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Effect of culture medium, host strain and oxygen
transfer on recombinant Fab antibody fragment
yield and leakage to medium in shaken E. coli
cultures
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Abstract

Background: Fab antibody fragments in E. coli are usually directed to the oxidizing periplasmic space for correct
folding. From periplasm Fab fragments may further leak into extracellular medium. Information on the cultivation
parameters affecting this leakage is scarce, and the unpredictable nature of Fab leakage is problematic regarding
consistent product recovery. To elucidate the effects of cultivation conditions, we investigated Fab expression and
accumulation into either periplasm or medium in E. coli K-12 and E. coli BL21 when grown in different types of
media and under different aeration conditions.

Results: Small-scale Fab expression demonstrated significant differences in yield and ratio of periplasmic to
extracellular Fab between different culture media and host strains. Expression in a medium with fed-batch-like
glucose feeding provided highest total and extracellular yields in both strains. Unexpectedly, cultivation in baffled
shake flasks at 150 rpm shaking speed resulted in higher yield and accumulation of Fabs into culture medium as
compared to cultivation at 250 rpm. In the fed-batch medium, extracellular fraction in E. coli K-12 increased from
2-17% of total Fab at 250 rpm up to 75% at 150 rpm. This was partly due to increased lysis, but also leakage from
intact cells increased at the lower shaking speed. Total Fab yield in E. coli BL21 in glycerol-based autoinduction
medium was 5 to 9-fold higher at the lower shaking speed, and the extracellular fraction increased from ≤ 10% to
20-90%. The effect of aeration on Fab localization was reproduced in multiwell plate by variation of culture volume.

Conclusions: Yield and leakage of Fab fragments are dependent on expression strain, culture medium, aeration
rate, and the combination of these parameters. Maximum productivity in fed-batch-like conditions and in
autoinduction medium is achieved under sufficiently oxygen-limited conditions, and lower aeration also promotes
increased Fab accumulation into extracellular medium. These findings have practical implications for screening
applications and small-scale Fab production, and highlight the importance of maintaining consistent aeration
conditions during scale-up to avoid changes in product yield and localization. On the other hand, the dependency
of Fab leakage on cultivation conditions provides a practical way to manipulate Fab localization.
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Background
Fragments of immunoglobulin molecules are widely uti-
lized in therapeutic and diagnostic applications as well
as in basic research. Unlike full-length antibodies, these
smaller fragments, such as the antigen binding frag-
ments (Fab) and single-chain variable fragments (scFv),
are small enough to be produced in Escherichia coli.
However, the yields of correctly folded, functional anti-
body fragments in E. coli are often relatively low and
dependent on the type and primary sequence of the frag-
ment. Yields in the range of 10–20 mg functional Fab
fragments per liter of culture are generally considered
good in shake flask scale [1-3]. Major challenges in bac-
terial antibody fragment expression are the assembly of
separately expressed light and heavy chain to constitute
the functional heterodimer and formation of the four
intra-chain and one inter-chain disulfide bond [4]. Since
the disulfides cannot be efficiently formed in the redu-
cing cytoplasm of E. coli, antibody fragments are most
commonly supplemented with a signal sequence that di-
rects them to the more oxidizing bacterial periplasm for
correct folding. Folded fragments may further leak from
the periplasm into the culture medium, from which
purification can be accomplished without cell lysis [4].
An alternative strategy is to use redox mutant strains
with more oxidizing cytoplasm for folding of the frag-
ments in the E. coli cytoplasm [3,5-7], but these mutant
strains tend to have poor growth that limits their cap-
acity for protein production and scale-up to fermenter
scale.
Previously described approaches to improve antibody

fragment yields in E. coli have mostly focused on the
optimization of the expression construct and the target
fragment itself. For example, co-expression of different
accessory proteins such as the cytoplasmic DnaKJE
chaperone [8] or periplasmic dithiol-disulfide oxidore-
ductases and prolyl cis-trans isomerases [9] have been
reported to increase yields of Fab and scFv fragments. Fu-
sion to maltose-binding protein (MBP) has been shown to
not only increase solubility of antibody fragments [10,11],
but also enhance secretion from periplasm into the cul-
ture medium in secretory E. coli strains [10]. MBP fusion
[12] as well as thioredoxin [13] and SUMO fusions [14]
have also been reported to improve scFv yields in the
cytoplasm of redox mutant strains. In some cases yield
may also be increased by engineering the amino acid se-
quence in non-binding regions of the fragment to reduce
its aggregation tendency [15].
A few reports exist on the optimization of culture

medium and strain selection for antibody fragment pro-
duction. Nadkarni et al. [1] compared defined media
with different carbon sources and induction strategies,
and found Studier’s lactose autoinduction medium to
provide higher Fab yields than either glycerol-based
defined medium with lactose induction or glucose-based
defined medium with IPTG induction. The authors also
compared two expression strains, BL21(DE3) and BL21
(DE3)-RIL, although these strains differ from each other
only regarding rare codon utilization but not regarding
carbon metabolism. The effect of inducer on Fab expres-
sion has also been studied in E. coli K-12 RB791, in
which highest Fab yields were obtained by induction
with either a very low IPTG concentration or 2 g l-1 lac-
tose using glycerol as the main carbon source [16]. Sup-
plementation of culture medium with L-arginine and
reduced glutathione [17] or sucrose [18] has been de-
scribed as means to increase yields of functional scFvs.
Glutathione was suggested to improve reshuffling of in-
correctly formed disulfides, while the effect of sucrose
was hypothesized to be due to osmotic enlargement of the
periplasmic space and consequently enhanced folding of
the product as a result of reduced local concentration.
Cultivation temperature has been reported to influence
the secretion into the culture medium so that at lower
temperatures the product is more efficiently retained in
the periplasm [18].
In this study we aim to investigate the effects of host

strain, culture medium and aeration conditions on the
production and extracellular leakage of Fab fragments in
shaken E. coli cultures by the example of Fabs binding
specifically to N-terminal pro-brain natriuretic peptide
(NTproBNP), an important diagnostic marker of heart
failure that can be detected from serum by an immuno-
assay applying the anti-NTproBNP Fabs [19]. Three differ-
ent culture media were compared, all of them containing
complex nutrients, but differing in their primary carbon
source as well as in induction strategy. In the Super Broth
medium, peptides, amino acids and sugars of yeast extract
constitute the main carbon source during IPTG-induced
expression. In Studier’s autoinduction medium [20],
growth is first supported by glucose, and when glucose is
exhausted protein expression is autoinduced by diauxic
shift to lactose utilization, while glycerol is also coutilized
as a major carbon source during expression. The third
medium was the fed-batch-like EnBase® medium with
IPTG induction. In this medium the primary carbon
source, glucose, is gradually provided from a soluble poly-
saccharide by biocatalytic degradation [21,22]. The poly-
saccharide used in the current study is different from the
previous reports in that it is also slowly utilized to some
degree through the E. coli maltose-maltodextrin transport
system (own unpublished results). The EnBase fed-batch
-like medium has been successfully used for high-yield
cytoplasmic expression of several non-disulfide bond
containing proteins [22-27] as well as functional protein
with multiple disulfide bonds [28,29], while in this study
we apply this medium for the first time for periplasmic
production of disulfide-containing proteins. We also
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compared two metabolically different E. coli strains re-
garding their Fab yield in the different growth media.
Apart from differences in Fab yields, we also observed
some peculiar effects on leakage of the Fabs into the cul-
ture medium depending on the type of medium, host
strain, and aeration efficiency.

