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Abstract: The therapeutic options for patients with relapsed or metastatic myxoid liposarcoma (MLS)
remain scarce and there is currently no targeted therapy available. Inhibition of the HSP90 family
of chaperones has been suggested as a possible therapeutic option for patients with MLS. However,
the clinical effect of different HSP90 inhibitors vary considerably and no comparative study in MLS
has been performed. Here, we evaluated the effects of the HSP90 inhibitors 17-DMAG, AUY922
and STA-9090 on MLS cell lines and in an MLS patient-derived xenograft (PDX) model. Albeit all
drugs inhibited in vitro growth of MLS cell lines, the in vivo responses were discrepant. Whereas
17-DMAG inhibited tumor growth, AUY922 surprisingly led to increased tumor growth and a more
aggressive morphological phenotype. In vitro, 17-DMAG and STA-9090 reduced the activity of the
MAPK and PI3K/AKT signaling pathways, whereas AUY922 led to a compensatory upregulation of
downstream ERK. Furthermore, all three tested HSP90 inhibitors displayed a synergistic combination
effect with trabectidin, but not with doxorubicin. In conclusion, our results indicate that different
HSP90 inhibitors, albeit having the same target, can vary significantly in downstream effects and
treatment outcomes. These results should be considered before proceeding into clinical trials against
MLS or other malignancies.

Keywords: myxoid liposarcoma; HSP90 inhibition; receptor tyrosine kinase signaling; drug treatment;
combination therapy

1. Introduction

Myxoid liposarcoma (MLS) is the second most common subtype of liposarcoma [1]. It
is characterized by t(12;16) or less commonly t(12;22) chromosome translocations that result
in the fusion oncogenes FUS-DDIT3 or EWSR1-DDIT3 [2-4]. FUS (also known as TLS) and
EWSR1 are house-keeping genes involved in RNA processing, whereas DDIT3 encodes a
stress-response transcription factor. The fusion oncoproteins FUS-DDIT3 or EWSR1-DDIT3
drive tumorigenesis in MLS, by acting as abnormal transcription factors and by interacting
with chromatin modulating complexes such as the SWI/SNF complex [5-7].

The prognosis of MLS is generally good [8,9]. However, a subset of the patients suffer
a more aggressive disease characterized by increased numbers of round cells, increased
cell density and higher proliferation rates [10]. The general treatment for MLS is surgical
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resection, most frequently with addition of either neoadjuvant, adjuvant or in combina-
tion, radiation therapy. Metastatic MLS is treated with chemotherapy, primarily with
doxorubicin [1]. Although the benefit is controversial, doxorubicin is often combined with
ifosfamide to increase the activity [11-14]. Eribulin or trabectidin are used as second line
treatments [15-19]. Trabectidin is also under investigation as a neoadjuvant treatment; a
preoperative regime of trabectidin and radiation therapy has been shown to have a favor-
able safety profile [20] and there is currently an ongoing phase 2 clinical trial to evaluate the
safety and efficacy of this treatment approach (ClinicalTrials.gov Identifier: NCT02275286).

MLS has been reported to have increased activity of receptor tyrosine kinases (RTKs),
such as RET, MET, PDGFR-B, IGFR and ERBB3 [21-23]. Some of these RTKSs crosstalk and
activate each other, and ultimately trigger downstream signaling, such as the PI3K/AKT
and MAPK pathways [21]. However, no therapy targeting these pathways has yet proven
effective against MLS in clinical trials [21,24,25].

The heat shock protein 90 (HSP90) family of proteins has been suggested as a poten-
tial drug target in MLS [22,25]. The HSP90 family of proteins are chaperones, involved
in correction and restoration of de novo synthesized or misfolded proteins, but also in
formation of protein complexes. More than 700 proteins are clients of HSP90, many linked
with essential cancer hallmarks, such as cell cycle progression, RTK signaling, angiogenesis
and metastasis [26,27]. HSP90 normally constitutes 1-2% of the total mammalian cellular
protein load and its expression is upregulated in pathological conditions such as inflamma-
tion or cancer [27]. Given the important role of HSP90 in cell survival and cell proliferation,
HSP90 inhibitors have been extensively tested as cancer treatments [28]. Many HSP90
inhibitors have failed to show clinical utility due to insufficient effects or unacceptable
toxicities. However, fifteen HSP90 inhibitors remain in phase 1-2 clinical trials against
different forms of malignancies [28,29].

In MLS, HSP90 has been shown to potentiate proliferative signals of the RET, ERBB3
and EGFR RTKs. We previously showed that inhibition of HSP90 with 17-DMAG reduced
RET and ERBB3 signaling and resulted in cell death in vitro and in vivo [22]. Another
publication by Steinmann et al. reported in vitro efficacy of the HSP90 inhibitor AUY922
in the treatment of myxoid and undifferentiated liposarcomas [25]. In addition, a high-
throughput drug screening on MLS cell lines identified four HSP90 inhibitors among the
27 most potent drugs against MLS [24]. Taken together, these reports suggest that HSP90
inhibition could be a potential therapeutic option in MLS.

The clinical effect and toxicity profiles between different HSP90 inhibitors display a
significant variability. However, no comparative study on the effect of different HSP90
inhibitors has been performed in the treatment of a single tumor entity. Here, we have
evaluated the in vitro and in vivo effects of the three HSP90 inhibitors 17-DMAG, AUY922
and STA-9090 in MLS. These HSP90 inhibitors belong to different classes; 17-DMAG is a
geldanamycin derivate whereas AUY922 and STA-9090 are second generation radicicol
derivates. They all target the ATP-binding pocket of HSP90 [30]. AUY922 and STA-9090
are in phase 1-2 clinical cancer trials, whereas 17-DMAG is currently not in any clinical
trial [29].

2. Materials and Methods
2.1. Tumor Cell Lines and Cell Culture

MLS cell lines 402-91, 2645-94 and 1765-92 were established from MLS tumor tissue
as previously described [2]. The fibrosarcoma cell line HT1080 was obtained from ATCC
(CCL-121, Manassas, VA, USA). The stable transfected clone HT1080 FUS-DDIT3-EGFP
was established as previously described [31] and maintained by addition of 500 ng/mL
geneticin. Human fibroblasts (F470) were derived from foreskin of an anonymous donor.
All tumor cell lines were cultured in RPMI1640 medium GlutaMAX with addition of 5%
fetal bovine serum and 1% penicillin (100 U/mL) and streptomycin (100 ug/mL). F470
were cultured in RPMI 1640 GlutaMAX with 10% fetal bovine serum and 1% penicillin
(100 U/mL) and streptomycin (100 ug/mL). All media and supplements were obtained
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from Gibco (Thermo Fisher Scientific, Waltham, MA, USA). Cells were incubated at 37 °C
with 5% CO,. All cell lines were routinely screened for Mycoplasma infections.

2.2. Chemical Compounds

The HSP90 inhibitors AUY922 (luminespib), 17-DMAG (alvespimycin), STA-9090
(ganetespib), as well as doxorubicin and trabectidin (all Selleckchem, Munich, Germany)
were dissolved in 100% dimethyl sulfoxide (DMSO) to a stock solution of 200 mM and
stored at —80 °C. For in vitro use, drugs were diluted in phosphate-buffered saline (PBS;
Thermo Fisher Scientific, Waltham, MA, USA) to a concentration of 1 mM and stored at
—20 °C in a freezer. For in vivo experiments, drugs were dissolved in a 25 °C drug dilution
buffer containing PBS with 5% glucose and 0.2% Tween 80.

