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Abstract: Polyunsaturated fats are energy substrates and precursors to the biosynthesis of lipid
mediators of cellular processes. Adipose tissue not only provides energy storage, but influences
whole-body energy metabolism through endocrine functions. How diet influences adipose–lipid
mediator balance may have broad impacts on energy metabolism. To determine how dietary lipid
sources modulate brown and white adipose tissue and plasma lipid mediators, mice were fed low-
fat (15% kcal fat) isocaloric diets, containing either palm oil (POLF) or linoleate-rich safflower oil
(SOLF). Baseline and post body weight, adiposity, and 2-week and post fasting blood glucose were
measured and lipid mediators were profiled in plasma, and inguinal white and interscapular brown
adipose tissues. We identified over 30 species of altered lipid mediators between diets and found
that these changes were unique to each tissue. We identified changes to lipid mediators with known
functional roles in the regulation of adipose tissue expansion and function, and found that there was
a relationship between the average fold difference in lipid mediators between brown adipose tissue
and plasma in mice consuming the SOLF diet. Our findings emphasize that even with a low-fat diet,
dietary fat quality has a profound effect on lipid mediator profiles in adipose tissues and plasma.

Keywords: polyunsaturated fatty acids; oxylipins; endocannabinoids; lipid mediators; dietary fats;
adipose tissue; metabolic disease

1. Introduction

Dietary fat quality has been demonstrated to have an enormous impact on the onset
and progression of metabolic health conditions associated with dysregulated adipose tissue
function and dyslipidemia [1–3]. At the cellular level, dietary fats are not only energy-rich
fuel substrates, but also serve a structural role in membrane phospholipids and are signal-
ing molecules regulating energy metabolism and other cellular processes [4–6]. Dietary
polyunsaturated fatty acids (PUFAs) are precursors for both oxylipins (e.g., bioactive oxy-
genated lipids) and the endocannabinoid and endocannabinoid-like acylethanolamides
and monoacylglycerols [7,8]. The most well-characterized of these lipid mediators include
those derived from arachidonic acid (AA; 20:4n6), and its precursors dihomo-γ-linoleic
acid (DGLA; 20:3n6) and the essential fatty acid linoleic acid (LA; 18:2n6). Various lipid
mediators derived from LA, AA, and DGLA have been implicated as both protective
and detrimental to disease states, including, but not limited to, cardiovascular disease,
aging, Alzheimer’s disease, obesity, and type 2 diabetes mellitus [9,10], supporting the

Metabolites 2022, 12, 743. https://doi.org/10.3390/metabo12080743 https://www.mdpi.com/journal/metabolites

https://doi.org/10.3390/metabo12080743
https://doi.org/10.3390/metabo12080743
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/metabolites
https://www.mdpi.com
https://orcid.org/0000-0003-2189-9441
https://orcid.org/0000-0001-9632-6571
https://doi.org/10.3390/metabo12080743
https://www.mdpi.com/journal/metabolites
https://www.mdpi.com/article/10.3390/metabo12080743?type=check_update&version=2


Metabolites 2022, 12, 743 2 of 16

importance of a physiological balance between pro- and anti-inflammatory mediators in
the manifestation of cardiometabolic diseases.

Over the past two decades, our understanding of the function of adipose tissue has
expanded beyond its utility as an energy storage depot. Adipocyte receptors monitor blood
levels of glucose, hormones, and inflammatory cytokines, and adipose-tissue-resident
cells are responsible for the production and secretion of adipokines, lipids, and other
inflammatory signals through a variety of physiological functions [11]. Thus, adipose
tissues have the profound ability to manage whole-body energy metabolism through their
endocrine functions, and have been implicated in a number of conditions of metabolic
dysregulation, including those mentioned above [11]. Of note, recent studies have explored
the notion that LA-derived bioactive lipid mediators from brown adipose tissue (BAT) act
as adipokines to improve insulin sensitivity and metabolic function in skeletal [12] and
cardiac muscles [13], suggesting that the endocrine functions of adipose tissue may also
include other bioactive lipid mediators.

