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Collagen scaffold 
microenvironments modulate 
cell lineage commitment for 
differentiation of bone marrow cells 
into regulatory dendritic cells
Yongxiang Fang1, Bin Wang2, Yannan Zhao2, Zhifeng Xiao2, Jing Li2, Yi Cui2,3, Sufang Han2, 
Jianshu Wei2, Bing Chen2, Jin Han2, Qingyuan Meng2, Xianglin Hou2, Jianxun Luo1, 
Jianwu Dai2 & Zhizhong Jing1

The microenvironment plays a pivotal role for cell survival and functional regulation, and directs 
the cell fate determination. The biological functions of DCs have been extensively investigated to 
date. However, the influences of the microenvironment on the differentiation of bone marrow cells 
(BMCs) into dendritic cells (DCs) are not well defined. Here, we established a 3D collagen scaffold 
microenvironment to investigate whether such 3D collagen scaffolds could provide a favourable niche 
for BMCs to differentiate into specialised DCs. We found that BMCs embedded in the 3D collagen 
scaffold differentiated into a distinct subset of DC, exhibiting high expression of CD11b and low 
expression of CD11c, co-stimulator (CD40, CD80, CD83, and CD86) and MHC-II molecules compared 
to those grown in 2D culture. DCs cultured in the 3D collagen scaffold possessed weak antigen uptake 
ability and inhibited T-cell proliferation in vitro; in addition, they exhibited potent immunoregulatory 
function to alleviate allo-delay type hypersensitivity when transferred in vivo. Thus, DCs differentiated 
in the 3D collagen scaffold were defined as regulatory DCs, indicating that collagen scaffold 
microenvironments probably play an important role in modulating the lineage commitment of DCs and 
therefore might be applied as a promising tool for generation of specialised DCs.

Dendritic cells (DCs) are the most effective antigen-presenting cells in the mammalian immune system and are 
versatile regulators for maintaining immune homeostasis1. The routine method for in vitro generation of DCs is 
seeding of bone marrow haematopoietic stem/progenitor cells (BM-HPCs) or monocytes on tissue culture poly-
styrene (TCPS) or glass dishes with addition of exogenous cytokines, including granulocyte macrophage colony 
stimulating factor (GM-CSF) or Flt3 ligand (Flt3L)2,3. Conventional two-dimensional (2D) culture systems have 
been extensively applied in the preparation of these cells and evaluation of their biological function. However, 2D 
culture systems are unable to mimic the interactions of the cell-matrix encountered in vivo, owing to the lack of 
certain physical and chemical cues on their flat, rigid, and uniform surface4,5.

Cell behaviours, including cell survival, proliferation, migration, and differentiation, have been shown to be 
regulated by microenvironmental features, such as the stiffness, topography, and soluble factors of the extra-
cellular matrix (ECM)6–9. After sensing the physical and chemical cues of the microenvironment, the subse-
quent cascading responses within cells are triggered, leading to alteration of gene expression and directed cell fate 
determination. Notably, 3D culture systems based on biomaterial scaffolds are considered to mimic the natural 
tissue surroundings and promote in vivo-like functional and structural development of cells10–13. It has been 
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demonstrated that 3D cultured cells exhibit considerable differences in cellular morphology, phenotype, and 
biological functions compared to cells cultured under 2D conditions14–17. In addition, our previous studies have 
shown that 3D culture was able to maintain the pluripotency of stem cells and direct the cell fate determination 
of mouse embryonic stem cells14,15.

In the current study, we sought to explore the role of collagen scaffold microenvironments in the differentia-
tion of bone marrow cells (BMCs) into DCs. We established an in vitro 3D collagen scaffold microenvironment 
and investigated whether BMCs in this culture system demonstrated the ability to differentiate into highly spe-
cialised populations of DCs.

Results
Microstructural features of the collagen scaffold and morphological characteristics of DCs cul-
tured therein.  The physical performance of collagen scaffolds was determined using mercury porosimetry. 
The aperture and porosity of the collagen scaffold were 40.69 um and 96.90%15, respectively, and its microstruc-
ture as observed by scanning electronic microscopy (SEM) revealed an irregular multiporous structure that was 
suitable for cell culture in vitro (Fig. 1a,b).

Cells cultured in 2D and 3D collagen scaffolds culture were observed by optical microscopy and SEM to 
investigate their morphological characteristics. After three days of culture, cells cultured in 2D presented a round 
and irregular shape with a short dendrites. At day 7, most of the cells displayed a typical dendrite appearance and 
irregular shape under optical microscopy, and presented corona-like-radiating morphology with long and slim 
dendrites under SEM (Fig. 1c). In comparison, the cells cultured in 3D collagen scaffolds exhibited an irregular 
shape with short and thick dendrites under SEM (Fig. 1d).

To further elucidate the morphological characteristics of DCs cultured in 2D and 3D collagen scaffolds, the 
cells at day 7 were stained with fluorescein isothiocyanate (FITC)-phalloidin, and Alexa Flour 594-CD11c, and 
then imaged using laser scanning confocal microscopy (LSCM). The use of CD11c as a specific marker of murine 
DCs is widely accepted and F-actin is used to mark the cytoskeleton and the podosomes, which are actin-rich 
adhesive structures of typical DCs. As shown in Fig. 1e, DCs cultured in 2D displayed corona-like-radiating 
morphology and an irregular shape with long and slim podosomes, whereas those cultured in 3D collagen scaf-
folds presented an irregular shape with a small number of short and thick podosomes. The different appearance 
between 2D- and 3D-cultured DCs indicated that the 3D geometry of the collagen scaffold might induce a change 
in morphology for these cells.

Figure 1.  Microstructural features of collagen scaffolds and morphological characteristics of DCs cultured 
in the 2D and 3D collagen scaffolds. (a) Photograph of porous 3D collagen scaffolds. (b) SEM image of 3D 
collagen scaffolds. (c) SEM image of DCs differentiated in 2D culture. (d) SEM image of DCs differentiated in 
3D collagen scaffolds. (e) Immunofluorescence staining images of DCs differentiated in 2D and 3D collagen 
scaffolds under LSCM.
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Phenotypic characteristic of DCs cultured in 2D and 3D collagen scaffold culture.  To investigate 
the influence of the 3D collagen scaffold on DCs phenotype, we analysed the expression of CD11c, CD11b, and 
MHC-II, as well as co-stimulatory molecules including CD40, CD80, CD86 and CD83, in immature (iDCs) 
and mature (mDCs) DCs using flow cytometry. The expression profile of surface molecules in DCs cultured in 
3D collagen scaffolds differed from that in 2D culture. As shown in Fig. 2a, iDCs cultured in both 2D and 3D 
collagen scaffolds expressed CD11b at extremely high levels, whereas the expression of CD11c and MHC II was 
lower in iDCs cultured in 3D collagen scaffold than in 2D-cultured iDCs. However, the expression levels of the 
co-stimulatory molecules in iDCs in the two culture conditions were similar (Fig. 2b).