2.3. Cell Viability Assays

AlamarBlue cell viability assay (Invitrogen, Carlsbad, CA, USA), according to manu-
facturer’s instructions, was used to determine the cytotoxic effect of HSP90 inhibitors or
doxorubicin in vitro. After 72 h drug treatment, cells were analyzed spectrofluorometrically,
using a Victor® 1420 Multilabel Counter (PerkinElmer, Waltham, MA, USA) with an excita-
tion frequency of 544 nM and an emission frequency of 615 nM. IC50 values were estimated
from sigmoidal non-linear regression curves, using GraphPad Prism v9.1.0 (GraphPad
Software Inc, San Diego, CA, USA). Six replicates were used for each drug concentration in
every cell line. All experiments were run twice.

For combination drug screenings, a drug matrix with four different concentrations
of each drug was used. Three technical replicates were used for each individual dose
combination. Synergy was calculated using Synergy Finder web application [32] and
presented as dose-response curves, synergy matrixes and a cumulative ZIP synergy score
for each drug combination.

2.4. In Vivo Experiments

All experiments were performed in accordance with EU directive 2010/63 (Regional
animal ethics committee of Gothenburg approval Dnr 129-2016, 2016-12-14). Four to six-
week-old BALB/C nude mice (Janvier Labs, Le Genest-Saint-Isle, France) were transplanted
with 2 x 2 mm MLS tumor pieces. The MLS tumor used in our PDX model was generously
provided by Ola Myklebost—University of Bergen, Norway. When tumors had reached
a size of at least 5 X 5 mm, treatment was initiated. Treatment was performed using
intraperitoneal injection for 5 weeks in the following doses: 17-DMAG 25 mg/kg three
days per week, AUY922 20 mg/kg three days per week and STA-9090 25 mg/kg twice per
week. Measurement of tumor sizes was performed with a caliper, measuring the longest
(D) and the perpendicular (d) diameter and converting into tumor volume (V) using the
formulaV =7 x D x d?. Tumor sizes and weights of mice were measured twice per week.
Each treatment group consisted of at least 8 tumors. Tumor growth curves were generated
in GraphPad Prism 9.1.0 (GraphPad, San Diego, CA, USA) after baseline correction.

Mice were sacrificed by isoflurane anesthesia, followed by incision of the right ventri-
cle. After euthanizing, tumors were extracted and half of the tumor was put in formalde-
hyde for sectioning. The other half was stored in Qiagen Allprotect Tissue Reagent (Qiagen,
Hilden, Germany) for long term storage and subsequent extraction of proteins or RNA. For
protein extraction, frozen PDX tumors in Qiagen Allprotect tissue reagent were pulverized
using a scalpel and thereafter lysed in ice cold RIPA lysis buffer supplemented with 5 mM
EDTA and 1x Halt protease and phosphatase inhibitor cocktail (Thermo Fisher Scientific,
Waltham, MA, USA). Tissue protein lysates were obtained by homogenization using a
TissueLyzer II (Qiagen, Hilden, Germany). For RNA extraction, tumor pieces were homog-
enized using a TissueLyzer II (Qiagen, Hilden, Germany), followed by extraction using
RNeasy Micro Kit (Qiagen, Hilden, Germany) according to manufacturer’s instructions.
RNA quality was controlled with a DNF-471 RNA kit on a Fragment Analyzer (both Agilent
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Technologies, Santa Clara, CA, USA) according to manufacturer’s instructions. PROsize3
software (Agilent Technologies, Santa Clara, CA, USA) was used for data analysis.

2.5. Tumor Sectioning and Morphologic Analysis

Tissue sections from formaldehyde fixed paraffin embedded tumors were stained with
hematoxylin and eosin (H&E). Histology of tumors were evaluated by a soft tissue pathol-
ogist (H.F). At least four tumors were analyzed for each treatment condition (Table S1).
Representative tumor sections were selected for figures.

2.6. Western Blot

Whole-cell extracts from tumor cell lines or tissue lysates from tumors were used.
Whole-cell extracts from tumor cell lines were prepared from 6-well plates or T25/T75
flasks by scraping of cells in RIPA lysis buffer supplemented with 5 mM EDTA and 1x
Halt protease and phosphatase inhibitor cocktail. Protein concentration measurement of
samples were done using DC protein assay (Bio-Rad, Hercules, CA, USA). SDS-PAGE was
performed using the NuPAGE system (Thermo Fisher Scientific, Waltham, MA, USA). Sep-
arated proteins were transferred to a PVDF membrane (Thermo Fisher Scientific, Waltham,
MA, USA) and blocked with either 5% skim milk or 5% BSA in TBS-T buffer (50 mM Tris-
HCL pH 6.8, 50 mM NaCl, 0.1% Tween 20). Membranes were incubated over night with
primary antibody (Table S2). After washes in TBS-T, secondary HRP-conjugated antibodies
were added for 1 h incubation at room temperature. Chemiluminescence was detected
using ImageQuant Amersham 800 upon incubation with SuperSignal West Dura Extended
Duration substrate or SuperSignal West Femto Max Sensitivity Substrate (Thermo Fisher
Scientific, Waltham, MA, USA). If detection of multiple bands with similar sizes on the same
membrane was required, membranes were stripped using ReBlot Plus stripping buffer
(Merck, Kenilworth, NJ, USA) and verified for successful stripping, before re-incubation
with a new primary antibody. Bands were quantified using Image].

2.7. Flow Cytometry

To analyze cell cycle distribution upon drug treatment, flow cytometry was performed
after propidium iodide (PI) staining. Tumor cell lines treated with HSP90 inhibitors for
24 or 48 h were trypsinized and incubated in Vindelov’s solution (10 nM Tris pH 8.0,
10 mM NacCl, 0.1% NP-40, 700 U/L RNase, 75 uM PI) for 1 h at room temperature. Cell
aggregates were removed by filtering through a 70 um cell strainer (BD Bioscience, Franklin
Lakes, NJ, USA). Flow cytometry was performed using a BD Accuri C6 flow cytometer (BD
Biosciences, Franklin Lakes, NJ, USA) and data was analyzed using CFlow Plus software
(BD Biosciences, Franklin Lakes, NJ, USA).

2.8. Phospho-RTK Array

Expression analysis of 49 RTKs was performed using Proteome Profiler Human
Phospho-RTK Array Kit (R&D Systems, Minneapolis, MN, USA), according to the manu-
facturer’s protocol. For each sample, 300 ug of cell lysate was used. Relative expression of
pRTKSs in MLS cell lines 402-91 or 2645-94 treated with 100 nM 17-DMAG, 50 nM AUY922
or 80 nM STA-9090 for 24 h was calculated compared to untreated controls. ImageQuantTL
(GE Healthcare, Chicago, IL, USA) was used for quantification and samples were normal-
ized to average expression of all pRTKSs in each array. Graphs were created using GraphPad
Prism 9.1.0 (GraphPad, San Diego, CA, USA).

2.9. Reverse Transcription, PCR and Fragment Analyzer

Complementary DNA synthesis of RNA from MLS PDX tumor tissue was performed
using the GrandScript cDNA synthesis kit (TATAA Biocenter, Gothenburg, Sweden) in
10 puL reactions containing 100 ng of RNA, 1x TATAA GrandScript RT reaction Mix and 1 x
TATAA GrandScript RT Enzyme (both TATAA Biocenter, Gothenburg, Sweden). Reverse
transcription was performed in a T100 thermal cycler (Bio-Rad, Hercules, CA, USA) with
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a temperature profile of 22 °C for 5 min, 42 °C for 30 min, 85 °C for 5 min, followed by
cooling at 4 °C until subsequent analysis. PCR was performed with primers targeting
FUS-DDIT3 breakpoint 1 or breakpoint 2 (Table S3). MLS tumor cell lines 402-91 (containing
a type 1 fusion) and 2645-94 (containing a type 2 fusion) were used as positive controls.
PCR was run in a CFX384 Touch Real-Time PCR detection system (Bio-Rad, Hercules, CA,
USA) using 1x SYBR GrandMaster mix (TATAA Biocenter, Gothenburg, Sweden), 400 nM
forward and reverse primers and 2 pL diluted cDNA in a final reaction volume of 6 pL. The
PCR was run at 95 °C for 2 min, followed by 35 cycles amplification at 95 °C for 3 s, 58 °C for
30 s and 72 °C for 10 s, followed by melt-curve analysis. The PCR products were analyzed
using Fragment Analyzer with the DNF-915 dsDNA reagent kit (Agilent Technologies,
Santa Clara, CA, USA), according to the manufacturer’s instruction. PROSize3 software
was used for data analysis.

