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Arabidopsis thaliana Centrin2

Saccharomyces cerevisiae Centrin
Drosophila melanogaster Centrin
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—— Toxoplasma gondii Centrin

Stentor coeruleus SteCoe 19772

Tetrahymena thermophila Cen1

g5 “—— Paramecium tetraurelia GSPATT0030725001

Mus musculus Calcyphosin-like

—— Danio rerio Calcyphosine-like b

Homo sapiens Calcyphosin

Drosophila melanogaster Dmel isoform A

100

89

81

Paramecium tetraurelia XP 001434859. 1
Tetrahymena thermophila RIB22 <

99 X

57"_ Stylonychia lemnae CDW76005.1

58 Stentor coeruleus OMJ77043.1
RIB22 KO construct

RIB22 5’ Neo5 RIB22 3’

X X

RIB22 5 RIB22 coding RIB22 3
MAC chromosome v

RIB22 5’ Neo5 RIB22 3’

GFP-RIB22 construct
RPL29 5 |MTT prom. GFP RIB22 coding RPL29/Cyc’

RIB72A-AEF strain

Centrin

RIB22 Calcyphosin

RPL29 5 | MTT prom. GFP RIB72A coding bp 1-2436 RPL29/Cyc'

+

RIB72A 5’ Neo5 RIB72A 3’




RIB72A Rescue N88 AEF RIB22 KO
# Peptide # Peptide # Peptide # Peptide
MIP  UniprotID  matches AUIEEIEE matches ASUREREE matches AUEEEE matches AUEEIEE
FAM166A Q238X3 37 284222621 22 89422936.3 32 109369935 41 522697112
FAM166B Q235M9 22 152932289 0 0 1 1570544.5 17 242808570
FAM166C Q22B75 17 83341640.1 12 40787480.3 16 40923981.8 18 171041405
FAP106A 17M279 32 113219579 27 91747924.2 17 30782829.2 38 423800856
FAP106B I7LU20 14 23288152.7 9 15257544.1 2 1748291.63 18 101373586
FAP107 Q237T1 14 56330696.4 13 40485884.9 5 9337640.25 9 35451217
FAP112A Q23A15 61 320987245 56 422115907 42 125512837 56 504990031
FAP112B I7MEK6 51 144124111 49 135402534 29 39310311.6 55 347447431
FAP115 Q23KF9 120 897739619 86 402237379 89 338909940 108 912690994
FAP127 I7LV70 23 68299955.3 17 56053368.1 14 19834920.2 32 276888832
FAP141 A4VCU8 1 519383.281 0 0 0 0 3 24715548.8
FAP143 A4VD56 25 103153369 23 76754341.5 19 39974370.6 37 240441166
FAP161A Q22WJ6 33 225978176 27 154408782 26 92876073.3 44 259894728
FAP161B 17M8Z8 38 246060929 34 176823847 34 100263369 37 288503996
FAP182A Q24BV4 7 13904222.4 6 10905816.8 5 5516296.09 16 149702693
FAP182B [7MLW3 10 24820079.7 10 27663982.1 8 10490979.9 18 97317124.8
FAP20 Q22NU3 20 221023501 18 129893702 16 81635706.6 36 626719497
FAP210 Q23EX8 32 97370525 34 121122483 28 45214139.3 42 232971664
FAP21A I7MK20 14 27742567.7 6 13281843.2 4 4599516.09 19 40184546.6
FAP21B I7MLS4 44 163956192 34 101084913 21 33298690.1 39 177197573
FAP45 W7XCX2 49 153081263 48 186928492 23 39158385.2 45 474511904
FAPS52A Q22ZH2 68 587542044 54 412577334 39 130260317 64 599721828
FAP52B I7MJ23 14 20076348.8 12 16226689.6 8 5231285.63 18 35497604.7
FAP52C Q24C92 8 11409848.6 6 9398866.94 5 4480081.25 17 25871347.9
FAP52D I7MLQ3 2 0 13 22389296.9 5 2150324.31 7 6662678.25
FAP53 Q23YQs8 45 81747121.9 41 98130288 25 29245976.9 46 373634688
FAP67 W7XGD1 31 334994136 26 244049259 25 151515944 35 406133990
FAP77A  Q22WR6 20 82827631.4 17 83789992.2 17 35252490.2 24 252273052
FAP77B Q239Q2 8 13215489.9 5 2551542.44 3 1174764.03 13 37481498.1
1134 I7M9TO 31 275016455 32 194330128 18 71468000.5 37 312182415
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