Upon iDC maturation by stimulation with LPS, the expression levels of MHC-II, CD40, CD80, CD86, and 
CD83 were significantly increased as determined by flow cytometry. We found that most of the molecules in 
mDCs cultured in 2D were markedly up-regulated, whereas their expression was only slightly up-regulated in 
mDCs cultured in 3D collagen scaffolds (Fig. 2c). These findings indicated a stable immature DC-like phenotype 
for the latter cells, which we termed as CD11b+ MHClo DCs. Overall, these results indicate that the 3D collagen 
scaffold culture altered the phenotype of DCs derived from BMCs and modulated the lineage commitment of the 
DCs, resulting in the production of a distinct DC subtype.

DCs cultured in 3D collagen scaffolds exhibit weak antigen uptake ability.  Antigen uptake is a 
typical characteristic of iDC activity. iDCs cultured in 2D (iDCs-2D) and in 3D collagen scaffold (iDCs-3D) were 

Figure 2.  Immunophenotypic analyses of DCs cultured in 2D and 3D collagen scaffolds by FACS. (a) 
Phenotypes of iDCs-2D, mDCs-2D, iDCs-3D, and mDCs-3D. DCs differentiated in 2D and 3D collagen 
scaffolds were stained using Abs specific for CD11c, CD11b, MHC-II, CD40, CD80, CD86, and CD83 as 
described in the Materials and Methods. Red lines represent cells stained with isotype-matched control Abs. 
Statistical analysis of the surface antigen molecules in iDCs-2D and iDCs-3D (b) and mDCs-2D and mDCs-3D 
(c). Data are representative of three independent experiments (mean ±​ SD). **P <​ 0.01 versus iDCs-2D (b). 
*P <​ 0.05, **P <​ 0.01, and ***P <​ 0.001 versus mDCs-2D (c).
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incubated with FITC-dextran and the intensity of FITC taken up by the iDCs was measured using flow cytom-
etry with the CD11c+ gate. We found that the antigen uptake ability in iDCs-3D was much lower than that in 
iDCs-2D. The mean fluorescence intensity of FITC-dextran uptake was 732 in iDCs-3D, significantly lower than 
the intensity value of 1058 in iDCs-2D (Fig. 3a). These data suggested that iDCs-3D exhibited a lower antigen 
uptake activity of compared with iDCs-2D.

DCs cultured in 3D collagen scaffolds secrete high levels of IL-10.  Mature DCs are able to produce 
pro-inflammatory cytokines, including IL-1β​, IL-6, IL-12 and TNF, as well as anti-inflammatory cytokines such 
as IL-10 and TGF-β​. To investigate the cytokine profile of cultured DCs, the cell supernatant from mDCs-2D and 
mDCs-3D was collected to measure IL-10, IL-12p70, and TNF-α​ levels using an ELISA kit. As shown in Fig. 3b, 
mDCs-3D secreted a higher level of IL-10 (approximately 120 pg/ml) and lower levels of IL-12p70 (approximately 
1090 pg/ml) and TNF-α​ (approximately 744 pg/ml) than mDCs-2D. These data indicate that the mDCs cultured 
in 3D collagen scaffolds produced elevated and reduced amounts of anti-inflammatory and pro-inflammatory 
cytokines, respectively.

DCs cultured in 3D collagen scaffolds suppress T-cell proliferation in vitro.  As previous research 
has indicated that IL-10 can suppress T cell proliferation18, we speculated that the elevated IL-10 expression 
detected in the specific CD11b+ MHClo DC might indicate a specific biological function in immune regulation. 
Therefore, we next investigated whether DCs cultured in 3D collagen scaffolds were able to suppress alloge-
neic T cells in vitro. For this, we established a mixed lymphocyte reaction (MLR) assay wherein mDCs-2D and 
mDCs-3D were each cultured with carboxyfluorescein succinimidyl ester (CFSE)-labelled naïve CD4+ T cells for 
4 days. Subsequently, T-cell proliferation was measured according to the percentage of cells that lost their CFSE 
positive signal as determined by flow cytometry. In addition, the cell supernatants from MLR were collected for 
the determination of cytokine IL-2 and IFN-γ​ expression by ELISA. As shown in Fig. 3c, the mDCs-2D effectively 
stimulated allogeneic CD4+ T cell proliferation whereas the mDCs-3D exhibited a weaker effect. Consistent with 
this, we found that mDCs-2D secreted higher levels of activated T cell-related IL-2 and IFN-γ​ compared with 
mDCs-3D (Fig. 3d). DCs cultured in 3D collagen scaffolds appeared to suppress T-cell proliferation in vitro 
concomitant with the low levels of IL-2 and IFN-γ​ expression, in accordance with their high levels of IL-10 
expression.

DCs cultured in 3D collagen scaffolds relieve allo-DTH in C57BL/6 mice.  Based on the above find-
ings, we supposed that DCs cultured in 3D collagen scaffolds may possess the ability to negatively regulate the 
immune response. To test this hypothesis, we evaluated the immunoregulatory effects of DCs cultured in 3D 
collagen scaffolds after they are transferred into C57BL/6 mice using the DTH assay. The footpad swelling of 
C57BL/6 recipient mice immunised with mDCs-2D and mDCs-3D was 0.87 and 0.26 mm, respectively, whereas 
that of mice treated with saline was 0.74 mm (Fig. 4a). These findings indicate that DCs cultured in 3D collagen 
scaffolds significantly alleviated allo-DTH in C57BL/6 mice.

It has been demonstrated that one of the suppressive effects of DCs on T cell proliferation is mediated by 
induction of regulatory T (Treg) cells through the production of anti-inflammatory factors19. Therefore, we 
analysed the proportion of Treg cells among spleen mononuclear cells using flow cytometry and determined 
the levels of the immunosuppressive cytokines IL-10 and TGF-β​1 in peripheral blood and spleen mononuclear 
cells by ELISA. The proportion of Treg cells in spleen mononuclear cells was low (data not shown) without sta-
tistical difference among the three groups. However, the peripheral blood and spleen mononuclear cells from 
DC-3D-infused mice showed high secreted levels of IL-10 and TGF-β​1 (Fig. 4b,c). Together, these results indicate 
that CD11b+ MHClo DCs suppressed allo-DTH in vivo, with high levels of IL-10 and TGF-β​1 production.

3D collagen scaffold culture alters the gene expression profile in differentiated DCs.  To further 
investigate the biological effects of 3D collagen scaffold culture on DC differentiation and functional regulation, 
we performed a global transcriptome analysis using the Affymetrix Mouse 430 2.0 expression microarray, reveal-
ing a large variation in gene expression profile between iDCs-2D and iDCs-3D. Principal component analysis 
results indicated that DCs differentiated in 2D and in 3D collagen scaffolds showed significant differences in their 
gene expression patterns (Fig. 5a). Immune response-related genes are shown in Fig. 5b. Immature DC-related 
genes such as Ccl3, Ccl4, Ccr1, Ccr3, and Ccr5 were significantly up-regulated in iDCs-3D compared to iDCs-2D. 
However, iDCs-3D showed lower expression of T cell activation-related and antigen presentation-related genes 
such as Cd40, Cd80, Cd83, Cd86, as well as the antigen uptake and processing-related gene Lamp3, but higher 
levels of immunosuppression-related genes such as Il10, Tgfb1, Socs3, and Ccl24 than iDCs-2D. By quantitative 
reverse transcription-polymerase chain reaction (RT-PCR), we further confirmed that the expression levels of 
Cd40, Cd80, Cd83, Cd86, and Lamp3 were lower in 3D collagen scaffolds than in 2D culture. However, the expres-
sion levels of Il10, Tgfb1, Socs3, and Ccl24 were increased in 3D collagen scaffolds (Fig. 5c). These results demon-
strate that the gene expression profiles were substantively changed by 3D collagen scaffold culture.