Results
Comparison of culture media in small scale
Fab fragment expression in E. coli RV308 and E. coli
BL21 was compared in three different media in 24 deep
well plate (24dwp) cultures. Notable differences were ob-
served in both the total yield and localization of the Fabs
(Figure 1). The fed-batch medium provided highest total
yields in both strains, and 60-75% of active product was
found in the extracellular medium at 24 h after induction
(Figure 1 and Table 1). In the autoinduction medium, all
four fragments were produced at high concentrations in
E. coli BL21(DE3), but for three of the fragments the
proportion of extracellular product (40%) was lower
than in the fed-batch medium. Low levels of Fab
activity were detected also in E. coli RV308 when
cultivated in the autoinduction medium, even if this
strain is a Δ(lac)X74 mutant and the expression must
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Figure 1 Yields of Fab fragments in mg per liter of culture in differen
measured by antigen-binding ELISA from cell lysate (periplasmic fraction; in
All fragments were expressed in E. coli RV308 and BL21 in 24 deep well pla
fed-batch-like EnBase medium (EB), 19 h after induction in Super Broth (SB
medium (ZYM; 19 h data not shown, yields at 19 h were lower than at 42
are shown.
therefore be accounted to leakiness of the promoter.
Fabs were most efficiently transported to extracellular
medium when expressed in the Super Broth medium,
in which 72-97% of product activity was measured in
the extracellular fraction irrespective of fragment or
host strain. However, the total Fab yields in Super
Broth were much lower than in the other two media.
Thus the small scale results suggest that the fed-
batch medium is the most favorable medium for Fab
production due to the high overall yield and efficient
transport of the product to extracellular medium, as
well as the robustness regarding strain type.
The main reason for higher product concentration in

the fed-batch medium compared to the autoinduction
medium appears to be higher cell density (cell density
data for one representative Fab are shown in Table 1) ra-
ther than notably higher productivity per biomass. A re-
liable calculation of product per biomass was however
not possible on the basis of OD600, since visual observa-
tion of DNA aggregates in the medium at 42 h indicated
some degree of cell lysis especially in E. coli BL21(DE3)
cultures. Lysis was apparently one of the reasons for Fab
release from periplasm to medium in E. coli BL21(DE3),
and possibly also in E. coli RV308.
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Table 1 Cell density, pH and percentage of extracellular Fab in different media in 24dwp

% of Fab
in medium

OD600 pH

19 h 24 h 42 h 19 h 42 h

RV308 EnBase 65.3 ± 2.6 21.7 ± 1.9 26.9 ± 2.7 7.07 ± 0.01

ZYM-5052 6.8 ± 1.6 12.4 ± 3.7 14.1 ± 0.8 6.90 ± 0.02

Super Broth 96.1 ± 2.4 13.8 ± 0.5 8.31 ± 0.18

BL21(DE3) EnBase 69.6 ± 2.6 19.8 ± 1.8 21.7 ± 6.5 6.70 ± 0.06

ZYM-5052 39.8 ± 15.2 16.8 ± 5.1 17.5 ± 7.5 7.15 ± 0.02

Super Broth 93.1 ± 1.9 8.5 ± 0.5 8.5 ± 0.04

Cell density was determined by optical density measurements at 600 nm (OD600), and pH was measured from culture supernatant at room temperature. Mean
and standard deviation of two independent replicate experiments are shown. In the fed-batch-like cultures (EnBase) OD600 is shown at 24 h (6 h from induction)
and 42 h (25 h from induction). In ZYM-5052 autoinduction cultures OD600 is shown at 19 h and 42 h from cultivation start. In Super Broth cultures OD600 was
measured after 19 h incubation in the inducing medium. pH was measured at the end of cultivation. The percentage of extracellular Fab represents the situation
at the end of cultivation.
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Cultivation in Super Broth resulted in high final pH
ranging from 8.0 to 8.5 (data for one representative
Fab are shown in Table 1), while in the fed-batch and
autoinduction media pH remained at a lower and more
neutral range (6.6-7.2 depending on the clone and
medium, except for the clones expressing Fab 1B10 which
resulted in pH decrease to levels below 6.0; data not
shown). The pH increase in Super Broth is in line with our
earlier observations on pH development in complex media
without added monosaccharide carbon sources [22,23],
and likely limited both the final cell density and Fab yield.

Medium composition, respiratory activity and Fab
localization
A separate small-scale cultivation was performed to
study the influence of fed-batch medium composition
on the dynamics of dissolved oxygen tension (DOT) dur-
ing Fab fragment expression in E. coli RV308 (Figure 2).
The pre-induction medium composition was kept con-
stant, and modification was achieved by addition of
more nutrients at the time of induction. Switch from ini-
tially unlimited growth to fed-batch-like limited growth
took place at 9–10 h, and DOT at the time of induction
(18 h) was 80-100% in all cultures. The cultures that did
not receive complex nutrient supplementation and more
glucose-releasing biocatalyst at induction maintained
DOT at 100% after induction (Figure 2a). Addition of
complex nutrients and more biocatalyst at induction (18
h) resulted in increased respiratory activity, and conse-
quently DOT remained at a lower level (20-30%) for a
period of 8–10 h after induction (Figure 2b). The in-
creased oxygen consumption by addition of complex nu-
trients and increased glucose release was associated with
high Fab activity in the extracellular medium (66-73% of
total Fab activity, Figure 2b; see also in Additional file 1:
Table S1b), while in the cultures with lower respiration
and 100% oxygen saturation the product remained
mostly in the periplasm (Figure 2a; see also in Additional
file 1: Table S1a). pH was maintained between 7.0 and
7.5 in both cases (data not shown). Though the inde-
pendent effects of DOT, growth rate and metabolic
changes on Fab localization cannot be evaluated separ-
ately in this experiment, the results demonstrate that in
the fed-batch medium the ratio of periplasmic and extra-
cellular Fab can be drastically changed by modifying the
availability of carbon and nitrogen substrates and conse-
quently the respiratory rate after induction.

Influence of shaking speed on Fab yield and localization
Expression of the Fab fragments in shake flask scale
demonstrated that the yield and extracellular leakage
can be influenced by modification of aeration efficiency
via shaking speed. Cultures in the fed-batch medium were
incubated at 250 rpm shaking speed in baffled Ultra Yield
Flasks™ (UYF) up until induction, after which the speed
was either reduced to 150 rpm (providing kLa ~200 h-1