In adipose tissue, PUFA-derived lipid mediators influence adipogenesis, mainly
through peroxisome-proliferator-activated receptor (PPAR) and G-protein-coupled receptor-
mediated processes [14]. However, when compared to diets rich in saturated fats (SFA),
high PUFA diets, rich in either omega-3 or omega-6 lipids, have protective effects on the pro-
gression of metabolic diseases that may include the modulation of adipose function [15–17].
However, less is known about how dietary SFA and PUFA interact to influence adipose
tissue lipid mediator levels, and how this corresponds to the presence of lipid mediators
in circulation.

In an exploratory notion, we aimed to compare the local and systemic effect of diets
containing palm oil and LA-rich safflower oil on species of lipid mediators in inguinal
white adipose tissue (iWAT), BAT, and plasma from healthy mice. Palm oil is rich in SFA
and monounsaturated oleic acid, and contains low quantities of PUFAs. Due to its low
production cost [18] and desired lipid profile for shelf-stable foods, the use of this oil
continues to rise to meet global demand [19], and is becoming highly incorporated into
the human food supply chain [18]. A recent meta-analysis reported contradicting findings
regarding the health effects of increased palm oil consumption, and announced a need
for well-designed studies addressing this question [20]. In response, we have compared a
palm-oil-rich diet with an LA-rich diet, the most commonly consumed dietary PUFAs with
demonstrated positive metabolic effects [21,22]. Thus, these diets were intended to explore
the extent by which n-6 PUFA-derived lipid mediators could be modulated in BAT, WAT,
and plasma of healthy animals when consuming a quantity of dietary fat that is typical of
rodent diets.

To address this research question, wild-type mice were fed diets low in fat (6% fat by
weight; 15% kcal), differing only in their source and lipid composition (palm oil, LA-rich
safflower oil), for a period of 5 weeks, and their adipose tissue and plasma oxylipins and
endocannabinoids were measured. Here, we report the composition of tissue-derived lipid
mediators in each respective tissue. Then, we assess the relationship between adipose and
plasma oxylipins, and physiological measurements collected during the study, and compare
similarities in the dietary modulation of lipid mediators between the three tissues analyzed.

2. Materials and Methods
2.1. Dietary Oil Fatty Acid Analysis

Fatty acid composition of palm oil and LA-rich safflower oil used in POLF and SOLF
diets, respectively, were measured using gas chromatography after total lipid extraction
with 2:1 (v/v) chloroform: methanol using Folch et al. methodology [23]. Fatty acid
methyl esters were prepared with 5% hydrochloric acid in methanol [24], and analyzed via
gas chromatography (Shimadzu, Columbia, MD, USA) using a 30-m OmegawaxTM 320
fused silica capillary column (Supelco, Bellefonte, PA, USA) under previously established
conditions [22].
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2.2. Experimental Animals, Diets, and Study Design

After consuming a washout diet for 1 week, 10–12-week-old male C57BL6/J mice
(n = 7–9/group) were weighed and assigned to one of two AIN-93M diets, containing either
palm oil or LA-rich safflower oil as the main fat source (Figure 1). The 10–12-week-old
male C57Bl6/J mice were obtained from Jackson Laboratory (Bar Harbor, ME, USA) and
acclimated to their new environment for 7 days while on a modified washout AIN-93M
diet containing equal amounts of the oils used in the study. To monitor food intake and
body weight, mice were housed individually with enrichment at 22 +/− 5 ◦C on a 12:12 h
light–dark cycle. Body weight and food intake were measured biweekly. Seven days after
the beginning baseline diets, mice began one of two modified AIN-93M isocaloric diets
containing 6 wt% (15% kcal) palm oil (POLF diet) or LA-rich safflower oil (SOLF diet;
Research Diets, Inc, New Brunswick, NJ, USA). The compositions of the two experimental
diets are found in Table S3. To confirm the primary fatty acids present in the dietary oils,
the fatty acid compositions of these oils were determined by gas chromatography; these
are reported in Figure 1.