Discussion
In this study, we cultured BMCs in 3D collagen scaffolds to facilitate their differentiation into a specific subset of 
DCs, DCregs, and evaluated their functional characteristics. DCs cultured in 3D collagen scaffolds exhibited low 
expression of MHC and co-stimulatory molecules (CD40, CD80, CD83, and CD86) and demonstrated immu-
noregulatory functions both in vitro and in vivo. Thus, our study indicate that the microenvironment plays a crit-
ical role in lineage commitment of DCs and that the 3D collagen scaffold described here is suitable for generating 
specialised DCs from BMCs in vitro.

The interactions between cells and the resident microenvironment are pivotal for cellular development, differen-
tiation, and functional regulation in vivo. Numerous studies have demonstrated that 3D biomaterial scaffold culture 



www.nature.com/scientificreports/

5Scientific Reports | 7:42049 | DOI: 10.1038/srep42049

Figure 3.  In vitro biological functional analysis of cultured DCs. (a) Dextran-FITC uptake analysis of 
iDCs-2D and iDCs-3D. Data are representative of three independent experiments (mean ±​ SD). *P <​ 0.05 
versus iDCs-2D. (b) Cytokine profile analysis of the cell supernatant of mDCs-2D and mDCs-3D. Data are 
shown as the mean ±​ SD of three independent experiments. *P <​ 0.05, **P <​ 0.01 versus 2D. (c) CD4+ T cell 
proliferation analysis of cultured DCs. CD4+ T cells from BALB/c mice were labelled with CFSE and co-
cultured with cells from C57BL/6 mice from 2D (mDCs-2D) and 3D (mDCs-3D) culture or with T cells that 
were not stimulated or stimulated with phytohaemagglutinin (PHA) for 4 days. The cells were then harvested 
and analysed by FACS using ModiFit software. Different colours denote cellular generations. The numbers 
represent the percentage of different generations among the total cell population. The proliferation index 
represents the proportion of proliferating cells based on the difference between control and responder cells. 
Data are representative of three independent experiments (mean ±​ SD). *P <​ 0.05 versus mDCs-2D, **P <​ 0.01 
versus PHA. (d) Quantification of IL-2 and IFN-γ​ produced by activated T cells from MLR. Data are shown as 
the mean ±​ SD of three independent experiments. *P <​ 0.05 versus mDCs-2D.
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could promote in vivo-like functional and structural development of cells10–12,20. In this analysis, we sought to inves-
tigate the role of the microenvironment created by the collagen scaffold in the differentiation of BMCs into DCs. 
Phenotype analysis using flow cytometry indicated that DCs differentiated in 3D collagen scaffolds expressed lower 
levels of CD11c, the co-stimulator molecules (CD40, CD80, CD86, and CD83), and MHC molecules than DCs in 
TCPS/2D culture. Notably, in contrast to DCs-2D, the phenotypes changed only slightly when the DCs cultured in 
the 3D collagen scaffold were stimulated by LPS, indicating that co-stimulator molecules and MHC molecules were 
stably expressed on the cell surface at low levels. Thus, DCs differentiated in 3D collagen scaffolds were recognised as 
a form of the DC mature state rather than representing an immature state of common DCs.

The influence of different biomaterial scaffolds on DC phenotype have previously been investigated21. For 
example, the phenotypic characteristics of iDCs cultured in TCPS/2D and exposed to different biomaterials have 
been evaluated22. Upon exposure of iDCs from human peripheral blood monocytes stimulated with GM-CSF and 
IL-4 to lactic-co-glycolic acid films, the expression levels of MHC and co-stimulator molecules (CD40, CD80, 
CD83, and CD86) significantly increased as compared to the control iDCs, as well as DCs cultured on chitosan 
films expressed these molecules at the high levels. In contrast, DCs cultured on alginate or hyaluronic acid films 
expressed these molecules at low levels22. These results suggest that different biomaterials possess varying immu-
noregulatory capacities for DC phenotypes. Similarly, the results of the current study demonstrated that the 3D 
collagen scaffold microenvironment significantly altered the phenotypic features of DCs from BMCs.

Figure 4.  In vivo biological functional analysis of differentiated DCs. (a) Extent of footpad swelling of the 
experimental mice (n =​ 5). **P <​ 0.01 versus 2D, **P <​ 0.01 versus NS. (b) ELISA of IL-10 and TGF-β​1 in the 
peripheral blood of experimental mice. *P <​ 0.05 versus mDC-2D and *P <​ 0.05 versus NS. (c) ELISA of IL-10 
and TGF-β​1 in the cell supernatant of spleen mononuclear cells of experimental mice. Data are shown as the 
mean ±​ SD of five samples. For IL-10 expression level analysis, *P <​ 0.05 versus NS, **P <​ 0.01 versus mDC-2D, 
and **P <​ 0.01 versus NS. For TGF-β​1 expression level analysis, *P <​ 0.05 versus mDC-2D and ** P <​ 0.01 
versus NS.
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Phenotypic characteristics are an important feature for distinguishing among subsets of cells. We noted 
that the low levels of CD11c, MHC, and co-stimulatory molecule (CD40, CD80, CD83, and CD86) expression 
observed in DCs differentiated in 3D collagen scaffolds were similar to those exhibited by DCregs. Notably, sev-
eral types of DCregs derived from different progenitors have been reported to possess immunoregulatory func-
tion. For example, CD11bhiIalo DCregs were derived from bone marrow haematopoietic stem/progenitor cells 
(BM-HSCs/BM-HPCs) co-cultured with splenic stromal cells and expressed a high level of CD11b and low levels 
of CD11c, Ia, CD86, CD80, and CD4023. Liver DCregs (LRDCs)24 differentiated from BM-derived Lin-CD117+ 
progenitors co-cultured with liver stromal cells expressed low levels of CD11c and MHC II, and high level of 
CD11b. Mesenchymal stem cells (MSC)-DCs were derived from mDCs co-cultured with MSCs and differen-
tiated into a novel DCreg type that expressed low levels of CD11c, Ia, and the co-stimulatory molecules CD80, 
CD86, CD40, and CD83 as well as high level of CD11b25. Sca-1+ CD117−Lin− mouse embryonic fibroblast (MEF) 
-MSC-induced DC-like cells26 were derived from BM-HPCs co-cultured with MEF-MSCs to differentiate into a 
distinct DCreg population and expressed a high level of CD11b and low levels of CD11c, Ia, CD80, CD86, and 
CD40. Therefore, on the basis of phenotypic features, the DCs cultured in 3D collagen scaffolds in the current 
study were regarded as representing a distinct subset of DCregs, CD11b+ MHClo DCs.