[30]) or kept at 250 rpm (providing kLa ~500 h-1 [23]). Ex-
pression in E. coli RV308 at the lower shaking speed
resulted consistently in higher yields of fragments F1, F16
and F32, even if there was some experiment-to-experi-
ment variation in yield between replicates (Figure 3). Re-
duction of shaking speed also resulted in significant
changes in Fab localization so that most of the Fab activity
was detected in the medium as opposed to the efficient
periplasmic retention of Fab at 250 rpm (Figure 3). This
effect was observed for F1 and F32 in two out of three
replicate experiments (A and C in Figure 3) at 150 rpm,
while in the third experiment (B) there was much less
leakage into the medium. Despite this inconsistency,
which is may be caused by differences in oxygen uptake
rate (OUR) between the replicates, the data suggest that
there is a tendency towards higher extracellular Fab
accumulation under conditions of lower oxygen supply.
The extracellular proportion of fragment F16 was lower
than for the other fragments, but consistently higher at
150 rpm compared to 250 rpm. Unlike the other three
fragments, 1B10 leaked efficiently into the medium
already at 250 rpm (data for 1B10 is shown in Additional
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Figure 2 Influence of fed-batch medium composition on oxygen saturation and Fab production. Dissolved oxygen tension (DOT, % of
saturation) was measured online during 24 microwell plate expression of Fab fragment F1 in E. coli RV308 in the fed-batch-like EnBase medium.
Fab yields in mg per liter of culture were measured by antigen-binding ELISA from cell lysate (periplasmic fraction; in black) and broth
supernatant (medium fraction; in grey) at 41 h. a: Cultivation without addition of nutrients at induction; b: Cultivation with addition of complex
nutrients and 3 U l-1 biocatalyst at induction (18 h, indicated by arrows). In each case, Fab yields are shown for cultures with initial biocatalyst
concentrations of 0.3, 0.6 and 1.5 U l-1. Representative DOT graphs are shown from the cultures with initially 0.6 U l-1 biocatalyst. DOT profiles
with initial biocatalyst concentrations of 0.3 and 1.5 U l-1 were essentially similar to the graphs shown. Standard deviations for the ELISA analysis
are shown in Additional file 1.
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file 2: Table S2a), and hence no difference in leakage was
observed at different shaking speeds.
The degree of cell lysis was estimated by total protein

measurement from cell pellet and culture supernatant by
Bradford assay. Comparison of the percentage of cell
lysis (as estimated from the relative concentrations of
total protein in the cell pellet and in the medium; see in
Additional file 2: Table S2a for the lysis estimates) and
the percentage of Fab found in the culture medium sug-
gests that at 250 rpm the small amount of fragments F1,
F16 and F32 detected in the medium was released by
cell lysis and there was no notable leakage from intact
cells. The higher extracellular Fab yield at 150 rpm was
partly due to higher cell lysis, but as the percentage of
lysis was much lower than the percentage of extracellu-
lar Fab it is apparent that there was also increased leak-
age from intact cells. Depending on the fragment, at
least 20-40% of total functional Fab leaked into the
medium without accompanying lysis at 150 rpm. The
possibility that the reduction of extracellular Fab fraction
at the higher shaking speed might result from Fab de-
naturation due to the very efficient and turbulent shaking
was ruled out by demonstrating over 95% preservation of
binding activity when Fab-containing cell-free broth was
shaken at 250 rpm for 24 h (data not shown).
Similar effect of shaking speed on yield and localization

was observed for E. coli BL21(DE3) in the autoinduction
medium, when cultures were performed in the UYF bot-
tles with either 150 or 250 rpm shaking speed from the
beginning. Total yields of F1, F16 and F32 were much
higher at 150 rpm, and leakage of Fab into the medium
also increased significantly at the lower shaking speed
(Figure 4). The degree of lysis was low at both shaking
speeds, but percentage of extracellular Fab increased from
≤ 10% to 20-30% of total Fab activity when the speed was
reduced from 250 to 150 rpm (see in Additional file 2:
Table S2b for the lysis estimates and percentages of extra-
cellular Fab). Total yield of 1B10 in the autoinduction
medium was not affected by the shaking speed (Figure 4),
but extracellular Fab activity increased from 3 to 88%
when speed was reduced to 150 rpm.
E. coli BL21(DE3) cultures in the fed-batch medium

released Fabs very efficiently into the medium so that ir-
respective of shaking speed 87-97% of total Fab activity
was detected in the medium after 24 h expression period
(Figure 4; see also in Additional file 2: Table S2c for the
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Figure 3 Fab expression in E. coli RV308 in shake flask cultures.
Yields in mg per liter of culture for Fab fragments F1 (a), F16 (b) and
F32 (c) expressed in E. coli RV308 in the fed-batch-like EnBase
medium in Ultra Yield shake flasks at two different shaking speeds
(150 rpm and 250 rpm), as measured by antigen-binding ELISA from
cell lysate (periplasmic fraction; in black) and broth supernatant
(medium fraction; in grey). Samples were drawn 24 after induction.
A-C on the horizontal axis refer to independent replicate
experiments. Standard deviations for the ELISA analysis are shown in
Additional file 2.
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percentages). Cell lysis was also substantial, typically
40-50% (lysis estimates are shown in Additional file 2:
Table S2c). Total Fab yields were higher at the lower
shaking speed, but the effect was less prominent than
in the autoinduction medium.
Based on measurements at a few selected time points,

pH was not significantly affected by the shaking speed in
E. coli RV308 cultures (pH data are shown in Additional
file 3: Tables S3a-S3c), and the differences in Fab yield
and leakage are therefore not likely to be due to pH
changes. In E. coli BL21(DE3), pH in the fed-batch
medium was lower at the lower shaking speed, while in
the autoinduction medium lower shaking speed contrib-
uted to consistently ~0.4 units higher pH. The pH
change in fed-batch medium had apparently no influ-
ence on the extracellular Fab ratio in E. coli BL21(DE3).

Influence of culture volume on Fab yield and localization
The finding that a change in shaking speed could so
drastically influence Fab localization was unexpected,
and we wanted to see whether this effect could be
reproduced by modification of aeration efficiency via the
culture surface to volume ratio. This was studied by
varying the culture volume between 1 and 5 ml in the
wells of a 24dwp. The results with Fab F1 expressed in
E. coli RV308 in the fed-batch medium demonstrated
significantly increased leakage into the extracellular
medium with increasing culture volume (Figure 5a). The
threshold was between 3 ml and 4 ml so that at 3 ml
92% of total Fab activity was retained in the periplasm,
while at 4 ml 66% of Fab activity was found in the cul-
ture medium (the percentages of extracellular Fab are
shown in Additional file 4: Table S4). When culture vol-
ume was further increased to 5 ml the total yield was re-
duced and anaerobic metabolism was indicated by a low
pH (Figure 5b). These results with E. coli RV308 were
reproduced in an independent repetition of the experi-
ment. The data demonstrate that Fab localization may
be drastically changed by a relatively small change in
aeration efficiency, such as increase of culture volume by
one third.
In E. coli BL21(DE3) cultures in the autoinduction