3. Results
3.1. HSP90 Inhibition Affects Cell Viability of MLS Cell Lines In Vitro

Cell viability after HSP90 inhibition with 17-DMAG, AUY922 and STA-9090 was
evaluated in vitro in MLS cell lines 402-91, 2645-94 and 1765-92. All three HSP90 inhibitors
affected cellular viability, with equal or higher sensitivity than doxorubicin. AUY922 was
effective at the lowest concentrations (Figure 1A—-C,E). Normal human skin fibroblasts
(F470), serving as non-neoplastic controls, were not affected by HSP90 inhibition whereas
doxorubicin treatment led to a dose-dependent reduction in cellular viability (Figure 1D,E).
In an attempt to determine the role of the fusion oncogene FUS-DDITS3 in the sensitivity to
HSP90 inhibition, cell viability assays were also performed on the fibrosarcoma cell line
HT1080 and the stably transfected HT1080-FUS-DDIT3-EGFP cell line. HT1080-FUS-DDIT3-
EGFP and wildtype HT1080 had similar sensitivity to HSP90 inhibition (Figure S1A-C).
In summary, MLS cell lines are vulnerable to all three HSP90 inhibitors, whereas normal
fibroblasts are not affected. No altered sensitivity to HSP90 inhibition was detected in
HT1080 cells due to the presence of the fusion protein FUS-DDIT3.

A B
) 402-91 ) 1765-92
1.59 1.5
g £
a3 K
2 2
> 1.04 -e- 17-DMAG > 1.04 -e- 17-DMAG
3 e AUY922 8 . AUY922
3 -e- STA-9090 3 : - STA-9090
2 0.5 _ 2 0.5 N o
g L\ -e- Doxorubicin s \ -e- Doxorubicin
£ o \2- E ..
2 gy $
0. T T T 7 ! o, T S S— N
10-1 10-10  10-9 10-¢ 107 10-¢ 10-" 107" 107 108 1077 10-¢
Drug concentration [M] Drug concentration [M]
C) 2645-94 D) F470
1.59 1.5
£ £
8 8
s k]
s -e- 17-DMAG > 1 -e- 17-DMAG
8 . AUY922 8 . AUY922
3 -e- STA-9090 3 -e- STA-9090
TE‘ -e- Doxorubicin g ’ -o- Doxorubicin
S S
z R z
. 0.0 T T T T 1
10-" 107" 10-° 10-¢ 107 10-¢ 10-11  10-1°  10-° 10-8 107 10-¢
Drug concentration [M] Drug concentration [M]
E : o
) Cell line 17-DMAG AUY922 STA-9090 Doxorubicin
402-91 17 nM 5.3nM 24 nM 10 nM
1765-92 3.0 nM 0.1nM 4.9nM 3.8nM
2645-94 4.2nM 3.5nM 15 nM 15nM
F470 N/A N/A N/A 530 nM

Figure 1. Cont.



Biomedicines 2022, 10, 624 6 of 16

F) 150 G) 150
402-91 402-91 1765-92 2645-94

Fraction of cells (%)
Fraction of cells (%)

- Gl - G
= s = s
m G2 m G2
1765-92
§ o & o
2 o'
<¥ Qc‘as '\9“ st
pre——— > | ~70100/50
FUS-DDIT3 | A S - - .- R -— b
1.0 0.9 10 06 1.0 0.8 08 09 1.0 0.2 06 1.2
HSP90 | —_-—“ — - ”_ I 90 kDa
1.0 1.3 12 13 1.0 09 13 1.0
N e | ———”——M 70 kDa
1.0 21 08 21
GAPDH | ”--—”-" 36 kDa
Cleaved
Caspases | | i) | | 1719 0a

1.0 41 56 4.1 1.0 209 8.1 8.9 10 422 73 6.0

Caspase3 (M w W o | o »-”- S | w0

T0 08 11 07 10 05 07 06 10 11 __ 07 04
veL |.._ _-—”————v”——-——l 117 kDa

Figure 1. Effect of HSP90 inhibitors in vitro. (A-D) Cell viability assays of the HSP90 inhibitors
17-DMAG, AUY922 and STA-9090 and the chemotherapeutic agent doxorubicin on MLS cell lines
402-91 (A), 2645-94 (B) and 1765-92 (C) and human fibroblasts (F470) (D). Data is normalized to
untreated controls. Mean + SD is shown. (E) Table of IC50 values of tested compounds on MLS cell
lines and human fibroblasts. N/ A signifies IC50 value above maximum drug concentration (>1 uM).
(F) Cell cycle analysis using flow cytometry on MLS cell line 402-91 treated with 100 nM 17-DMAG,
50 nM AUY922 or 80 nM STA-9090 for 24 h. (G) Cell cycle analysis using flow cytometry on MLS cell
lines 402-91, 2645-94 and 1765-92, treated with 30 nM 17-DMAG for 24 or 48 h. (H) Western blot of
whole-cell extracts from MLS cell lines 402-91, 1765-92 and 2645-94 treated with 100 nM 17-DMAG,
50 nM AUY922 or 80 nM STA-9090 for 24 h with antibodies against DDIT3 (targeting FUS-DDIT3),
HSP90, HSP70, caspase 3, cleaved caspase 3 and VCL (vinculin). GAPDH was used as an internal
protein loading control. The band intensities of target proteins were quantified by densitometric
analysis and normalized to untreated controls. Normalized expression is shown in numbers below
each blot. For double bands, both bands were included in the densitometric analysis.

3.2. HSP90 Inhibition Leads to a G2-M Arrest and Apoptosis

Cell cycle analysis using flow cytometry was performed on MLS tumor cell lines to
further analyze the mechanism behind cell death mediated by HSP90 inhibitors. MLS
402-91, 2645-94 and 1765-92 were treated for 24 h with HSP90 inhibitors at doses slightly
higher than IC50 values to ensure cytotoxic effects. Treatment with all HSP90 inhibitors
led to a G2/M-arrest and G2/M accumulation (Figures 1F and S2A,B). Treatment with
17-DMAG for 24 and 48 h indicated that longer treatment time increased the level of
G2/M-accumulation (Figures 1G and S2C,D).

Western blot analysis of protein extracts from the treated MLS cell lines showed that
the three inhibitors had no effect on HSP90 levels but led to compensatory induction
of the co-chaperone HSP70 (Figure 1H), commonly used as a pseudomarker for HSP90
inhibition [33]. This supports that HSP90 was targeted by all three HSP90 inhibitors.
Increased cleavage of caspase 3, indicating activation of apoptosis, was observed upon
treatment with all three HSP90 inhibitors (Figure 1H). The levels of fusion oncoprotein
FUS-DDIT3 were not affected by the drugs, with the exception of 2645-94 where 17-DMAG
treatment markedly reduced the level of FUS-DDIT3 (Figure 1H).
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3.3. HSP90 Inhibition Affects Phosphorylation Levels of Receptor Tyrosine Kinases