The cytokine mixture of GM-CSF, IL-10, and TGF-β​ is commonly used to prepare human or murine DCregs 
in vitro23. Vitamin D3 and a constructed adenoviral vector coding suppressor of cytokine signalling (SOCS)-1 
were also reported to induce the production of DCregs27,28. GM-CSF is a critical cytokine for generation of 
human and mouse DCs29,30. For example, CD11chiIahi DCregs were differentiated from BMCs by the addition of 
a cytokine mixture of murine GM-CSF, murine IL-10, and human TGF-β​. These DCregs expressed high levels 
of CD11c, and MHC molecules with extremely low levels of the co-stimulatory molecules CD40, CD80, and 
CD8624. Notably, in our system, we cultured BMCs stimulated with GM-CSF in the 3D collagen scaffold microen-
vironment without addition of a DCreg inducer to differentiate the BMCs into DCregs, CD11b+ MHClo DCs. The 
results therefore indicated that the microenvironment might affect the lineage commitment of DC and that the 
changes may be dependent on the 3D geometry of the biomaterials.

DCregs plays a pivotal role in the induction of immune tolerance. The main characteristics of DCregs are 
the secretion of low levels of pro-inflammatory cytokines and high levels of anti-inflammatory cytokines23,24. 
In addition, DCregs are able to inhibit T-cell proliferation via anti-inflammatory cytokines25,26. In the present 
study, we found that the cell culture supernatant of CD11b+ MHClo DCs contained high level of IL-10, low levels 
of IL-12 and TNF-α​. Furthermore, MLR, which is known as the most representative assay for the measurement 

Figure 5.  Microarray analyses of iDCs-2D and iDCs-3D. (a) Diagram of the principal component analysis 
of iDCs-2D and iDCs-3D. (b) CD molecules and immune-related gene expression analysis of iDCs-2D and 
iDCs-3D using a transcriptome microarray. Light green represents minimal gene expression, and red shows 
maximum gene expression as indicated by the legend. (c) Quantitative RT-PCR analysis of the expression levels 
of CD molecules and immune-related genes in iDCs-2D and iDCs-3D. Data are shown as the mean ±​ SD of 
three samples. *P <​ 0.05 versus iDC-2D, **P <​ 0.01 versus iDC-2D.
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of histoincompatibility in vitro, has also been employed to evaluate the influence of biomaterials on allogeneic T 
cell proliferation31. In our system, CD11b+ MHClo DCs inhibited the proliferation of T cells in allogeneic MLR 
assays, with concomitant lower levels of production of IL-2 and IFN-γ​, which have been reported3 to be crucial 
cytokines correlated with activated T cells. Together, these results indicate that CD11b+ MHClo DCs comprise a 
distinct subset of DCregs that possess the capacity to inhibit T cell proliferation in vitro, along with high level of 
IL-10 production.

To examine the immunosuppression capacity of CD11b+ MHClo DCs in vivo, we performed an allo-DTH 
assay. CD11b+ MHClo DCs significantly alleviated allo-DTH in C57BL/6 mice. In addition, the peripheral blood 
and spleen mononuclear cells from mice infused with CD11b+ MHClo DCs produced high levels of IL-10 and 
TGF-β​1. IL-10, an anti-inflammatory cytokine, has been reported to suppress T-cell mediated immune responses 
by the down-regulation of MHC, co-stimulatory molecules, and intercellular adhesion molecules-118,19,32. It can 
also reduce the production of pro-inflammatory cytokines, such as TNF-a, which possess direct stimulatory 
function on antigen-presenting cells (APCs)33,34. Furthermore, IL-10-modulated DCs have been employed as 
the most prominent tolerogenic DC population for clinical application35. TGF-β​1 has also been confirmed as 
a crucial immunoregulatory cytokine in the regulation of T cell-mediated immune responses36,37. TGF-β​ can 
down-regulate proinflammatory cytokines such as IL-12, TNF-α and IFN-α​, and increase the production of 
anti-inflammatory cytokines, including TGF-β​ itself38–41. Additionally, TGF-β​ can inhibit the expression of 
co-stimulatory molecules, such as, CD80, CD83 and CD86, as well as MHC molecules42–44. TGF-β​, alone or in 
combination with IL-10, is also capable of inducing tolerogenic DCs. Therefore, on the basis of our data, we pro-
posed that the IL-10 and TGF-β​ secreted from CD11b+ MHClo DCs may be partly involved in the development 
of DCregs from BMCs and may enable them to negatively regulate the immune response in vitro and in vivo.

To further elucidate the mechanism of 3D collagen scaffold microenvironment mediated BMC differentiation 
into DCs, we performed global transcriptome analysis using a microarray. The mRNAs of the co-stimulatory 
molecules Cd40, Cd80, Cd83, and Cd86 were down-regulated in iDCs-3D compared to 2D culture. Similarly, anti-
gen uptake and the processing-related gene Lamp3 were also down-regulated in iDCs-3D. However, the mRNAs 
for the cytokine immunosuppressive molecules Il-10 and Tgf-β1 and the immunosuppression-related molecules 
Socs3 and Ccl24 were up-regulated in iDCs-3D compared to 2D culture. Similar results were observed from quan-
titative RT-PCR. These results indicate that 3D collagen scaffold culture significantly alters the gene expression 
profile of DCs derived from BMCs, further supporting the biological functional results.

Cell development and differentiation in natural tissue occur in the context of the microenvironment. Different 
microenvironments support different types of cell differentiation via physical and chemical signals. After sens-
ing these microenvironmental cues, cascading responses within cells are activated, leading to the alteration of 
cell behaviour, such as gene expression and cell fate determination45. In particular, some previous studies have 
demonstrated that the geometry and specific topography of biomaterials influence cell behaviour15,46,47. Therefore, 
in our works, we proposed that the spatial pattern of collagen scaffolds may have facilitated the development 
of CD11b+ MHClo DCregs from BMCs in the 3D collagen microenvironment. Furthermore, the high levels of 
production of IL-10 and TGF-β​1, factors related to tolerogenic DC production by the resultant CD11b+ MHClo 
DCregs and their potent immunoregulatory function in vitro and in vivo, indicated that soluble factors might also 
be involved in the development of these cells in the 3D collagen microenvironment.

In conclusion, our results demonstrate that the 3D collagen scaffold microenvironment could modulate the 
lineage commitment of DCs and provide a suitable niche for certain specialised DC development. 3D collagen 
scaffold culture may therefore represent a promising tool to prepare DCregs for clinical application in autoim-
mune diseases and for transplantation. However, the mechanisms underlying the effect of the collagen scaffold 
microenvironment on the development of DCregs have not yet been fully clarified. Therefore, future investigation 
is required to elucidate the biological effects and definitive mechanism of collagen scaffold microenvironment 
culture on DCreg development. In addition, the mechanisms by which CD11b+ MHClo DCs negatively regulate 
the immune response need to be further clarified as well.

Methods
Preparation of collagen scaffolds.  Collagen type I membrane derived from bovine tendon was purchased 
from Zhenghai Biotechnology Ltd (Shandong, China). Collagen scaffolds for experiments were prepared accord-
ing to a published protocol15. The physical performance of the prepared collagen scaffolds was determined by 
mercury porosimetry.