medium the influence of culture volume on total Fab
yield was minor (Figure 5a). It is likely that even at the
lowest volume (1 ml) oxygen supply was below the
threshold that caused significant productivity loss in the
shake flask cultures at high shaking speed. Increasing
culture volume contributed to gradual increase in the
extracellular Fab fraction from 8% in 1 ml culture up to
28% in 5 ml culture (Figure 5a; see also in Additional file
4: Table S4 for the percentages of extracellular Fab). As
E. coli cannot grow anaerobically on glycerol, no acidifi-
cation was observed in the autoinduction medium with
increasing severity of oxygen limitation (Figure 5b).
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Figure 4 Fab expression in E. coli BL21(DE3) in shake flask
cultures. Yields in mg per liter of culture for Fab fragments F1 (a),
F16 (b), F32 (c) and 1B10 (d) expressed in E. coli BL21(DE3) in Ultra
Yield shake flasks at two different shaking speeds (150 rpm and 250
rpm), as measured by antigen-binding ELISA from cell lysate
(periplasmic fraction; in black) and broth supernatant (medium
fraction; in grey). All fragments were expressed in the fed-batch-like
EnBase medium (EB) and ZYM-5052 autoinduction medium (ZYM).
Samples were drawn for analysis at 24 h after induction in EB, and
24 h and 41 h after cultivation start in ZYM. Standard deviations for
the ELISA analysis are shown in Additional file 2.
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Timeline of Fab leakage
To get a more detailed insight into the Fab release from
periplasm to medium and the role of cell lysis in this,
Fab accumulation and OD600 profiles were recorded
from 150 rpm shake flask cultures in the fed-batch
medium with both expression strains. Fragment F1 was
expressed as the representative fragment. Fab accumula-
tion into the medium started at approximately 9 h
and 5 h after induction in E. coli RV308 and E. coli
BL21(DE3), respectively (Figure 6). At the same time,
Fab activity in the periplasm and OD600 were both
still increasing, which indicates that the culture was
not yet in stationary phase and not susceptible to cell
lysis. At 14 h after induction, the proportion of extra-
cellular Fab of total Fab activity at the time was 30% in
RV308 and 50% in BL21(DE3), which can be accounted to
lysis-independent leakage. When cultivation was contin-
ued into stationary phase (past 14 h from induction), part
of the cells lysed and released more Fab into the medium,
as indicated by a reduction in OD600. In the end, 75% and
92% of total Fab activity was found in the medium in
RV308 and BL21(DE3), respectively. Based on OD600,
the degree of lysis between 14 h and 25 h was 25%
in RV308 and 46% in BL21(DE3). However, decrease
in OD600 may also be partly due to shrinkage of cell
size as the cells switch from active growth phase to
stationary phase [31], and hence the degree of lysis
may be slightly overestimated from the OD600 data.
Assuming 25% lysis in RV308 after 14 h, the maximum
amount of Fab released by lysis is 0.25 × (total Fab activity
at 25 h – extracellular Fab activity at 14 h). Hence it is cal-
culated that during the 25 h expression period at least
55% of total active Fab leaked into the medium without
accompanying cell lysis. Correspondingly, the percentage
of Fab leakage without lysis is estimated to be at least 65%
of total Fab in BL21(DE3). The data demonstrate that Fab
leakage in the fed-batch medium begins several hours
before significant lysis, and thus it is possible to harvest
extracellular Fab in the absence of cytoplasmic proteins by
optimizing the harvest time.
Combined with the data on oxygen consumption

(Figure 2), though from a different cultivation, the
pattern of Fab accumulation (Figure 6) suggests that
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the leakage of Fab in E. coli RV308 starts around the
time when respiratory activity of the culture decreases
and oxygen level increases. DOT recording in small-
scale E. coli BL21(DE3) expression culture (data not
shown) indicated that in this strain a similar decrease
in oxygen consumption takes place at 4–5 h after in-
duction, which also coincides the start of Fab accu-
mulation into the medium.

Discussion
The finding that total Fab yields were reduced by high
aeration was unexpected and contradictory to our earlier
results with cytoplasmically expressed recombinant pro-
teins in the fed-batch medium [23]. The largest effect
of aeration on total Fab yield was observed in the
autoinduction medium, in which total yield increased
by 5 to 9-fold when shaker speed was reduced from
250 to 150 rpm. This is consistent with an earlier re-
port by Blommel et al. [32], who demonstrated that
protein expression in autoinduction media is highly
dependent on the oxygenation state of the culture so
that under oxygen limited conditions lactose con-
sumption is preferred over consumption of glycerol,
which in turn promotes earlier induction and higher total
yield of the recombinant protein. The sensitivity of lactose
and glycerol utilization patterns to oxygen availability
could explain the adverse effect of high aeration on Fab
expression in the autoinduction medium, but the reason
for yield reduction under high aeration in the fed-batch
medium is not clear. It is known that increased DOT can
cause oxidative damage to recombinant proteins and their
expression [33], but further studies would be needed to
elucidate whether the observed reduction in functional
Fab yield is due to oxygenation-dependent changes in the
host metabolism or in the oxidative folding of Fab frag-
ments in the periplasm. Interestingly, it seems that high
DOT might be less detrimental to Fab expression in the
fed-batch medium when the complex nutrient supple-
mentation at induction is excluded and the post-induction
growth rate is lower.
It is commonly acknowledged that antibody fragments

can leak from E. coli periplasm to culture medium [4,34],
and that this leakage takes place especially during
extended cultivation periods [35]. In this study we ob-
served the accumulation of Fab fragments in extracellular
medium to increase under conditions of lower oxygen
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availability. This effect was observed in E. coli RV308 in
the fed-batch medium, and in E. coli BL21(DE3) in the
autoinduction medium. Part of the increased release of
Fab into the cultivation medium can be accounted to in-
creased cell lysis, but also leakage without lysis appears to
increase significantly when aeration efficiency is reduced.
The increase in Fab leakage could be due to the dir-
ect influence of DOT during expression, or due to
changes in growth rate as a result of reduced oxygen
supply. Growth rate has been reported to modify the
outer membrane protein and lipid composition, and
consequently influence the efficiency of periplasmic pro-
tein leakage [36,37]. In the study of Bäcklund et al. [37],
increased growth rate in glucose-limited fed-batch con-
tributed to higher product leakage into the extracellular
medium, while according to Shokri et al. [36] the influ-
ence of growth rate may not be linear as they observed
maximum leakage at a growth rate of 0.3 h-1, below or
above which leakage decreased significantly. Both cell lysis
and leakage from intact cells were influenced by the
growth rate, and these were accompanied by changes in
outer membrane lipid composition so that maximum in
unsaturated fatty acids and minimum in saturated fatty
acids coincided with the maximum in protein leakage.
Therefore, changes in growth rate may be at least part of
the mechanism by which the modification of oxygen sup-
ply via shaking speed or surface to volume ratio influenced
the Fab leakage in our study. Growth rate during Fab ex-
pression could also be a contributing factor to the differ-
ences in the ratio of periplasmic and extracellular Fab
observed between the different growth media.
Aeration can also influence the membrane lipid com-

position independent of growth rate, as has been earlier
shown in chemostat cultures [38]. Decrease in aeration
rate was reported to result in a decrease in unsaturated
fatty acids and increase in cyclopropane fatty acids. An
earlier study also reported similar changes in response
to lower aeration rate [39]. The effect of these changes
on protein leakage was not studied, but since both the
decrease in unsaturated fatty acids and the increase in
cyclopropane acids are known to reduce membrane
fluidity they can be expected to contribute to reduced
protein leakage. This seems contradictory to our findings
that showed increased leakage at lower aeration rate
even when the effect of lysis was subtracted. On the
other hand, our data suggest that the beginning Fab
leakage may coincide with an increase in DOT after a
period of low oxygen saturation. Such a sharp change in
DOT level contributes to substantial changes in the rela-
tive abundance of several outer membrane proteins [40],
and this reorganization of the membrane structure could
promote higher membrane permeability and leakage of
the periplasmic product. Alternatively, it could also be
the cumulative accumulation of Fab in the periplasm
that eventually initiates leakage due to diffusive pressure,
and decrease in OUR could coincide this moment as a
result of the stress of high Fab accumulation on the cell
and consequent decrease in growth rate. Since reduced
aeration generally contributed to higher total yield of Fab,
the diffusive pressure would be higher under these condi-
tions. Also the increased transport of recombinant product
to periplasm might in itself reduce the ability of the cell to
transport structural elements to the outer membrane [36],
resulting in a more permeable membrane structure
allowing for higher diffusive leakage after sufficient product
accumulation in the periplasm. However, total Fab concen-
tration and leakage were not always correlated. In some
cases increased leakage was observed without accompany-
ing increase in total yield, suggesting that the leakage is
more dependent on other factors than the periplasmic Fab
concentration. These most likely include changes in the
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outer membrane composition due to either direct or indir-
ect effects of DOT.
Extracellular pH may also affect the membrane fatty