HSP90 inhibition has been shown to affect the signaling of multiple RTKs in MLS and
other malignancies [22,25,34]. To evaluate the effect of different HSP90 inhibitors on pRTK
activity, pRTK arrays were employed. Since MLS cell lines 402-91 and 2645-94 express
the two most common FUS-DDIT3 variants [35,36], these cell lines were used for analysis.
HSP90 inhibition led to divergent patterns of pRTK activity in 402-91 and 2645-94 cells
(Figures 2A,B, S3A-D, 54 and S5). In 402-91, HSP90 inhibition with all three drugs led
to a global increase in pRTK activity (Figure 2A). In 2645-94, HSP90 inhibition with all
three drugs resulted in a global reduction of pRTK activity (Figure 2B). Twelve and twenty-
seven pRTKs were downregulated by all three HSP90 inhibitors in 402-91 and 2645-94,
respectively. Four of these—EGFR, ERBB3, INSR (insulin receptor) and EPHB3—were
downregulated by all three HSP90 inhibitors in both 402-91 and 2645-94 (Figure 2C,D).
EGFR and ERBB3 belong to the epidermal growth factor receptor tyrosine kinase family
and signal mainly through the MAPK and PI3K/AKT signaling pathways [37] while INSR
signals mainly through the PI3K/AKT pathway [38]. No pRTK was upregulated by all
three HSP90 inhibitors in both cell lines.
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Figure 2. Effect on p-RTK activity upon HSP90 inhibition. Scatter plots of global pRTK expression
upon HSP90 inhibition with 100 nM 17-DMAG, 50 nM AUY922 or 80 nM STA-9090 on MLS cell lines
402-91 (A) and 2645-94 (B). Each dot represents the normalized expression of a single pRTK. Mean
expression £ SD is indicated for each treatment. (C) Venn diagram indicating pRTKs downregulated
by all three HSP90 inhibitors in MLS 402-91 (red), MLS 2645-94 (blue) or in both cell lines (purple).
No pRTKs were commonly upregulated by all three HSP90 inhibitors in both MLS 402-91 and 2645-94.
(D) Visualization of the pRTKSs from the pRTK membranes that were commonly downregulated by
all three HSP90 inhibitors in both MLS 402-91 and MLS 2645-94.
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3.4. Effects of HSP90 Inhibition on MAPK and PI3K/AKT Signaling Pathways

Western blot analysis was performed to verify the results obtained from the pRTK ar-
rays and to further evaluate the downstream signaling of MAPK and PI3K/AKT pathways
upon HSP90 inhibition. Treatment with all three HSP90 inhibitors led to a reduction of
ERBB3 and EGFR RTK activity (Figure 3A), either by reduction of phosphorylation levels
(ERBB3) or total protein expression levels (EGFR).
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Figure 3. Downstream analysis on MAPK and PI3K/AKT signaling pathways. (A) Western blot
analysis of ERBB3, EGFR and downstream signaling through MAPK and PI3K/AKT pathways
on MLS cell lines 402-91, 1765-92 and 2645-94 treated with 100 nM 17-DMAG, 50 nM AUY922 or
80 nM STA-9090 for 24 h. VCL (vinculin) was used as an internal protein loading control. The band
intensities of target proteins were quantified by densitometric analysis and normalized to untreated
controls. Normalized expression is shown in numbers below each blot. For double bands, both bands
were included in the densitometric analysis. (B) Illustration of affected signaling pathways after
HSP90 inhibition with the effect of respective HSP90 inhibitor indicated by arrows.

HSP90 inhibition generally led to a reduction of MAPK signaling, indicated by a
reduction of phosphorylation and total protein expression levels of MEK1/2 and ERK
(Figure 3A). The reduction was less prominent for AUY922, and in 402-91 and 1765-92,
AUY922 led to increased phosphorylation of ERK (Figure 3A). HSP90 inhibition led to
a reduction of AKT on both phosphorylation and total protein expression levels, with
AUY922 exerting the lowest effect (Figure 3A). In conclusion, HSP90 inhibition led to
reduction of MAPK and PI3K/AKT signaling. However, treatment with AUY922 inhibited
these pathways to a lower extent and led to compensatory upregulation of downstream
ERK activity in MLS cell lines 402-91 and 1765-92 (Figure 3B).

3.5. Effects of HSPI0 Inhibitors on Tumor Growth In Vivo

Since all three HSP90 inhibitors showed a similar response in vitro, we followed up
with comparative in vivo treatments of an MLS PDX model. This PDX model recapitulates
the growth pattern and morphology of the original MLS tumor and was shown to harbor a
type 2 FUS-DDIT3 fusion oncogene, the most common fusion oncogene variant in MLS [35]
(Figure S6).



Biomedicines 2022, 10, 624

9o0f 16

3.6. The Effect and Tolerability of the Different HSP90 Inhibitors Varied Considerably In Vivo

STA-9090 was initially planned to be given daily in a dose of 50 mg/kg, according to
previous reports [39,40]. However, a primary evaluation using this dose for two weeks,
indicated drug-related toxicity with significant weight loss of the mice. Consequently,
STA-9090 was given in a lower and tolerable dose of 25 mg/kg, twice per week. This
regime led to a transient arrest in tumor growth. However, after five weeks, the tumor
volumes were equal to the control group (Figure 4A). Treatment with 17-DMAG led to
a significant reduction in tumor growth (Figure 4A). On the contrary, AUY922 led to a
small, non-significant increase in tumor volume (Figure 4A). The treatments, after dose-
adjustment of STA-9090, were all tolerable and no significant weight loss was observed
(Figure 4B). After five weeks, the mice were euthanized and tumor tissues were collected
for further analysis.
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Figure 4. In vivo treatment of HSP90 inhibitors on an MLS PDX model. (A) Tumor growth normalized
to baseline during a 5-week treatment course with HSP90 inhibitor 17-DMAG, AUY922, STA-9090 or
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vehicle control. All drugs were administered by intraperitoneal injection. Each treatment group
consisted of at least 8 tumors. Data is presented as mean 3= SEM. Statistical analysis was performed
using Kruskal-Willis test with multiple comparison correction using Dunn’s test. Significance was
calculated using p-value, where p < 0.05 was considered significant (** = p < 0.01, no marker = n.s).
(B) Normalized weight of mice during treatment. Data is shown as mean + SEM. (C) Tumor
growth normalized to baseline upon rechallenge with 17-DMAG in mice pretreated with AUY922.
Control group consisted of mice previously receiving vehicle control, treated with vehicle control
upon rechallenge of drug treatment. Initial treatment was given for 5 weeks, followed by 8 weeks
of treatment intermission, followed by 3 weeks of rechallenge treatment. Each treatment group
consisted of at least 4 tumors. Data is shown as mean + SEM. (D-F) H&E staining of representative
tumors, treated with indicated drugs. The lower image is an enlargement of the area indicated by the
frame in the upper image.

Since the treatment response of AUY922 was poor in comparison to 17-DMAG, we
tested the therapeutic effect of switching HSP90 inhibitor, from AUY922 to 17-DMAG. Mice
that had been treated with AUY922 for five weeks had a treatment intermission for eight
weeks and were subsequently rechallenged with 17-DMAG for three weeks. The control
group consisted of mice previously treated with vehicle control only, that received vehicle
control for three weeks. Rechallenge with 17-DMAG led to a reduction of tumor volume,
also in mice previously treated with AUY922, although not reaching statistical significance
(Figure 4C).

3.7. Morphological Effects of HSP90 Inhibitors In Vivo

A morphological analysis on treated PDX tumors was performed (Table S1). Untreated
MLS tumors had classic MLS features with tendencies of myxoid pools, thin-branched
blood capillaries and occasional lipoblasts. The cellular density was low in central parts of
the tumors, but higher in the peripheral zones. Furthermore, 17-DMAG-treated tumors
were hypocellular, with a higher number of lipoblasts (Figure 4D). AUY922 treated tumors
showed a focally increased atypia with increased cellular density both centrally in the
tumors and in the border regions (Figure 4D). STA-9090-treated tumors resembled untreated
MLS tumors, but with an increased number of vacuolized lipoblasts (Figure 4D). The tumors
that were pretreated with AUY922 and rechallenged with 17-DMAG showed a similar
treatment response as the tumors only treated with 17-DMAG (Figure 4E). The central parts
of the tumors contained necrotic cells. The border region contained more viable cells of
different sizes and shape but also necrotic cells, indicating a treatment response to the drug.
Interestingly, tumors from mice that received toxic doses of STA-9090 for two weeks in the
primary evaluation, showed a distinctive morphological pattern with a remarkably high
degree of lipoblastic differentiation (Figure 4F).