The collagen scaffold slices were immersed in 100 μ​g/ml poly-D-lysine (PDL) at 37 °C for 2 h, and then washed 
with Dulbecco’s phosphate buffered saline (DPBS) three times for future application.

Ethics statements.  All animal experimental procedures were approved by the institutional review board of 
the Institute of Genetics and Developmental Biology, Chinese Academy of Sciences, and performed according to 
the Chinese Ministry of Public Health (CMPH) Guide for the care and use of laboratory animals.

Generation of murine bone marrow-derived DCs.  BM-derived DCs were prepared from BMCs of 
C57BL/6 mice. Briefly, BMCs were extracted from tibias and femurs by repeat pipetting and the cell suspensions 
were passed through a 70-μ​m nylon mesh to remove cell debris. Red blood cells were removed with red cell 
lysis buffer (Tiangen Biotech Co., Ltd, China). The BMCs were then harvested and plated on 2D culture dishes 
and collagen scaffolds, and cultured with DC-medium: RPMI 1640 medium containing 10% heat-inactivated 
foetal calf serum (Gibco, Gaithersburg, MD), 100 U/ml penicillin, 100 mg/ml streptomycin (Gibco), 0.1 mM 
β​-mercaptoethanol (Gibco) and 20 ng/ml recombinant mouse GM-CSF (rmGM-CSF, R&D Systems, 
Minneapolis, MN).
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For DC 3D collagen scaffold culture, BMCs at a concentration of 3 ×​ 105 cells in 30 μ​l medium were seeded 
onto a collagen scaffold slice. After 4 h, DC culture medium was added to cover the collagen scaffold slices and 
the cultures were incubated for 9 days. Half of the culture medium was replaced in the DC culture every 3 days.

For DC 2D culture, BMCs were seeded at the same cell number used for the 3D collagen scaffold on 
flat-bottomed wells of 6-well culture plates at 37 °C with 5% CO2 for 9 days. iDCs cultured in 2D and in 3D colla-
gen scaffolds were matured by stimulation with 500 ng/ml LPS (Sigma, St. Louis, MO) for the last 2 days.

DCs cultured in 2D and in 3D collagen scaffold slices were recovered after the designated days of incubation 
by adding an appropriate volume of 0.25% trypsin with 1 mM ethylenediaminetetraacetic acid solution at 37 °C 
for 5 min. Cells were then collected for subsequent analysis.

SEM analysis.  The morphology of DCs cultured in 2D and in 3D collagen scaffolds for 7 days was observed 
by SEM (S-3000N; Hitachi, Tokyo, Japan). Briefly, DCs cultured in 2D were recovered and plated on PDL-coated 
glass cover slips. DCs cultured in 3D collagen scaffolds and the PDL-coated glass cover slips were then washed 
gently three times with cold DPBS and fixed with cold 4% paraformaldehyde solution for 12 h at 4 °C. Thereafter, 
the samples were dehydrated, critical-point-dried, and sputter-coated with gold platinum prior to SEM imaging.

Immunofluorescence staining.  On day 7 of culture, samples of 2D-DCs and 3D-DCs were prepared 
as described above. Samples then were washed gently with DPBS and fixed in 4% paraformaldehyde for 4 h 
at 4 °C. The primary antibody used in this study was a purified hamster anti-mouse CD11c antibody (1:50, 
BD Biosciences, San Jose, CA). The secondary antibody was an Alexa Flour 594-conjugated Affinipure Goat 
anti-Armenian hamster IgG (H+​L) (1:100, Jackson ImmunoResearch Laboratories, Inc., Bar Harbor, ME). The 
nuclei were counterstained with DAPI (1:800, Molecular Probes, Eugene, USA). The actin filaments (F-actin) 
were stained by FITC-phalloidin (1:20, Sigma). Fluorescence images were observed on a Leica TCS SP8 LSCM 
(Leica Microsystems, Wetzlar, Germany).

Phenotype analysis of DCs differentiated in the collagen scaffold.  The phenotype of immature 
and mature DCs cultured in 2D and 3D collagen scaffolds was analysed by fluorescence-activated cell sorting 
(FACS Aria II, BD) after staining with the following monoclonal antibodies (mAbs), according to the manufac-
turer’s protocols (BD Pharmingen, Franklin Lakes, NJ): FITC-labelled anti-CD11b, APC-labelled anti-CD11c, 
FITC-labelled anti-CD11c, PE-labelled anti-CD40, APC-labelled anti-CD80, PE-labelled anti-CD83, 
PE-Cy7-labelled-anti-CD86 and PerCP-Cy5.5-labelled anti-I-A/I-E. Non-specific staining was blocked with puri-
fied rat anti-mouse CD16/CD32 (mouse BD Fc Block) (BD Pharmingen). The isotype controls were stained using 
the respective antibody. The expression levels of the surface markers were analysed with BD FACSDiva Software 
v6.1.3 and FlowJo 7.6 (FlowJo Llc, Ashland, USA).

Determination of DCs phagocytosis.  DCs were recovered after the designated number of days, washed 
three times with DPBS, stained with APC-CD11c (BD Pharmingen) for 30 min at 4 °C, and washed three times 
with DPBS. The samples then were treated with dextran labelled with FITC (FITC-dextran) (molecular weight 
40,000 Da, Sigma) solution (1 mg/ml) for 60 min at 37 °C, and the controls were prepared under the same condi-
tion at 4 °C. Thereafter, the samples were washed three times with cold DPBS to stop phagocytosis. At least 10, 000 
CD11c+ cells per sample were scanned by flow cytometry (FACS Aria II). To accurately account for internalised 
particles, the mean fluorescence intensity of samples incubated at 4 °C was subtracted from the mean fluores-
cence intensity of samples incubated at 37 °C by using their geometric means (Gm) (Gm37 °C −​ Gm4 °C =​ Gm of 
phagocytosed particles). Each experiment was performed in triplicate.

MLR analysis.  Murine Naïve CD4+ T cells were isolated and purified from splenocytes using a naïve CD4+ 
T cell isolation kit (Miltenyi Biotec, Bergisch-Gladbach, Germany) according to the manufacturer’s instructions.

For CFSE labelling, CFSE (Sigma) solution was added to naïve CD4+ T cells to a final concentration of 3 μ​M, 
followed by incubation for 10 min at 37 °C, blocking with RPMI/10% FBS solution on ice for 5 min, and washing 
of the cells. The cells were resuspended at the desired cell concentration and used as responder cells in the MLR 
assay. The small fraction of CFSE-labelled naïve CD4+ T cells was fixed by 4% formaldehyde and used as parent 
cells.

For MLR experiments, mDCs-2D and mDCs-3D derived from C57BL/6 mice, which were used as stimulator 
cells, were recovered and treated with mitomycin C (25 mg/mL) (Roche Applied Biosystems, Foster City, CA) 
for 3 h at 37 °C, and the cells were extensively washed three times with DPBS. The allogenic CFSE-labelled naïve 
CD4+ T cells were cultured with mDCs-2D and mDCs-3D on 96-well U-bottom plates at a 10:1 T-cell:DC ratio. 
PHA-stimulated or non-stimulated naïve CD4+ T cells were plated at the same concentration and used as a pos-
itive or negative control. On day 4, the cells were harvested and stained with PE-CD4 (BD Pharmingen). T cell 
proliferation was analysed using flow cytometry as described48. FACS data were analysed using the Proliferation 
Wizard module of the ModFit software (Verity Software House, Topsham, USA). After incubation, the cell cul-
ture supernatants were collected to detect IL-2 and IFN-γ​ using ELISA kits (eBioscience, San Diego, CA). Each 
experiment was performed in triplicate.