acid composition and hence the leakage efficiency of
periplasmic proteins. There seems to be a tendency to-
wards higher percentage of unsaturated fatty acids and
lower percentage of cyclopropane acids with increasing
pH [39], which suggests that higher pH might promote
higher membrane permeability. However, we observed
that lower oxygen availability contributed to increased Fab
leakage in E. coli RV308 also in the absence of notable pH
change, while in E. coli BL21(DE3) a pH decrease caused
by reduced oxygen supply in the fed-batch medium was
not associated with changes in Fab localization. Moreover,
reduced aeration efficiency had opposite effects on pH in
the fed-batch and autoinduction media, whereas Fab leak-
age increased in both. Thus it seems that the effect of pH
at least in the range of 6.4 to 7.4 is minor, if any, and aer-
ation influences Fab leakage by other mechanisms.
While further studies would be needed to confirm the

independent effects of DOT, growth rate and pH on Fab
leakage, our findings about the changes in Fab yield and
leakage in response to aeration efficiency and medium
composition have important practical implications for
Fab production in shaken cultures. It is usually most
straightforward to purify Fab fragments directly from the
culture medium, and hence the goal in Fab production is
in most cases to maximize the extracellular yield. Based
on our results the extracellular Fab yield can be maxi-
mized by cultivation in the fed-batch medium with com-
plex nutrient supplementation under moderately oxygen
limited conditions. Both E. coli BL21 and E. coli RV308
are good hosts for the extracellular production in the
fed-batch medium. However, maximum Fab accumula-
tion in the culture medium requires long cultivation pe-
riods during which cell lysis takes place to a significant
degree, resulting in presence of background cellular pro-
teins in the medium. In this regard E. coli RV308 seems
to be a convenient strain for production of extracellular
antibody fragments, as it has lower lysis rate than E. coli
BL21 but under sufficiently oxygen-limited conditions
can release substantial amounts of Fab into the cultiva-
tion medium in a lysis-independent manner. In both
strains, however, maximum recovery of extracellular
product while minimizing release of cytoplasmic pro-
teins is a matter of optimizing the harvest time. In some
specific cases it may be preferable to collect Fabs from
the periplasm, and the best strategy for maximizing the
periplasmic yield seems to be expression in E. coli
RV308 and the fed-batch medium with exclusion of the
complex nutrient supplementation at induction. This ap-
proach minimizes Fab leakage and maintains higher overall
yield than cultivation with the nutrient supplementation
under high aeration conditions. Since maximum Fab
expression is achieved at relatively low aeration rates, Fab
production at larger scale could be well accomplished in
vessels such as disposable wave-mixed bioreactors [41] that
have lower aeration rates compared to stirred bioreactors.
The enzyme-based fed-batch system should be well suited
to larger scale Fab production as it has been demonstrated
well scalable up to pilot plant scale [42] and applicable to
disposable bag bioreactors [43].
Our results also highlight the importance of aeration

rate as a cultivation parameter in laboratory-scale shaken
cultures which are often performed without appropriate
consideration of oxygen transfer. If the aeration effi-
ciency and other factors contributing to oxygen satur-
ation during cultivation are not controlled when the
system is scaled up from one type or size of vessel to an-
other, productivity of the culture may vary considerably
due to changes in DOT. Changes in aeration can also re-
sult in surprising effects beyond expression yield, as was
the case with periplasmic protein leakage in this study.

Conclusions
In conclusion, we demonstrated that the yield and leakage
of Fab fragments are highly dependent on expression
strain, culture medium, aeration efficiency, and the com-
bination of these parameters. High yields of Fab fragments
were obtained in both E. coli K-12 strain and BL21 strain
in a medium with fed-batch-like glucose feeding, and
in E. coli BL21 in a glycerol-based autoinduction
medium. Regardless of strain and medium, maximum
volumetric productivity was achieved under sufficiently
oxygen-limited conditions. Also the leakage of Fabs into
the culture medium increased considerably under lower
aeration conditions. This dependency may cause gaps in
reproducibility when scaling up or down if oxygen supply
or consumption rate are changed, but it also offers a prac-
tical way to efficiently manipulate the ratio of product
localization in periplasm and extracellular medium.

Materials and methods
Expression constructs
The gene sequences encoding four different Fab frag-
ments (Veijola et al., manuscript in preparation) against
N-terminal prohormone of brain natriuretic peptide
(NTproBNP) were each cloned to a modified pKK233
expression vector backbone (Veijola et al., manuscript in
preparation) under the control of tac promoter, and
transformed into E. coli BL21(DE3) and RV308 using
standard cloning and transformation procedures. The
pKK233 vector encodes resistance to ampicillin. The Fab
fragments contained an N-terminal pelB signal sequence
for periplasmic transport in both the heavy and the light
chains. Additionally, a C-terminal hexahistidine tag was
included in the heavy chain. Three of the Fab fragments
(coded as F1, F16 and F32) bind to their epitopes near
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the C-terminal end of NTproBNP, while one fragment
(coded as 1B10) binds near the N-terminal end of the
antigen. The general layout of the expression construct
is shown in Figure 7.

Media
Fed-batch-like cultivation conditions were provided by
using the EnBase system with enzyme-based glucose re-
lease from soluble polysaccharide. The medium was pre-
pared by dissolving EnPresso® medium tablets (BioSilta,
Oulu, Finland) into sterile water. As described previously
[22], the medium consists of mineral salts, MgSO4,
thiamine, trace elements solution, soluble polysaccharide
substrate, and a low amount of complex nutrients. After
dissolution of the tablets, the medium was supplemented
with 1 g l-1 glucose and pH was adjusted to 7.4 by
adding 1.6 ml of 2M NaOH to each 100 ml of medium.
Cultures in shake flasks were supplied with 0.6 U l-1 of
the glucose-releasing biocatalyst (EnZ I’m, BioSilta)
before inoculation. Screening cultures in 24 deep well
plates were grown as a batch without biocatalyst until
induction. At the time of induction, all cultures in 24
deep well plates and shake flasks were supplied with 3 U
l-1 biocatalyst and the EnPresso Booster (BioSilta) pro-
viding complex nutrients (peptone and yeast extract).
Super Broth medium with MOPS buffering (SB-MOPS)

contained (per liter): tryptone 35 g, yeast extract 20 g,
NaCl 5 g, MOPS 10 g; pH was adjusted to 7.0. SB-MOPS
for pre-induction growth was supplemented with 2 g l-1

glucose, and for induction the cells were transferred to
fresh glucose-free SB-MOPS.
ZYM-5052 autoinduction medium [20] contained

(per liter): tryptone 10 g, yeast extract 5 g, Na2HPO4

3.56 g, KH2PO4 3.40 g, NH4Cl 2.68 g, Na2SO4 0.71 g, gly-
cerol 4 ml, glucose 0.5 g, lactose 2 g, trace elements solu-
tion 2 ml, and MgSO4 3 mM.
All media contained 100 μg ml-1 ampicillin for selective

maintenance of the plasmid. For cultivation in the baffled
shake flasks media were supplemented with 0.1 ml l-1

antifoam (Sigma 204).