3.8. Combination Treatment of HSP90 Inhibitors with Doxorubicin or Trabectidin

To examine the potential drug synergy between HSP90 inhibitors and doxorubicin or
trabectidin in vitro, combination drug assays were set up. Combination treatment with
doxorubicin and 17-DMAG, AUY922 or STA-9090 showed no drug synergy, with ZIP
scores close to zero (Figures 5A,C,E and S7). In contrast, trabectidin in combination with
all three HSP90 inhibitors showed a drug synergy, with ZIP scores ranging from 6.2 to
7.2 (Figures 5B,D,F and S8). In another experiment, combination treatment with HSP90
inhibitors and higher doses of trabectidin showed low level of drug synergy. However,
at the highest trabectidin dose (10 nM), >99% of the cells were dead, which restricted the
possibility to assess drug synergy. Even in this experiment, at lower doses of trabectidin,
drug synergy was observed (Figure S9). The combination of trabectidin and doxorubicin
also had synergistic effect (ZIP score 5.2), indicating that these drugs interact in a non-
competitive way to promote cell death (Figure S9).
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Figure 5. Combination cell viability assays. (A-F) Dose-response curves and synergy matrixes with
mean ZIP synergy score of MLS 402-91 treated with HSP90 inhibitors and doxorubicin (A,C,E) or
trabectedin (B,D,F) at indicated doses. Dose-response curves display inhibition of cell viability upon

indicated concentration of each drug. IC50 values for each individual drug are indicated in red.

The synergy matrixes plot ZIP synergy scores for each dose combination of the drugs. A mean ZIP

synergy score is displayed above each matrix. Negative values of ZIP score indicate antagonism,

0 indicates additive drug effect and positive values indicate synergistic effect.
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4. Discussion

HSP90 inhibition has been proposed as a potential targeted therapy for MLS [25,36].
Most HSP90 inhibitors target the ATP-binding pocket of HSP90 and could be expected to
show similar effects [27]. Indeed, our results confirmed that the three HSP90 inhibitors
17-DMAG, AUY922 and STA-9090 have similar effects on cell viability in vitro (Table S4).
However, these drugs differ in effect on pRTK activity and downstream signaling in vitro
and show a significant difference in treatment effects in vivo (Table S5). Whereas 17-DMAG
led to a continuous growth arrest, STA-9090 led to an early but transient growth arrest
and AUY922 showed no inhibition of tumor growth. Furthermore, the morphological
evaluation after AUY922 treatment indicated a transition to a more cellular and focally
pleomorphic phenotype. Morphological response is closely related to survival in soft-tissue
sarcoma. Patients with soft-tissue sarcoma who receive a complete pathological response
upon neoadjuvant oncological treatment have a significantly better prognosis [41]. In MLS,
morphological transitions, such as lipoblastic or adipocytic maturation, have been observed
as a result of neoadjuvant treatment [42,43]. Considering that AUY922 failed to reduce
tumor growth and led to a seemingly more aggressive morphology suggests that this drug
would not be suitable to pursue into clinical trials against MLS.

The divergent in vivo responses are most likely related to upregulation of compen-
satory pathways, or by off-target effects of the drugs. Reactivation of ERK and AKT has
been shown to drive drug resistance to AUY922 in BRAF mutated colon cancer [44] and
to STA-9090 in KRAS-mutant non-small cell lung cancer [45]. Indeed, we observed that
AUY922 led to an increase of ERK activity and failed to diminish AKT activity in MLS cell
lines 402-91 and 1765-92, indicating a possible resistance mechanism. However, resistance
could also be attributed to upregulation of other RTKSs that have not been further investi-
gated here. As observed in the pRTK array, AUY922 led to an upregulation of many pRTKs,
particularly pRTKSs belonging to the ephrin family of proteins (Figure S3A-D).

The divergent in vivo results could also to a certain degree be attributed to suboptimal
doses of the drugs. STA-9090 was possibly administered at a lower than optimal dose
due to drug related toxicity. On the other hand, AUY922 was given in the same dose as
previously reported by Steinmann et al. [25]. In parallel to our results, Steinmann et al.
reported in vitro activity of AUY922 on MLS cell lines. In contrast to our results, AUY922
was reported to have effect in the treatment of an in vivo model [25]. The disparate results
are probably explained by differences in the in vivo model. Steinmann et al. injected
NOD/SCID mice with the SW872 tumor cell line derived from an unrelated sarcoma
entity, “undifferentiated liposarcoma” with completely different genetic and biological
features compared to MLS [46]. We instead used an MLS PDX model in nude mice,
closely resembling morphological and clinical features of human MLS. Furthermore, the
different genetic background of mouse strains might also have had an impact on the
different outcomes.

Among the three tested HSP90 inhibitors, 17-DMAG showed the most promising clini-
cal potential in vivo. STA-9090 showed promising morphological effects but was limited
by dose-dependent drug toxicity in mice. AUY922 resulted in larger and morphologically
more aggressive tumors. These results call for caution and a need for more thorough
preclinical investigations before proceeding into clinical trials with AUY922 or other HSP90
inhibitors in patients with MLS.

Synergistic drug effects were observed in vitro between HSP90 inhibitors and trabec-
tidin but not with doxorubicin. Trabectidin is a minor groove DNA double helix inhibitor
but has also been suggested to have secondary mechanisms of action. For instance, trabec-
tidin has been shown to inhibit the interaction between DNA and the FET-fusion oncogenes
FUS-DDIT3 in myxoid liposarcoma and EWSR1-FLI1 in Ewing sarcoma [47]. Speculatively,
the synergism might be due to a dual inhibition of the tumor-driving fusion oncoproteins
and parallel inhibition of vital receptor tyrosine kinase signals necessary for MLS survival.
However, the mechanism for drug synergy between HSP90 inhibitors and trabectidin needs
to be further evaluated.
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5. Conclusions

In conclusion, our results indicate that the in vivo effects of treatment with different
HSP90 inhibitors differ significantly, which should be taken into consideration when further
clinical trials are initiated with these compounds. The HSP90 inhibitor 17-DMAG showed
the greatest in vivo effect in our MLS PDX model, whereas AUY922 showed a trend
towards increased tumor growth and a more aggressive tumor morphology. In addition,
combination treatment with HSP90 inhibitors and trabectidin showed synergistic effects
in vitro and should be further investigated.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390 /biomedicines10030624/s1, Figure S1: Effect of HSP90 inhibitors
in vitro; Figure S2: Cell cycle analysis using flow cytometry; Figure S3: Phospho-RTK analysis of 49
phospho-RTKSs in MLS2645-94 and 402-91 upon HSP90 inhibition with 100 nM 17-DMAG, 50 nM
AUY922 or 80 nM STA-9090 for 24 h; Figure S4: Raw data for p-RTK analysis of MLS cell line 402-91
upon HSP90 inhibition with 100 nM 17-DMAG, 50 nM AUY922 or 80 nM STA-9090 for 24 h; Figure S5:
Raw data for p-RTK analysis of MLS cell line 2645-94 upon HSP90 inhibition with 100 nM 17-DMAG,
50 nM AUY922 or 80 nM STA-9090 for 24 h; Figure S6: MLS PDX model; Figure S7: Combination
cell viability assays, doxorubicin and HSP90 inhibition; Figure S8: Combination cell viability assays,
lower dose of trabectidin and HSP90 inhibition; Figure S9: Combination cell viability assays, higher
dose of trabectidin and HSP90 inhibition; Table S1: Morphological evaluation of H&E stained PDX
tumors.; Table S2: Antibodies used for Western blot; Table S3: Primers used and PCR product length;
Table 54: Summary of In vitro responses to HSP90 inhibition; Table S5: Summary of In vivo responses
to HSP90 inhibition.