Cytokine quantification.  Mature DC (mDC) culture supernatants were collected at day 9 of DC culture 
in 2D and 3D collagen scaffolds, and analysed for IL-12 and IL-10 (eBioscience, USA), TNF-α​ (Neobioscience 
technology, China) using ELISA kits.
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In vivo allo-DTH assay.  mDCs-2D and mDCs-3D derived from C57BL/6 mice were harvested as described 
previously and injected (3 ×​ 106 cells/mouse) into the C57BL/6 recipient mouse abdomen on days −​6, −​4, and 0.  
Then, splenocytes isolated from BALB/c mice were injected into the dorsal subcutaneous tissue of C57BL/6 recip-
ient mice (1 ×​ 107 cells/mouse) on days 0 and 3. On day 7, C57BL/6 recipient mice were challenged by injection 
of BALB/c splenocytes into the right hind footpad (1 ×​ 107 cells/mouse). The left hind footpad of each recipient 
mouse was injected with the same amount of normal saline (NS) as a control. The negative control mice were 
injected with the same amount of NS. At 24 h after injection, the footpad thickness was measured using a microm-
eter. The extent of footpad swelling was measured by subtracting the baseline thickness of the left footpad from 
the thickness of the right footpad. The peripheral blood of experimental mice was collected to determine the 
levels of IL-10 and TGF-β​1 using ELISA kits.

To determine the proportion of Treg cells, the splenocytes of experimental mice were isolated using Ficoll, and 
stained with FITC-labelled anti-CD4 (BD Pharmingen), APC-labelled anti-CD25 (BD Pharmingen), and PE-labelled 
anti-Foxp3 (BD Pharmingen). The proportion of Treg cells was analysed with BD FACSDiva Software v6.1.3.

Microarray assay.  On day 7, gene expression profiles of the DC culture in 2D and in 3D collagen scaffolds 
were analysed using the Affymetrix Mouse 430 2.0 expression microarray. The microarray assay was performed 
by a service provider (Shanghai Biotechnology Corporation, SBC).

Quantitative RT-PCR.  Power SYBR Green RT-PCR Kit (Invitrogen) and Bio-RAD CFX96 Real-Time 
System (Bio-RAD) were used for quantitative RT-PCR analysis as described14. Data were normalised to the refer-
ence gene GAPDH for each cDNA sample. The primers used are listed in Table 1.

Statistical analysis.  Students’t-test was used to compare means values of two samples. A value of P <​ 0.05 
was considered as statistical significance. All experiments were performed at least three times. Each experiment 
was performed in triplicate. Data were shown as means ±​ SD.

References
1.	 Idoyaga, J. & Steinman, R. M. SnapShot: Dendritic Cells. Cell 146, 660–U186, doi: ARTN 660.e210.1016/j.cell.2011.08.010 (2011).
2.	 Merad, M., Sathe, P., Helft, J., Miller, J. & Mortha, A. The Dendritic Cell Lineage: Ontogeny and Function of Dendritic Cells and 

Their Subsets in the Steady State and the Inflamed Setting. Annual Review of Immunology. Vol 31 31, 563–604, doi: 10.1146/annurev-
immunol-020711-074950 (2013).

3.	 Wang, P. et al. The STAT3-Binding Long Noncoding RNA lnc-DC Controls Human Dendritic Cell Differentiation. Science 344, 
310–313, doi: 10.1126/science.1251456 (2014).

4.	 Baker, B. M. & Chen, C. S. Deconstructing the third dimension - how 3D culture microenvironments alter cellular cues. Journal of 
Cell Science 125, 3015–3024, doi: 10.1242/jcs.079509 (2012).

5.	 Lesman, A., Notbohm, J., Tirrel, D. A. & Ravichandran, G. Contractile forces regulate cell division in three-dimensional 
environments. Journal of Cell Biology 205, 155–162, doi: 10.1083/jcb.201309029 (2014).

6.	 Lo, C. M., Wang, H. B., Dembo, M. & Wang, Y. L. Cell movement is guided by the rigidity of the substrate. Biophysical Journal 79, 
144–152 (2000).

7.	 Discher, D. E., Sweeney, L., Sen, S. & Engler, A. Matrix elasticity directs stem cell lineage specification. Biophysical Journal. 32a–32a (2007).
8.	 Wang, J. H. C. & Thampatty, B. P. An introductory review of cell mechanobiology. Biomechanics and Modeling in Mechanobiology 5, 

1–16, doi: 10.1007/s10237-005-0012-z (2006).

Gene name Primer sequences (5′-3′)

GAPDH
Forward: AGGTCGGTGTGAACGGATTTG

Reverse: TGTAGACCATGTAGTTGAGGTCA

CD40 Forward: TGTCATCTGTGAAAAGGTGGTC  
Reverse: ACTGGAGCAGCGGTGTTATG

CD80
Forward: ACCCCCAACATAACTGAGTCT

Reverse: TTCCAACCAAGAGAAGCGAGG

CD83
Forward: CGCAGCTCTCCTATGCAGTG

Reverse: GTGTTTTGGATCGTCAGGGAATA

CD86
Forward: CTGGACTCTACGACTTCACAATG

Reverse: AGTTGGCGATCACTGACAGTT

LAMP3
Forward: TCCAAAAGCCAGAGGCTATCT

Reverse: ACTGGGGTTACTGTTTTCATTGT

IL10
Forward: GCTCTTACTGACTGGCATGAG

Reverse: CGCAGCTCTAGGAGCATGTG

TGF-β​1
Forward: CTCCCGTGGCTTCTAGTGC

Reverse: GCCTTAGTTTGGACAGGATCTG

SOCS3
Forward: ATGGTCACCCACAGCAAGTTT

Reverse: TCCAGTAGAATCCGCTCTCCT

CCL24
Forward: ATTCTGTGACCATCCCCTCAT

Reverse: TGTATGTGCCTCTGAACCCAC

Table 1.   List of gene-specific primers for RT-PCR.



www.nature.com/scientificreports/

1 1Scientific Reports | 7:42049 | DOI: 10.1038/srep42049

9.	 Assoian, R. K. & Klein, E. A. Growth control by intracellular tension and extracellular stiffness. Trends in Cell Biology 18, 347–352, 
doi: 10.1016/j.tcb.2008.05.002 (2008).

10.	 Grinnell, F., Ho, C. H., Tamariz, E., Lee, D. J. & Skuta, G. Dendritic fibroblasts in three-dimensional collagen matrices. Mol Biol Cell 
14, 384–395, doi: 10.1091/mbc.E02-08-0493 (2003).

11.	 Cukierman, E., Pankov, R. & Yamada, K. M. Cell interactions with three-dimensional matrices. Curr Opin Cell Biol 14, 633–639,  
doi: 10.1016/S0955-0674(02)00364-2 (2002).