Deep well plate cultivations
Culture media were inoculated with Fab–expressing
clones with high cell density glycerol stocks (OD600 of
30–70) to OD600 of 0.1-0.15. Broth volume was 3 ml in
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Figure 7 Schematic presentation of the Fab expression construct. The
(VLCL) and heavy chain (VHCH) in different reading frames. Each chain is equ
chain is fused with C-terminal hexahistidine tag (6xHis). Ptac: tac promoter,
round-bottom square-shaped wells of 24-deep well plates
(24dwp; Thomson Instrument, Part No. 931565-G-1X),
and the plates were covered with adhesive porous mem-
brane seals (Thomson Instrument, Part No. 899410).
All plate cultivations were performed at 250 rpm in
an orbital shaker with 25 mm offset (Infors HT Multitron,
Infors AG). Under these conditions, the approximate
evaporation rate was 7% of original volume within 19 h
and 23% within 42 h. The concentration of broth as a
result of evaporation as well as the dilution of the
fed-batch cultures due to Booster addition were both
accounted for when calculating the results so that the
evaporation and dilution effects were eliminated from
the Fab concentrations.
Cultures in the fed-batch medium were grown over-

night at 30°C, followed by induction at 17 h with 0.2
mM IPTG and simultaneous addition of 10x Booster
concentrate (to 1:10 v/v) and biocatalyst (3 U l-1). Incu-
bation was continued for further 24 h at 30°C.
Cultures in Super Broth medium were grown with 2 g

l-1 glucose to OD600 of 0.5-0.8. 2 × 3 ml cultures were
then collected into a single vial, and cells were gently
spun down at room temperature. Supernatant was
discarded and the pellet was resuspended in 3 ml of
glucose-free SB-MOPS with 0.05 mM IPTG (for E. coli
RV308) or 0.2 mM IPTG (for E. coli BL21). IPTG con-
centrations had been previously optimized for maximum
Fab expression in SB-MOPS (data not shown). The sus-
pension was transferred back to 24dwp and incubated
for 19 h at 30°C.
Autoinduction cultures in ZYM-5052 medium were

incubated for 41 h at 30°C.

Shake flask cultivations
For flask-scale expression, 50 ml cultures were inocu-
lated with high cell density glycerol stocks to OD600 of
0.1-0.15 and incubated in 250 ml baffled Ultra Yield
Flasks (UYF; Thomson Instrument, Part No. 931144)
covered with adhesive airporous membranes (AirOtop;
Thomson Instrument, Part No. 899423). Temperature
was 30°C for all flask experiments, and the offset of or-
bital shaking was 25 mm.
Cultures in fed-batch medium were grown at 250 rpm

with 0.6 U l-1 of the glucose-releasing biocatalyst for
17 h, and then induced with 0.2 mM IPTG. Together
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Fab fragment is arranged as a bicistronic unit with the light chain
ipped with pelB signal sequence in the N-terminus and the heavy
SD: Shine-Dalgarno ribosome binding site.
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with IPTG, one EnPresso Booster tablet and 3 U l-1

of the biocatalyst were added. Shaking speed after in-
duction was alternatively 250 rpm or 150 rpm.
Cultures in autoinduction medium were incubated at

250 rpm or alternatively at 150 rpm.
In all shake flask experiments, broth volume was mea-

sured every time a sample was taken. This data was used
in the calculation of results to eliminate the effect of dif-
ferent evaporation rates from Fab concentrations and
OD data.

Cultivation with online oxygen monitoring
An additional experiment was performed with the
fed-batch medium in a 24 round-well plate with inte-
grated optical oxygen sensors (OxoDish®, PreSens GmbH,
Regensburg, Germany) in each well. The plate was placed
onto SDR SensorDish® Reader (Presens GmbH), and the
plate and reader were fixed to an orbital shaker with
50 mm offset. Cultivations were performed with 1.1.
ml culture volume at 30°C and 200 rpm with online
recording of dissolved oxygen tension (DOT) in 5 mi-
nute intervals. In these experiments Fab fragment F1 was
expressed in E. coli RV308 in the fed-batch medium. The
polysaccharide substrate in the medium was different
from the previous experiments, and the peptone compo-
nent was replaced by an animal-free peptone. Cultivations
were started with 0.25 g l-1 glucose and varying concentra-
tions of biocatalyst at pH 7.3. Cultures were induced with
0.2 mM IPTG at 18 h, and at the same time half of the
cultures received Booster and more biocatalyst (3 U l-1).
Cultivations were continued for further 24 h after
induction.

Monitoring of culture growth and pH
Culture growth was monitored by offline cell density
measurements at selected time points. Cell density was
determined by measuring optical density at 600 nm
(OD600). OD600 of 1 corresponds to a dry cell weight of
0.27 g l-1. Culture pH level was monitored by offline
measurements of 150 μl broth samples by IQ2400 pH
probe (IQ Scientific).

Determination of Fab expression level
To quantitate the Fab yields, 100 μl broth samples
were collected and centrifuged at 13,300 × g and 4°C
for 4 min. The supernatant was collected into a sep-
arate vial, and the cell pellets and supernatants were
both stored at −20°C. For cell disruption the pellets were
thawed, suspended in 100 μl of BugBuster (Novagen) and
lysed by addition of 2 μl Lysonase Bioprocessing Reagent
(Novagen). Cell lysates and broth supernatants were
prepared for analysis by centrifugation at 13,300 × g
and 4°C for 4 min to remove cell debris and other
insolubles.
The quantity of functional Fab in the cell lysates and
broth supernatants was determined by indirect ELISA.
Immuno™ 96-well MaxiSorp™ plates (Nunc) were coated
with 0.1 ml of 1 μg ml-1 thioredoxin-NTproBNP fusion
antigen at 4°C overnight. The wells were washed three
times with PBS + 0.05% Tween-20 (PBST), blocked for
20 min with 1% bovine serum albumin and 0.2% gelatine
in PBST buffer (BSA-gelatine-PBST), and washed again
three times. 0.1 ml of 1:1000 sample dilutions in BSA-
gelatine-PBST were added to the wells and left to bind
for 1 h at room temperature, followed by eight wash
cycles with PBST. Goat anti-mouse IgG (Fab specific) –
alkaline phosphatase (Sigma Aldrich) was diluted 1:5000
in BSA-gelatine-PBST and applied as the secondary anti-
body. The secondary antibody was incubated in the wells
for 30–50 min, followed by seven wash cycles. To detect
alkaline phosphatase activity, 0.1 ml of p-nitrophenyl
phosphate solution (prepared from SIGMAFAST™ tab-
lets, Sigma Aldrich) was added to the wells, and the
absorbance at 405 nm was recorded with Thermo
MultiSkan plate reader after 5 to 45 min depending on
the signal strength. To convert the A405 signal to Fab
concentration in mg l-1, purified Fab standards of known
concentration were added to the plate to create a stand-
ard curve for A405 against mg l-1 Fab. For each of the
four Fabs, the standard curve was created with a purified
solution of exactly the same Fab as the binding affinities
to the antigen varied widely between the different Fabs.
The periplasmic Fab fraction was analysed from whole

cell lysate with the assumption that all detected Fab
activity originated from the periplasmic space. It is as-
sumed that only correctly folded and biologically active
Fab fragments bound to the antigen and were quantified,
and folding of the Fab to its functional form within cyto-
plasm is generally a very limited occurrence due to the
unfavorable redox conditions. Cytoplasmic assembly to
functional conformation would be virtually impossible
also due to the signal peptide that is only cleaved during
translocation to the periplasm. On these grounds all Fab
activity in the lysate can be accounted to periplasmic
Fab. This was also experimentally verified with a limited
number of cell pellet samples by comparing the Fab
activity in whole cell lysate and periplasmic extract gener-
ated via lysozyme treatment in cold sucrose solution
(30 mM Tris–HCl, 1 mM EDTA, 40% sucrose, pH 8.0;
Neu and Heppel [44]). Two hours incubation in the
lysozyme-sucrose solution at +4°C was sufficient to release
periplasmic proteins without lysing the cells. Analysis by
ELISA confirmed equal yields of functional Fab in the
lysate and the periplasmic extract (data not shown).

