshiumi, M. Hashizume, J. Org. Chem. 2004,
69, 1822–1830.

[20] Y. Q. Chen, M.-S. Kuo, S. Li, H. H. Bui, D. A. Peake, P. E.
Sanders, S. J. Thibodeaux, S. Chu, Y.-W. Qian, Y. Zhao, D. S.
Bredt, D. E. Moller, R. J. Konrad, A. P. Beigneux, S. G.
Young, G. Cao, J. Biol. Chem. 2008, 283, 10048–10057.

[21] B. Ganesh Bhat, P. Wang, J.-H. Kim, T. M. Black, T. M.
Lewin, F. T. Fiedorek, Jr., R. A. Coleman, Biochim. Biophys.
Acta Mol. Cell Biol. Lipids 1999, 1439, 415–423.

[22] S. Wang, D. P. Lee, N. Gong, N. M. J. Schwerbrock, D. G.
Mashek, M. R. Gonzalez-Baró, C. Stapleton, L. O. Li, T. M.
Lewin, R. A. Coleman, Arch. Biochem. Biophys. 2007, 465,
347–358.

[23] a) M. Eto, H. Shindou, S. Yamamoto, M. Tamura-Nakano, T.
Shimizu, Biochem. Biophys. Res. Commun. 2020, 526, 246–252;
b) H. Kawana, K. Kano, H. Shindou, A. Inoue, T. Shimizu, J.
Aoki, Biochim. Biophys. Acta Mol. Cell Biol. Lipids 2019,
1864, 1053–1060; c) J. Cao, D. Shan, T. Revett, D. Li, L. Wu,
W. Liu, J. F. Tobin, R. E. Gimeno, J. Biol. Chem. 2008, 283,
19049–19057; d) H. Shindou, D. Hishikawa, H. Nakanishi, T.
Harayama, S. Ishii, R. Taguchi, T. Shimizu, J. Biol. Chem.
2007, 282, 6532–6539; e) H. Nakanishi, H. Shindou, D.
Hishikawa, T. Harayama, R. Ogasawara, A. Suwabe, R.
Taguchi, T. Shimizu, J. Biol. Chem. 2006, 281, 20140–20147.

Manuscript received: February 21, 2022
Accepted manuscript online: April 12, 2022
Version of record online: April 26, 2022

Angewandte
ChemieResearch Articles

Angew. Chem. Int. Ed. 2022, 61, e202202779 (11 of 11) © 2022 The Authors. Angewandte Chemie International Edition published by Wiley-VCH GmbH

https://doi.org/10.1016/S1044-0305(03)00064-3
https://doi.org/10.1016/S1044-0305(03)00064-3
https://doi.org/10.1002/mas.20284
https://doi.org/10.1021/jacs.7b06416
https://doi.org/10.1021/jacs.7b06416
https://doi.org/10.1039/C3AN01712E
https://doi.org/10.1021/jacs.1c06944
https://doi.org/10.1021/jacs.1c06944
https://doi.org/10.1021/acsomega.0c04878
https://doi.org/10.1021/jo030367x
https://doi.org/10.1021/jo030367x
https://doi.org/10.1074/jbc.M708151200
https://doi.org/10.1016/S1388-1981(99)00103-1
https://doi.org/10.1016/S1388-1981(99)00103-1
https://doi.org/10.1016/j.abb.2007.06.033
https://doi.org/10.1016/j.abb.2007.06.033
https://doi.org/10.1016/j.bbrc.2020.03.074
https://doi.org/10.1016/j.bbalip.2019.02.008
https://doi.org/10.1016/j.bbalip.2019.02.008
https://doi.org/10.1074/jbc.M800364200
https://doi.org/10.1074/jbc.M800364200
https://doi.org/10.1074/jbc.M609641200
https://doi.org/10.1074/jbc.M609641200
https://doi.org/10.1074/jbc.M600225200