12.	 Wozniak, M. A., Desai, R., Solski, P. A., Der, C. J. & Keely, P. J. ROCK-generated contractility regulates breast epithelial cell 
differentiation in response to the physical properties of a three-dimensional collagen matrix. J Cell Biol 163, 583–595, doi: 10.1083/
jcb.200305010 (2003).

13.	 Lang, R. et al. Three-dimensional culture of hepatocytes on porcine liver tissue-derived extracellular matrix. Biomaterials 32, 
7042–7052, doi: 10.1016/j.biomaterials.2011.06.005 (2011).

14.	 Su, G. N. et al. The effect of forced growth of cells into 3D spheres using low attachment surfaces on the acquisition of sternness 
properties. Biomaterials 34, 3215–3222, doi: 10.1016/j.biomaterials.2013.01.044 (2013).

15.	 Wei, J. S. et al. The importance of three-dimensional scaffold structure on stemness maintenance of mouse embryonic stem cells. 
Biomaterials 35, 7724–7733, doi: 10.1016/j.biomaterials.2014.05.060 (2014).

16.	 Han, J. et al. Maintenance of the self-renewal properties of neural progenitor cells cultured in three-dimensional collagen scaffolds 
by the REDD1-mTOR signal pathway. Biomaterials 34, 1921–1928, doi: 10.1016/j.biomaterials.2012.11.063 (2013).

17.	 Xie, C. Q. et al. Three-dimensional growth of iPS cell-derived smooth muscle cells on nanofibrous scaffolds. Biomaterials 32, 
4369–4375, doi: 10.1016/j.biomaterials.2011.02.049 (2011).

18.	 Sato, K., Yamashita, N., Baba, M. & Matsuyama, T. Modified myeloid dendritic cells act as regulatory dendritic cells to induce 
anergic and regulatory T cells. Blood 101, 3581–3589, doi: 10.1182/blood-2002-09-2712 (2003).

19.	 Shurin, G. V., Ouellette, C. E. & Shurin, M. R. Regulatory dendritic cells in the tumor immunoenvironment. Cancer Immunology 
Immunotherapy 61, 223–230, doi: 10.1007/s00262-011-1138-8 (2012).

20.	 Cukierman, E., Pankov, R., Stevens, D. R. & Yamada, K. M. Taking cell-matrix adhesions to the third dimension. Science 294, 
1708–1712, doi: 10.1126/science.1064829 (2001).

21.	 Babensee, J. E. Interaction of dendritic cells with biomaterials. Semin Immunol 20, 101–108, doi: 10.1016/j.smim.2007.10.013 (2008).
22.	 Babensee, J. E. & Paranjpe, A. Differential levels of dendritic cell maturation on different biomaterials used in combination products. 

J Biomed Mater Res A 74, 503–510 (2005).
23.	 Tang, H. et al. Endothelial stroma programs hematopoietic stem cells to differentiate into regulatory dendritic cells through IL-10. 

Blood 108, 1189–1197, doi: 10.1182/blood-2006-01-007187 (2006).
24.	 Xia, S. et al. Hepatic microenvironment programs hematopoietic progenitor differentiation into regulatory dendritic cells, 

maintaining liver tolerance. Blood 112, 3175–3185, doi: 10.1182/blood-2008-05-159921 (2008).
25.	 Zhang, B. et al. Mesenchymal stem cells induce mature dendritic cells into a novel Jagged-2-dependent regulatory dendritic cell 

population. Blood 113, 46–57, doi: 10.1182/blood-2008-04-154138 (2009).
26.	 Liu, X. X. et al. Mesenchymal Stem/Stromal Cells Induce the Generation of Novel IL-10-Dependent Regulatory Dendritic Cells by 

SOCS3 Activation. Journal of Immunology 189, 1182–1192, doi: 10.4049/jimmunol.1102996 (2012).
27.	 Farias, A. S. et al. Vitamin D-3 Induces IDO+​ Tolerogenic DCs and Enhances Treg, Reducing the Severity of EAE. Cns Neuroscience 

& Therapeutics 19, 269–277, doi: 10.1111/cns.12071 (2013).
28.	 Fu, H. et al. Dendritic Cells Transduced with SOCS1 Gene Exhibit Regulatory DC Properties and Prolong Allograft Survival. 

Cellular & Molecular Immunology 6, 87–95 (2009).
29.	 Caux, C. et al. CD34(+​) hematopoietic progenitors from human cord blood differentiate along two independent dendritic cell 

pathways in response to GM-CSF+​ TNF alpha. Journal of Experimental Medicine 184, 695–706, doi: 10.1084/jem.184.2.695 (1996).
30.	 Banchereau, J. & Palucka, A. K. Dendritic cells as therapeutic vaccines against cancer. Nature Reviews Immunology 5, 296–306, doi: 

10.1038/nri1592 (2005).
31.	 Yoshida, M. & Babensee, J. E. Differential effects of agarose and poly(lactic-co-glycolic acid) on dendritic cell maturation. J Biomed 

Mater Res A 79, 393–408, doi: 10.1002/jbm.a.30798 (2006).
32.	 Zhang, Q. et al. Generation and characterization of regulatory dendritic cells derived from murine induced pluripotent stem cells. 

Scientific Reports 4, doi: Artn 397910.1038/Srep03979 (2014).
33.	 Liu, J. & Cao, X. T. Regulatory dendritic cells in autoimmunity: A comprehensive review. Journal of Autoimmunity 63, 1–12,  

doi: 10.1016/j.jaut.2015.07.011 (2015).
34.	 Gordon, J. R., Ma, Y., Churchman, L., Gordon, S. A. & Dawicki, W. Regulatory dendritic cells for immunotherapy in immunologic 

diseases. Front Immunol 5, 7, doi: 10.3389/fimmu.2014.00007 (2014).
35.	 Boks, M. A. et al. IL-10-generated tolerogenic dendritic cells are optimal for functional regulatory T cell induction–a comparative 

study of human clinical-applicable DC. Clin Immunol 142, 332–342, doi: 10.1016/j.clim.2011.11.011 (2012).
36.	 Cai, Z. J. et al. Immunosuppressive exosomes from TGF-beta 1 gene-modified dendritic cells attenuate Th17-mediated inflammatory 

autoimmune disease by inducing regulatory T cells. Cell Research 22, 607–610, doi: 10.1038/cr.2011.196 (2012).
37.	 Worthington, J. J., Czajkowska, B. & Travis, M. A. Enhanced induction of Foxp3+​ regulatory T-cells by specialised gut dendritic cells 

is dependent on TGF-beta activation by the integrin alphaVbeta8. Immunology 131, 35–35 (2010).
38.	 Lievens, D. et al. Abrogated transforming growth factor beta receptor II (TGFbetaRII) signalling in dendritic cells promotes immune 

reactivity of T cells resulting in enhanced atherosclerosis. Eur Heart J 34, 3717–3727, doi: 10.1093/eurheartj/ehs106 (2013).
39.	 Flavell, R. A., Sanjabi, S., Wrzesinski, S. H. & Licona-Limon, P. The polarization of immune cells in the tumour environment by 