Estimation of cell lysis
To estimate the degree of cell lysis in shake flask
cultures, the amounts of total protein in cell pellet
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and culture supernatant were determined by standard
Bradford microplate assay. Dilutions of bovine serum
albumin were used to create a linear standard curve. 1:100
dilution of samples was sufficient to measure A595 in the
linear range, and at this dilution the background absorb-
ance by medium components in supernatant samples was
negligible.

Additional files

Additional file 1: Standard deviations of ELISA analysis and
percentages of extracellular Fab F1 in the cultivations with online
DOT monitoring.

Additional file 2: Standard deviations of ELISA analysis,
percentages of extracellular Fab and estimates for cell lysis in shake
flask cultivations.

Additional file 3: Medium pH in shake flask cultivations.

Additional file 4: Standard deviations of ELISA analysis and
percentages of extracellular Fab F1 in small-scale cultivations with
varying culture volumes.

Abbreviations
24dwp: 24 deep well plate; DOT: Dissolved oxygen tension; EB: EnBase;
IPTG: Isopropyl β-D-1-thiogalactopyranoside; kLa: Volumetric oxygen transfer
coefficient; NTproBNP: N-terminal prohormone of brain natriuretic peptide;
OUR: Oxygen uptake rate; PBS: Phosphate buffered saline; SB: Super Broth;
UYF: Ultra Yield Flask; ZYM: ZYM-5052 autoinduction medium.

Competing interests
PN is a co-founder and minor shareholder of BioSilta Oy. PN and AV are
inventors in patent applications EP2226380 A1 and EP2356212 A2. KU and JV
declare no competing interests.

Authors’ contributions
KU designed and carried out all cultivations and analyses and wrote the
manuscript. JV constructed the expression vectors, participated in the design
of the study and revised the manuscript. AV participated in the design of the
study and revised the manuscript. PN supervised the study, participated in its
design and data analysis and revised the manuscript. All authors read and
accepted the final manuscript.

Acknowledgements
This work has been supported by a fund from the Finnish Funding Agency
for Technology and Innovation (Tekes) #1695/31/2010 to BioSilta Oy. The
funding source had no role in study design, collection, analysis or
interpretation of data, writing of the manuscript or decision to submit the
manuscript for publication.
We thank Dr Andreas Knepper and Florian Glauche for assistance with the
online oxygen measurements. We thank Professor Heikki Ojamo for critical
reading of the manuscript.

Author details
1Department of Process and Environmental Engineering, Bioprocess
Engineering Laboratory, University of Oulu, Oulu, Finland. 2BioSilta Oy, Oulu,
Finland. 3Department of Physiology, Institute of Biomedicine, University of
Oulu, Oulu, Finland. 4Department of Biotechnology, Laboratory of Bioprocess
Engineering, Technische Universität Berlin, Berlin, Germany.

Received: 3 May 2013 Accepted: 16 July 2013
Published: 29 July 2013

References
1. Nadkarni A, Kelley LLC, Momany C: Optimization of a mouse recombinant

antibody fragment for efficient production from escherichia coli. Protein
Expr Purif 2007, 52:219–229.
2. Knappik A, Brundiers R: Recombinant antibody expression and
purification. In The protein protocols handbook. 3rd edition. Edited by
Walker JM. New York: Humana Press; 2009:1929–1942.

3. Venturi M, Seifert C, Hunte C: High level production of functional
antibody Fab fragments in an oxidizing bacterial cytoplasm. J Mol Biol
2002, 315:1–8.

4. Plückthun A: Antibody engineering: advances from the use of escherichia
coli expression systems. Biotechnology 1991, 9:545–551.

5. Levy R, Weiss R, Chen G, Iverson BL, Georgiou G: Production of correctly
folded Fab antibody fragment in the cytoplasm of escherichia coli trxB
gor mutants via the coexpression of molecular chaperones. Protein Expr
Purif 2001, 23:338–347.

6. He M, Hamon M, Liu H, Kang A, Taussig MJ: Functional expression of a
single-chain anti-progesterone antibody fragment in the cytoplasm of a
mutant escherichia coli. Nucleic Acids Res 1995, 23:4009–4010.

7. Jurado P, Ritz D, Beckwith J, de Lorenzo V, Fernandez LA: Production of
functional single-chain Fv antibodies in the cytoplasm of escherichia
coli. J Mol Biol 2002, 320:1–10.

8. Hu X, O'Hara L, White S, Magner E, Kane M, Wall JG: Optimisation of
production of a domoic acid-binding scFv antibody fragment in
escherichia coli using molecular chaperones and functional
immobilisation on a mesoporous silicate support. Protein Expr Purif 2007,
52:194–201.

9. Friedrich L, Stangl S, Hahne H, Kuster B, Köhler P, Multhoff G, Skerra A:
Bacterial production and functional characterization of the Fab fragment
of the murine IgG1/lambda monoclonal antibody cmHsp70.1, A reagent
for tumour diagnostics. Protein Eng Des Sel 2010, 23:161–168.

10. Chames P, Fieschi J, Baty D: Production of a soluble and active
MBP-scFv fusion: favorable effect of the leaky tolR strain. FEBS Lett
1997, 405:224–228.

11. Hayhurst A: Improved expression characteristics of single-chain Fv
fragments when fused downstream of the escherichia coli maltose-
binding protein or upstream of a single immunoglobulin-constant
domain. Protein Expr Purif 2000, 18:1–10.

12. Bach H, Mazor Y, Shaky S, Shoham-Lev A, Berdichevsky Y, Gutnick DL,
Benhar I: Escherichia coli maltose-binding protein as a molecular
chaperone for recombinant intracellular cytoplasmic single-chain
antibodies. J Mol Biol 2001, 312:79–93.

13. Jurado P, de Lorenzo V, Fernandez LA: Thioredoxin fusions increase
folding of single chain Fv antibodies in the cytoplasm of escherichia coli:
evidence that chaperone activity is the prime effect of thioredoxin. J Mol
Biol 2006, 357:49–61.

14. Ye T, Lin Z, Lei H: High-level expression and characterization of an
anti-VEGF165 single-chain variable fragment (scFv) by small
ubiquitin-related modifier fusion in escherichia coli. Appl Microbiol
Biotechnol 2008, 81:311–317.

15. Nieba L, Honegger A, Krebber C, Plückthun A: Disrupting the hydrophobic
patches at the antibody variable/constant domain interface: improved
in vivo folding and physical characterization of an engineered scFv
fragment. Protein Eng 1997, 10:435–444.

16. Donovan RS, Robinson CW, Glick BR: Optimizing the expression of a
monoclonal antibody fragment under the transcriptional control of the
escherichia coli lac promoter. Can J Microbiol 2000, 46:532–541.

17. Schäffner J, Winter J, Rudolph R, Schwarz E: Cosecretion of chaperones
and Low-molecular-size medium additives increases the yield of
recombinant disulfide-bridged proteins. Appl Environ Microbiol 2001,
67:3994–4000.

18. Kipriyanov SM, Moldenhauer G, Little M: High level production of soluble
single chain antibodies in small-scale escherichia coli cultures. J Immunol
Methods 1997, 200:69–77.

19. Yi W, Liang W, Li P, Li S, Zhang Z, Yang M, Chen A, Zhang B, Hu C:
Application of a Fab fragment of monoclonal antibody specific to
N-terminal pro-brain natriuretic peptide for the detection based on
regeneration-free electrochemical immunosensor. Biotechnol Lett 2011,
33:1539–1543.