Author Contributions: Conceptualization, C.V,, A.S., H.F. and P.A.; data curation, C.V.; formal
analysis, C.V.; funding acquisition, C.V.,, A.S. and PA.; investigation, C.V,, L.A.,, PR. and H.E;
methodology, C.V.,, S.D., M.L. and PA.; project administration, P.A.; resources, C.V,, PR. and PA;
software, C.V. and L.A.; supervision, A.S., H.F. and P.A.; validation, C.V,; visualization, C.V., S.D.,
M.L. and E.J.; writing—original draft, C.V.; writing—review and editing, C.V,,L.A.,S.D., PR., M.L.,
EJ., AS., HF. and PA. All authors have read and agreed to the published version of the manuscript.

Funding: This work was supported by grants from the Swedish Cancer Society (19-0306 and 20-1098),
Assar Gabrielsson Research Foundation, Johan Jansson Foundation for Cancer Research, Wilhelm
and Martina Lundgren Foundation for Scientific Research, Anna-Lisa and Bror Bjérnsson Foundation,
Lions Cancer Fund West, Region Vistra Gotaland, Swedish Research council (2020-01008), Sweden’s
Innovation Agency, The Sjoberg Foundation and from the Swedish state under the agreement between
the Swedish government and the county councils, the ALF-agreement (ALFGBG-875751, 722211,
965065 and 716321).

Institutional Review Board Statement: The animal study was performed in accordance with EU
directive 2010/63 (Regional animal ethics committee of Gothenburg approval Dnr 129-2016, 14
December 2016).

Informed Consent Statement: Not applicable.
Data Availability Statement: Not applicable.

Acknowledgments: We would like to acknowledge Shahin de Lara, at the pathological department,
Sahlgrenska University hospital, for outstanding help with H&E staining of PDX tumors. Cover page
was created using BioRender.com.

Conflicts of Interest: A.S. declares stock ownership and is a board member in Tulebovaasta, Iscaff
Pharma and SiMSen Diagnostics AB. The other authors declare no conflict of interest. The funders
had no role in the design of the study; in the collection, analyses, or interpretation of data; in the
writing of the manuscript, or in the decision to publish the results.


https://www.mdpi.com/article/10.3390/biomedicines10030624/s1
https://www.mdpi.com/article/10.3390/biomedicines10030624/s1

Biomedicines 2022, 10, 624 14 of 16

References

1.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

Abaricia, S.; Hirbe, A.C. Diagnosis and treatment of myxoid liposarcomas: Histology matters. Curr. Treat. Options Oncol. 2018,
19, 64. [CrossRef] [PubMed]

Aman, P; Ron, D.; Mandahl, N.; Fioretos, T.; Heim, S.; Arheden, K.; Willén, H.; Rydholm, A.; Mitelman, F. Rearrangement of
the transcription factor geneCHOP in myxoid liposarcomas with t(12;16)(q13;p11). Genes Chromosom. Cancer 1992, 5, 278-285.
[CrossRef] [PubMed]

Panagopoulos, I.; Hoglund, M.; Mertens, F.; Mandahl, N.; Mitelman, F.; Aman, P. Fusion of the EWS and CHOP genes in myxoid
liposarcoma. Oncogene 1996, 12, 489-494. [CrossRef]

Aman, P. Fusion genes in solid tumors. Semin. Cancer Biol. 1999, 9, 303-318. [CrossRef] [PubMed]

Rodriguez, R.; Tornin, J.; Suarez, C.; Astudillo, A.; Rubio, R; Yauk, C.; Williams, A.; Rosu-Myles, M.; Funes, ].M.; Boshoff, C.;
et al. Expression of FUS-CHOP fusion protein in immortalized /transformed human mesenchymal stem cells drives mixoid
liposarcoma formation. Stem Cells 2013, 31, 2061-2072. [CrossRef] [PubMed]

Engstrom, K.; Willén, H.; Kabjorn-Gustafsson, C.; Andersson, C.; Olsson, M.; Goransson, M.; Jairnum, S.; Olofsson, A.; Warnham-
mar, E.; Aman, P. The myxoid /round cell liposarcoma fusion oncogene FUS-DDIT3 and the normal DDIT3 induce a liposarcoma
phenotype in transfected human fibrosarcoma cells. Am. . Pathol. 2006, 168, 1642-1653. [CrossRef] [PubMed]

Lindén, M.; Thomsen, C.; Grundevik, P.; Jonasson, E.; Andersson, D.; Runnberg, R.; Dolatabadi, S.; Vannas, C.; Santamaria,
M.L.; Fagman, H.; et al. FET family fusion oncoproteins target the SWI / SNF chromatin remodeling complex. EMBO Rep. 2019,
20, 45766. [CrossRef]

Dalal, K.M.; Kattan, M.; Antonescu, C.R.; Brennan, M.; Singer, S. Subtype specific prognostic nomogram for patients with primary
liposarcoma of the retroperitoneum, extremity, or trunk. Ann. Surg. 2006, 244, 381-391. [CrossRef]

Lansu, J.; Van Houdt, W.].; Schaapveld, M.; Walraven, I.; Van De Sande, M.A ]J.; Ho, VK.Y.; Haas, R.L. Time trends and prognostic
factors for overall survival in myxoid liposarcomas: A population-based study. Sarcoma 2020, 2020, 2437850. [CrossRef]
Fletcher, C.D.M. Pathology and Genetics of Tumours of Soft Tissue and Bone; World Health Organization Classification of Tumours;
IARC: Lyon, France, 2002.

Patel, S.R.; Vadhan-Raj, S.; Burgess, M.A.; Plager, C.; Papadopolous, N.; Jenkins, J.; Benjamin, R.S. Results of two consecutive
trials of dose-intensive chemotherapy with doxorubicin and ifosfamide in patients with sarcomas. Am. J. Clin. Oncol. 1998, 21,
317-321. [CrossRef]

Reichardt, P; Tilgner, J.; Hohenberger, P.; Doérken, B. Dose-intensive chemotherapy with ifosfamide, epirubicin, and filgrastim
for adult patients with metastatic or locally advanced soft tissue sarcoma: A phase II study. J. Clin. Oncol. 1998, 16, 1438-1443.
[CrossRef]

Leyvraz, S.; Zweifel, M.; Jundt, G.; Lissoni, A.; Cerny, T.; Sessa, C.; Fey, M.; Dietrich, D.; Honegger, H.P. Long-term results of a
multicenter SAKK trial on high-dose ifosfamide and doxorubicin in advanced or metastatic gynecologic sarcomas. Ann. Oncol.
2006, 17, 646-651. [CrossRef]

Judson, I.; Verweij, J.; Gelderblom, H.; Hartmann, J.T.; Schoffski, P.; Blay, ].-Y.; Kerst, ].M.; Sufliarsky, J.; Whelan, J.; Hohenberger,
P; et al. Doxorubicin alone versus intensified doxorubicin plus ifosfamide for first-line treatment of advanced or metastatic
soft-tissue sarcoma: A randomised controlled phase 3 trial. Lancet Oncol. 2014, 15, 415-423. [CrossRef]

Garcia-Carbonero, R.; Supko, J.; Maki, R.; Manola, J.; Ryan, D.; Harmon, D.; Puchalski, T.; Goss, G.; Seiden, M.; Waxman, A.;
et al. Ecteinascidin-743 (ET-743) for chemotherapy-naive patients with advanced soft tissue sarcomas: Multicenter phase II and
pharmacokinetic study. J. Clin. Oncol. 2005, 23, 5484-5492. [CrossRef]