TGFbeta. Nat Rev Immunol 10, 554–567, doi: 10.1038/nri2808 (2010).
40.	 Fainaru, O. et al. TGFbeta-dependent gene expression profile during maturation of dendritic cells. Genes Immun 8, 239–244,  

doi: 10.1038/sj.gene.6364380 (2007).
41.	 Bonnefoy, F. et al. TGF-beta-exposed plasmacytoid dendritic cells participate in Th17 commitment. J Immunol 186, 6157–6164,  

doi: 10.4049/jimmunol.1002497 (2011).
42.	 Kel, J. M., Girard-Madoux, M. J. H., Reizis, B. & Clausen, B. E. TGF-beta Is Required To Maintain the Pool of Immature Langerhans 

Cells in the Epidermis. Journal of Immunology 185, 3248–3255, doi: 10.4049/jimmunol.1000981 (2010).
43.	 Ohtani, T. et al. TGF-beta1 dampens the susceptibility of dendritic cells to environmental stimulation, leading to the requirement 

for danger signals for activation. Immunology 126, 485–499, doi: 10.1111/j.1365-2567.2008.02919.x (2009).
44.	 Brown, R. D. et al. Dendritic cells from patients with myeloma are numerically normal but functionally defective as they fail to up-

regulate CD80 (B7-1) expression after huCD40LT stimulation because of inhibition by transforming growth factor-beta(1) and 
interleukin-10. Blood 98, 2992–2998, doi: 10.1182/blood.V98.10.2992 (2001).

45.	 Battiston, K. G., Cheung, J. W., Jain, D. & Santerre, J. P. Biomaterials in co-culture systems: towards optimizing tissue integration and 
cell signaling within scaffolds. Biomaterials 35, 4465–4476, doi: 10.1016/j.biomaterials.2014.02.023 (2014).

46.	 Houchin-Ray, T., Swift, L. A., Jang, J. H. & Shea, L. D. Patterned PLG substrates for localized DNA delivery and directed neurite 
extension. Biomaterials 28, 2603–2611, doi: 10.1016/j.biomaterials.2007.01.042 (2007).

47.	 Li, Z. et al. Differential regulation of stiffness, topography, and dimension of substrates in rat mesenchymal stem cells. Biomaterials 
34, 7616–7625, doi: 10.1016/j.biomaterials.2013.06.059 (2013).

48.	 Liu, D. C. et al. Statistical determination of threshold for cellular division in the CFSE-labeling assay. Journal of Immunological 
Methods 312, 126–136, doi: 10.1016/j.jim.2006.03.010 (2006).



www.nature.com/scientificreports/

1 2Scientific Reports | 7:42049 | DOI: 10.1038/srep42049

Acknowledgements
This work was supported by grants from Open Research Fund of State Key Laboratory of Veterinary Etiological 
Biology (SKLVEB2014KFKT009), the National Natural Science Foundation of China (Grant No. 31372423), and 
the Ministry of Science and Technology of China (2011CB965001, 2011CB710905). We also thank Tin Li for help 
with FACS technical assistance and data analysis.

Author Contributions
Yongxiang Fang: Substantial contribution to conception and design, acquisition of data, analysis and 
interpretation of data, manuscript writing; Bin Wang wrote manuscript, analysis and interpretation of data; 
Yannan Zhao and Zhifeng Xiao, performed analysis and interpretation of data, preparation of biomaterials; Jing 
Li, Yi Cui, and Sufang Han, performed cell culture and flow cytometry analysis; Jianshu Wei, Bing Chen, Jin Han, 
and Xianglin Hou, Substantial contribution to prepare biomaterial scaffold, analysis of miRNA microarray data; 
Qingyuan Meng revised manuscript; Jianxun Luo, Jianwu Dai, and Zhizhong Jing, Substantial contribution to 
conception and design, financial support, analysis and interpretation of data, final approval of the version to be 
published.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Fang, Y. et al. Collagen scaffold microenvironments modulate cell lineage commitment 
for differentiation of bone marrow cells into regulatory dendritic cells. Sci. Rep. 7, 42049; doi: 10.1038/srep42049 
(2017).
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2017

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	Collagen scaffold microenvironments modulate cell lineage commitment for differentiation of bone marrow cells into regulato ...
	Results

	Microstructural features of the collagen scaffold and morphological characteristics of DCs cultured therein. 
	Phenotypic characteristic of DCs cultured in 2D and 3D collagen scaffold culture. 
	DCs cultured in 3D collagen scaffolds exhibit weak antigen uptake ability. 
	DCs cultured in 3D collagen scaffolds secrete high levels of IL-10. 
	DCs cultured in 3D collagen scaffolds suppress T-cell proliferation in vitro. 
	DCs cultured in 3D collagen scaffolds relieve allo-DTH in C57BL/6 mice. 
	3D collagen scaffold culture alters the gene expression profile in differentiated DCs. 

	Discussion

	Methods

	Preparation of collagen scaffolds. 
	Ethics statements. 
	Generation of murine bone marrow-derived DCs. 
	SEM analysis. 
	Immunofluorescence staining. 
	Phenotype analysis of DCs differentiated in the collagen scaffold. 
	Determination of DCs phagocytosis. 
	MLR analysis. 
	Cytokine quantification. 
	In vivo allo-DTH assay. 
	Microarray assay. 
	Quantitative RT-PCR. 
	Statistical analysis. 

	Acknowledgements
	Author Contributions
	﻿Figure 1﻿﻿.﻿﻿ ﻿ Microstructural features of collagen scaffolds and morphological characteristics of DCs cultured in the 2D and 3D collagen scaffolds.
	﻿Figure 2﻿﻿.﻿﻿ ﻿ Immunophenotypic analyses of DCs cultured in 2D and 3D collagen scaffolds by FACS.
	﻿Figure 3﻿﻿.﻿﻿ ﻿ In vitro biological functional analysis of cultured DCs.
	﻿Figure 4﻿﻿.﻿﻿ ﻿ In vivo biological functional analysis of differentiated DCs.
	﻿Figure 5﻿﻿.﻿﻿ ﻿ Microarray analyses of iDCs-2D and iDCs-3D.
	﻿Table 1﻿﻿. ﻿  List of gene-specific primers for RT-PCR.



 
    
       
          application/pdf
          
             
                Collagen scaffold microenvironments modulate cell lineage commitment for differentiation of bone marrow cells into regulatory dendritic cells
            
         
          
             
                srep ,  (2017). doi:10.1038/srep42049
            
         
          
             
                Yongxiang Fang
                Bin Wang
                Yannan Zhao
                Zhifeng Xiao
                Jing Li
                Yi Cui
                Sufang Han
                Jianshu Wei
                Bing Chen
                Jin Han
                Qingyuan Meng
                Xianglin Hou
                Jianxun Luo
                Jianwu Dai
                Zhizhong Jing
            
         
          doi:10.1038/srep42049
          
             
                Nature Publishing Group
            
         
          
             
                © 2017 Nature Publishing Group
            
         
      
       
          
      
       
          © 2017 The Author(s)
          10.1038/srep42049
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep42049
            
         
      
       
          
          
          
             
                doi:10.1038/srep42049
            
         
          
             
                srep ,  (2017). doi:10.1038/srep42049
            
         
          
          
      
       
       
          True
      
   