20. Studier FW: Protein production by auto-induction in high-density shaking
cultures. Protein Expr Purif 2005, 41:207–234.

21. Panula-Perälä J, Šiurkus J, Vasala A, Wilmanowski R, Casteleijn MG,
Neubauer P: Enzyme controlled glucose auto-delivery for high cell
density cultivations in microplates and shake flasks. Microb Cell Fact
2008, 7:31.

http://www.biomedcentral.com/content/supplementary/1475-2859-12-73-S1.xlsx
http://www.biomedcentral.com/content/supplementary/1475-2859-12-73-S2.xlsx
http://www.biomedcentral.com/content/supplementary/1475-2859-12-73-S3.xlsx
http://www.biomedcentral.com/content/supplementary/1475-2859-12-73-S4.xlsx


Ukkonen et al. Microbial Cell Factories 2013, 12:73 Page 14 of 14
http://www.microbialcellfactories.com/content/12/1/73
22. Krause M, Ukkonen K, Haataja T, Ruottinen M, Glumoff T, Neubauer A,
Neubauer P, Vasala A: A novel fed-batch based cultivation method
provides high cell-density and improves yield of soluble recombinant
proteins in shaken cultures. Microb Cell Fact 2010, 9:11.

23. Ukkonen K, Vasala A, Ojamo H, Neubauer P: High-yield production of
biologically active recombinant protein in shake flask culture by
combination of enzyme-based glucose delivery and increased oxygen
transfer. Microb Cell Fact 2011, 10:107.

24. Šiurkus J, Neubauer P: Heterologous production of active ribonuclease
inhibitor in escherichia coli by redox state control and chaperonin
coexpression. Microb Cell Fact 2011, 10:65.

25. Šiurkus J, Panula-Perälä J, Horn U, Kraft M, Rimseliene R, Neubauer P: Novel
approach of high cell density recombinant bioprocess development:
optimisation and scale-up from microlitre to pilot scales while
maintaining the fed-batch cultivation mode of E. coli cultures. Microb Cell
Fact 2010, 9:35.

26. Šiurkus J, Neubauer P: Reducing conditions are the key for efficient
production of active ribonuclease inhibitor in escherichia coli. Microb Cell
Fact 2011, 10:31.

27. Ehrmann A, Richter K, Busch F, Reimann J, Albers SV, Sterner R: Ligand-
induced formation of a transient tryptophan synthase complex with αββ
subunit stoichiometry. Biochemistry 2010, 49:10842–10853.

28. Nguyen VD, Hatahet F, Salo KEH, Enlund E, Zhang C, Ruddock LW: Pre-
expression of a sulfhydryl oxidase significantly increases the yields of
eukaryotic disulfide bond containing proteins expressed in the
cytoplasm of E.coli. Microb Cell Fact 2011, 10:1.

29. Mahboudi F, Barkhordari F, Godarzi RM, Enayati S, Davami F: A fed-batch
based cultivation mode in escherichia coli results in improved specific
activity of a novel chimeric-truncated form of tissue plasminogen
activator. J Appl Microbiol 2013, 114:364–372.

30. Glazyrina J, Materne E, Hillig F, Neubauer P, Junne S: Two-compartment
method for determination of the oxygen transfer rate with
electrochemical sensors based on sulfite oxidation. Biotechnol J 2011,
6:1003–1008.

31. Junne S, Nicolas Cruz-Bournazou M, Angersbach A, Götz P: Electrooptical
monitoring of cell polarizability and cell size in aerobic escherichia coli
batch cultivations. J Ind Microbiol Biotechnol 2010, 37:935–942.

32. Blommel PG, Becker KJ, Duvnjak P, Fox BG: Enhanced bacterial protein
expression during auto-induction obtained by alteration of lac repressor
dosage and medium composition. Biotechnol Prog 2007, 23:585–598.

33. Konz JO, King J, Cooney CL: Effects of oxygen on recombinant protein
expression. Biotechnol Prog 1998, 14:393–409.

34. Shokri A, Sandén AM, Larsson G: Cell and process design for targeting of
recombinant protein into the culture medium of escherichia coli.
Appl Microbiol Biotechnol 2003, 60:654–664.

35. Rouet R, Lowe D, Dudgeon K, Roome B, Schofield P, Langley D, Andrews J,
Whitfeld P, Jermutus L, Christ D: Expression of high-affinity
humanantibody fragments in bacteria. Nat Protoc 2012, 7:364–373.

36. Shokri A, Sandén AM, Larsson G: Growth rate-dependent changes in
escherichia coli membrane structure and protein leakage. Appl Microbiol
Biotechnol 2002, 58:386–392.

37. Bäcklund E, Reeks D, Markland K, Weir N, Bowring L, Larsson G: Fedbatch
design for periplasmic product retention in escherichia coli. J Biotechnol
2008, 135:358–365.

38. Arneborg N, Salskov-Iversen AS, Mathiasen TE: The effect of growth rate
and other growth conditions on the lipid composition of escherichia
coli. Appl Microbiol Biotechnol 1993, 39:357.

39. Knivett VA, Cullen J: Some factors affecting cyclopropane acid formation
in escherichia coli. Biochem J 1965, 96:771–776.

40. Rolfe MD, Ter Beek A, Graham A, Trotter EW, Shahzad Asif HM, Sanguinetti
G, Teixeira de Mattos J, Poole RK, Green J: Transcript profiling and
inference of escherichia coli K-12 ArcA activity across the range of
physiologically relevant oxygen concentrations. J Biol Chem 2011,
286:10147–10154.

41. Junne S, Solymosi T, Oosterhuis N, Neubauer P: Cultivation of cells and
micro-organisms in wave-mixed disposable bag bioreactors at different
scales. Chem Ingen Tech 2013, 85:57–66.

42. Glazyrina J, Krause M, Junne S, Glauche F, Storm D, Neubauer P: Glucose-
limited high cell density cultivations from small to pilot plant scale using
an enzyme-controlled glucose delivery system. N Biotechnol 2012,
29:235–242.
43. Glazyrina J, Materne EM, Dreher T, Storm D, Junne S, Adams T, Greller G,
Neubauer P: High cell density cultivation and recombinant protein
production with escherichia coli in a rocking-motion-type bioreactor.
Microb Cell Fact 2010, 9:42.

44. Neu HC, Heppel LA: The release of ribonuclease into the medium when
escherichia coli cells Are converted to spheroplasts. J Biol Chem 1964,
239:3893–3900.

doi:10.1186/1475-2859-12-73
Cite this article as: Ukkonen et al.: Effect of culture medium, host strain
and oxygen transfer on recombinant Fab antibody fragment yield and
leakage to medium in shaken E. coli cultures. Microbial Cell Factories
2013 12:73.
Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit


	Abstract
	Background
	Results
	Conclusions

	Background
	Results
	Comparison of culture media in small scale
	Medium composition, respiratory activity and Fab localization
	Influence of shaking speed on Fab yield and localization
	Influence of culture volume on Fab yield and localization
	Timeline of Fab leakage

	Discussion
	Conclusions
	Materials and methods
	Expression constructs
	Media
	Deep well plate cultivations
	Shake flask cultivations
	Cultivation with online oxygen monitoring
	Monitoring of culture growth and pH
	Determination of Fab expression level
	Estimation of cell lysis

	Additional files
	Abbreviations
	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.440 793.440]
>> setpagedevice