Garcia-Carbonero, R.; Supko, J.; Manola, J.; Seiden, M.; Harmon, D.; Ryan, D.; Quigley, M.; Merriam, P.; Canniff, J.; Goss, G.;
et al. Phase II and pharmacokinetic study of ecteinascidin 743 in patients with progressive sarcomas of soft tissues refractory to
chemotherapy. J. Clin. Oncol. 2004, 22, 1480-1490. [CrossRef]

Demetri, G.D.; Schoffski, P.; Grignani, G.; Blay, ].-Y.; Maki, R.G.; Van Tine, B.A.; Alcindor, T.; Jones, R.L.; D’Adamo, D.R.; Guo, M,;
et al. Activity of eribulin in patients with advanced liposarcoma demonstrated in a subgroup analysis from a randomized phase
III study of eribulin versus dacarbazine. J. Clin. Oncol. 2017, 35, 3433-3439. [CrossRef]

Demetri, G.D.; von Mehren, M.; Jones, R.L.; Hensley, M.].; Schuetze, S.M.; Staddon, A.; Milhem, M.; Elias, A.; Ganjoo, K,;
Tawbi, H,; et al. Efficacy and safety of trabectedin or dacarbazine for metastatic liposarcoma or leiomyosarcoma after failure
of conventional chemotherapy: Results of a phase III randomized multicenter clinical trial. J. Clin. Oncol. 2016, 34, 786-793.
[CrossRef]

Barone, A.; Chi, D.-C.; Theoret, M.R.; Chen, H.; He, K.; Kufrin, D.; Helms, W.S.; Subramaniam, S.; Zhao, H.; Patel, A.; et al.
FDA approval summary: Trabectedin for unresectable or metastatic liposarcoma or leiomyosarcoma following an anthracycline-
containing regimen. Clin. Cancer Res. 2017, 23, 7448-7453. [CrossRef]

Gronchi, A.; Hindi, N.; Cruz, J.; Blay, J.-Y.; Lopez-Pousa, A,; Italiano, A.; Alvarez, R.; Gutierrez, A.; Rincon, I.; Sangalli, C.; et al.
Trabectedin and radiotherapy in soft tissue sarcoma (TRASTS): Results of a phase I study in myxoid liposarcoma from Spanish
(GEIS), Italian (ISG), French (FSG) sarcoma groups. eClinicalMedicine 2019, 9, 35-43. [CrossRef]

Negri, T.; Virdis, E.; Brich, S.; Bozzi, F.; Tamborini, E.; Tarantino, E.; Jocolle, G.; Cassinelli, G.; Grosso, F.; Sanfilippo, R.; et al.
Functional mapping of receptor tyrosine kinases in myxoid liposarcoma. Clin. Cancer Res. 2010, 16, 3581-3593. [CrossRef]


http://doi.org/10.1007/s11864-018-0590-5
http://www.ncbi.nlm.nih.gov/pubmed/30362022
http://doi.org/10.1002/gcc.2870050403
http://www.ncbi.nlm.nih.gov/pubmed/1283316
http://doi.org/10.1016/S0165-4608(97)82589-7
http://doi.org/10.1006/scbi.1999.0130
http://www.ncbi.nlm.nih.gov/pubmed/10448117
http://doi.org/10.1002/stem.1472
http://www.ncbi.nlm.nih.gov/pubmed/23836491
http://doi.org/10.2353/ajpath.2006.050872
http://www.ncbi.nlm.nih.gov/pubmed/16651630
http://doi.org/10.15252/embr.201845766
http://doi.org/10.1097/01.sla.0000234795.98607.00
http://doi.org/10.1155/2020/2437850
http://doi.org/10.1097/00000421-199806000-00025
http://doi.org/10.1200/JCO.1998.16.4.1438
http://doi.org/10.1093/annonc/mdl020
http://doi.org/10.1016/S1470-2045(14)70063-4
http://doi.org/10.1200/JCO.2005.05.028
http://doi.org/10.1200/JCO.2004.02.098
http://doi.org/10.1200/JCO.2016.71.6605
http://doi.org/10.1200/JCO.2015.62.4734
http://doi.org/10.1158/1078-0432.CCR-17-0898
http://doi.org/10.1016/j.eclinm.2019.03.007
http://doi.org/10.1158/1078-0432.CCR-09-2912

Biomedicines 2022, 10, 624 15 of 16

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

Safavi, S.; Jarnum, S.; Vannas, C.; Udhane, S.S.; Jonasson, E.; Tomi¢, T.T.; Grundevik, P.; Fagman, H.; Hansson, M.; Kalender, Z.;
et al. HSP90 inhibition blocks ERBB3 and RET phosphorylation in myxoid/round cell liposarcoma and causes massive cell death
in vitro and in vivo. Oncotarget 2016, 7, 433-445. [CrossRef]

Trautmann, M.; Menzel, J.; Bertling, C.; Cyra, M.A ; Isfort, L; Steinestel, K.; Elges, S.; Griinewald, L; Altvater, B.; Rossig, C.; et al.
FUS-DDITS3 fusion protein-driven IGF-IR signaling is a therapeutic target in myxoid liposarcoma. Clin. Cancer Res. 2017, 23,
6227-6238. [CrossRef]

De Graaff, M.A.; Malu, S.; Guardiola, I.; Kruisselbrink, A.B.; de Jong, Y.; Corver, W.E.; Gelderblom, H.; Hwu, P.; Nielsen, T.O.;
Lazar, A.; et al. High-throughput screening of myxoid liposarcoma cell lines: Survivin is essential for tumor growth. Transl. Oncol.
2017, 10, 546-554. [CrossRef]

Steinmann, S.; Gali-Muhtasib, H.; Huebner, K.; Al-Halabi, R.; Merhi, R.A.; Aman, P.; Agaimy, A.; Haller, F.; Schneider-Stock,
R. Hsp90 inhibition by AUY922 as an effective treatment strategy against myxoid liposarcoma. Cancer Lett. 2015, 367, 147-156.
[CrossRef]

Schopf, FH.; Biebl, M.M.; Buchner, ]. The HSP90 chaperone machinery. Nat. Rev. Mol. Cell Biol. 2017, 18, 345-360. [CrossRef]
Hoter, A.; El-Sabban, M.E.; Naim, H.Y. The HSP90 family: Structure, regulation, function, and implications in health and disease.
Int. ]. Mol. Sci. 2018, 19, 2560. [CrossRef]

Saini, ]. Clinical, prognostic and therapeutic significance of heat shock proteins in cancer. Curr. Drug Targets 2018, 19, 1478-1490.
[CrossRef]

Li, L.; Chen, N.-N.; You, Q.-D.; Xu, X.-L. An updated patent review of anticancer Hsp90 inhibitors (2013-present). Expert Opin.
Ther. Pat. 2021, 31, 67-80. [CrossRef]

Chatterjee, S.; Burns, T.F. Targeting heat shock proteins in cancer: A promising therapeutic approach. Int. J. Mol. Sci. 2017,
18,1978. [CrossRef]

Thelin-Jarnum, S.; Goransson, M.; Burguete, A.S.; Olofsson, A; Aman, P. The myxoid liposarcoma specific TLS-CHOP fusion
protein localizes to nuclear structures distinct from PML nuclear bodies. Int. J. Cancer 2002, 97, 446—450. [CrossRef]

Ianevski, A.; He, L.; Aittokallio, T.; Tang, J. SynergyFinder: A web application for analyzing drug combination dose-response
matrix data. Bioinformatics 2017, 33, 2413-2415. [CrossRef] [PubMed]

Calderwood, S.K. Heat shock proteins and cancer: Intracellular chaperones or extracellular signalling ligands? Philos. Trans. R.
Soc. B Biol. Sci. 2018, 373, 20160524. [CrossRef] [PubMed]

Yamaki, H.; Nakajima, M.; Shimotohno, K.W.; Tanaka, N. Molecular basis for the actions of Hsp90 inhibitors and cancer therapy.
J. Antibiot. 2011, 64, 635-644. [CrossRef] [PubMed]

Powers, M.P.; Wang, W.-L.; Hernandez, V.S,; Patel, K.S.; Lev, D.C.; Lazar, A.; Lopez-Terrada, D.H. Detection of myxoid liposarcoma-
associated FUS-DDIT3 rearrangement variants including a newly identified breakpoint using an optimized RT-PCR assay. Mod.
Pathol. 2010, 23, 1307-1315. [CrossRef]

Aman, P; Dolatabadi, S.; Svec, D.; Jonasson, E.; Safavi, S.; Andersson, D.; Grundevik, P.; Thomsen, C.; Stahlberg, A. Regulatory
mechanisms, expression levels and proliferation effects of theFUS-DDIT3fusion oncogene in liposarcoma. J. Pathol. 2016, 238,
689-699. [CrossRef]

Yarden, Y. The EGFR family and its ligands in human cancer: Signalling mechanisms and therapeutic opportunities. Eur. J. Cancer
2001, 37, 3-8. [CrossRef]

Taniguchi, C.M.; Emanuelli, B.; Kahn, C.R. Critical nodes in signalling pathways: Insights into insulin action. Nat. Rev. Mol. Cell
Biol. 2006, 7, 85-96. [CrossRef]

Miyajima, N.; Tsutsumi, S.; Sourbier, C.; Beebe, K.; Mollapour, M.; Rivas, C.; Yoshida, S.; Trepel, ].B.; Huang, Y.; Tatokoro, M.; et al.
The HSP90 inhibitor ganetespib synergizes with the MET kinase inhibitor crizotinib in both crizotinib-sensitive and -resistant
MET-driven tumor models. Cancer Res. 2013, 73, 7022-7033. [CrossRef]

Lin, S.-F; Lin, J.-D.; Hsueh, C.; Chou, T.-C.; Yeh, C.-N.; Chen, M.-H.; Wong, R.]. Efficacy of an HSP90 inhibitor, ganetespib, in
preclinical thyroid cancer models. Oncotarget 2017, 8, 41294-41304. [CrossRef]

Bonvalot, S.; Wunder, J.; Gronchi, A.; Broto, ] M.; Turcotte, R.; Rastrelli, M.; Papai, Z.; Radaelli, S.; Lindner, L.H.; Shumelinsky, F.;
et al. Complete pathological response to neoadjuvant treatment is associated with better survival outcomes in patients with soft
tissue sarcoma: Results of a retrospective multicenter study. Eur. J. Surg. Oncol. (E]SO) 2021, 47, 2166-2172. [CrossRef]

Grosso, F; Jones, R.; Demetri, G.D.; Judson, I.R.; Blay, J.-Y.; Le Cesne, A.; Sanfilippo, R.; Casieri, P.; Collini, P.; Dileo, P.; et al.
Efficacy of trabectedin (ecteinascidin-743) in advanced pretreated myxoid liposarcomas: A retrospective study. Lancet Oncol. 2007,
8, 595-602. [CrossRef]

Wang, W.-L.; Katz, D.; Araujo, D.M.; Ravi, V.; A Ludwig, ].; Trent, ].C.; Patel, S.R.; Lin, P.P.; Guadagnolo, A.; Lopez-Terrada, D.;
et al. Extensive adipocytic maturation can be seen in myxoid liposarcomas treated with neoadjuvant doxorubicin and ifosfamide
and pre-operative radiation therapy. Clin. Sarcoma Res. 2012, 2, 25. [CrossRef]

Wang, C.Y.; Guo, S.T.; Wang, J.Y.; Yan, X.G; Farrelly, M.; Zhang, Y.; Liu, F; Yari, H.; La, T.; Lei, EX.; et al. Reactivation of ERK
and Akt confers resistance of mutant BRAF colon cancer cells to the HSP90 inhibitor AUY922. Oncotarget 2016, 7, 49597-49610.
[CrossRef]

Chatterjee, S.; Huang, E.H.-B.; Christie, I.; Kurland, B.; Burns, T.F. Acquired resistance to the Hsp90 inhibitor, ganetespib, in
KRAS-mutant NSCLC is mediated via reactivation of the ERK-p90RSK-mTOR signaling network. Mol. Cancer Ther. 2017, 16,
793-804. [CrossRef]


http://doi.org/10.18632/oncotarget.6336
http://doi.org/10.1158/1078-0432.CCR-17-0130
http://doi.org/10.1016/j.tranon.2017.05.007
http://doi.org/10.1016/j.canlet.2015.07.025
http://doi.org/10.1038/nrm.2017.20
http://doi.org/10.3390/ijms19092560
http://doi.org/10.2174/1389450118666170823121248
http://doi.org/10.1080/13543776.2021.1829595
http://doi.org/10.3390/ijms18091978
http://doi.org/10.1002/ijc.1632
http://doi.org/10.1093/bioinformatics/btx162
http://www.ncbi.nlm.nih.gov/pubmed/28379339
http://doi.org/10.1098/rstb.2016.0524
http://www.ncbi.nlm.nih.gov/pubmed/29203709
http://doi.org/10.1038/ja.2011.60
http://www.ncbi.nlm.nih.gov/pubmed/21811259
http://doi.org/10.1038/modpathol.2010.118
http://doi.org/10.1002/path.4700
http://doi.org/10.1016/S0959-8049(01)00230-1
http://doi.org/10.1038/nrm1837
http://doi.org/10.1158/0008-5472.CAN-13-1156
http://doi.org/10.18632/oncotarget.17180
http://doi.org/10.1016/j.ejso.2021.02.024
http://doi.org/10.1016/S1470-2045(07)70175-4
http://doi.org/10.1186/2045-3329-2-25
http://doi.org/10.18632/oncotarget.10414
http://doi.org/10.1158/1535-7163.MCT-16-0677

Biomedicines 2022, 10, 624 16 of 16

46.

47.

Fogh, J.; Fogh, ].M.; Orfeo, T. One Hundred and twenty-seven cultured human tumor cell lines producing tumors in nude mice.
JNCI . Natl. Cancer Inst. 1977, 59, 221-226. [CrossRef]

Grohar, PJ.; Griffin, L.B.; Yeung, C.; Chen, Q.-R.; Pommier, Y.; Khanna, C.; Khan, J.; Helman, L.J. Ecteinascidin 743 interferes with
the activity of EWS-FLI1 in ewing sarcoma cells. Neoplasia 2011, 13, 145-153. [CrossRef]


http://doi.org/10.1093/jnci/59.1.221
http://doi.org/10.1593/neo.101202

	Introduction 
	Materials and Methods 
	Tumor Cell Lines and Cell Culture 
	Chemical Compounds 
	Cell Viability Assays 
	In Vivo Experiments 
	Tumor Sectioning and Morphologic Analysis 
	Western Blot 
	Flow Cytometry 
	Phospho-RTK Array 
	Reverse Transcription, PCR and Fragment Analyzer 

	Results 
	HSP90 Inhibition Affects Cell Viability of MLS Cell Lines In Vitro 
	HSP90 Inhibition Leads to a G2-M Arrest and Apoptosis 
	HSP90 Inhibition Affects Phosphorylation Levels of Receptor Tyrosine Kinases 
	Effects of HSP90 Inhibition on MAPK and PI3K/AKT Signaling Pathways 
	Effects of HSP90 Inhibitors on Tumor Growth In Vivo 
	The Effect and Tolerability of the Different HSP90 Inhibitors Varied Considerably In Vivo 
	Morphological Effects of HSP90 Inhibitors In Vivo 
	Combination Treatment of HSP90 Inhibitors with Doxorubicin or Trabectidin 

	Discussion 
	Conclusions 
	References