Figure 1. Dietary fatty acid composition of the oils used in the POLF and SOLF diets. Dietary oils
(n = 3 samples/group) were analyzed by gas chromatography, expressed as percent of total fatty
acids. All samples have a coefficient of variation of <3% between experimental replicates.

On Day 36, mice were sacrificed by cardiac puncture under isoflurane anesthesia
with cervical dislocation. Gastrocnemius, adipose depots were collected, weighed, and
flash frozen in liquid nitrogen to prepare for analyses (described below), and stored at
−80 ◦C. All procedures were in accordance with institutional guidelines and approved by
the Institutional Animal Care and Use Committee at The Ohio State University.

2.3. Measurement of Fasting Blood Glucose

Blood glucose was measured after a 5-h fast on Day 35 by pricking the tip of the tail
with a 20 g needle, and was quantified using the OneTouch® Ultra® glucose meter (LifeScan
Inc., Milpitas, CA, USA).

2.4. Plasma Adiponectin and High-Molecular-Weight (HMW) Adiponectin

The concentration of plasma IL-6 (Invitrogen, Carlsbad, CA, USA), and HMW- and
total adiponectin (Alpco, Salem, NH, USA) were measured by ELISA according to the
manufacturer’s protocols.
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2.5. EchoMRI for Body Composition

To assess changes in body composition of live mice during the diet treatment paradigm,
EchoMRI (Houston, TX, USA) was used at two time points: Day 0 (beginning of diet
treatment) and Day 36 (Week 5; day of necropsy).

2.6. Targeted Lipidomic and Quantification of Adipose Tissue and Plasma Lipid Mediators

Plasma concentrations of nonesterified PUFA, oxylipins, and endocannabinoids were
quantified in 50 µL of plasma or ~30 mg of adipose tissue by liquid chromatography–
tandem mass spectrometry (LC-MS/MS) after protein precipitation in the presence of
deuterated metabolite analogs (i.e., analytical surrogates) [25]. All samples were processed
with rigorous quality control measures, including case/control randomization, and the
analysis of batch blanks and pooled matrix replicates. The majority of analytes were quan-
tified against analytical standards, with the exception of eicosapentaenoyl ethanolamide
(EPEA), palmitoleoyl ethanolamide (POEA), and the measured PUFAs (i.e., linoleic acid
(LA); alpha-linolenic acid (aLA); arachidonic acid (AA); eicosapentaenoic acid (EPA); do-
cosahexaenoic acid (DHA)). For these compounds, area counts were recorded, adjusted for
deuterated-surrogate responses, and the relative response factors were expressed as the
relative abundance across all analyzed samples.

2.7. Statistical Analysis

Body weight, adiposity, and glucose data are represented as the mean ± standard
error of the mean (SEM). Plasma adiponectin and glucose data were log-transformed for
normalization. Lipid mediator data are presented as the mean ± 95% confidence interval,
and average fold differences were calculated (Table 1). For each outcome at a single time
point, changes between POLF and SOLF diet groups were analyzed by Student’s t-test. For
outcomes compared at multiple time points, paired t-tests were used to distinguish changes
over time for diet consumption. These tests were performed using STATA (StataCorp
LLC, College Station, TX, USA) and visualized/graphed with GraphPad Prism (GraphPad
Software, San Diego, CA, USA); p < 0.05 was considered statistically significant.

Partial least squares discriminant analysis (PLS-DA) was used to identify diet-related
differences in metabolite levels in BAT, WAT, and plasma. The PLS-DA model was built
using the nonlinear iterative partial least squares algorithm with leave-one-out cross-
validation (JMP, SAS institute, Carry, NC, USA), and included all variables for plasma, BAT,
and WAT. For clarity purposes, only variables with a variable importance in projection
(VIP) score >1.2 were displayed on the loading plot.

Spearman’s rank order correlation was used to determine associations between tissue and
plasma metabolites, and clinical measures, including body mass, adiposity, and adiponectin.
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Table 1. (Part 1 of 2). Lipid mediators altered by diet in BAT, iWAT, and plasma of mice consuming POLF and SOLF diets. (Part 2 of 2) Lipid mediators altered
by diet in BAT, iWAT, and plasma of mice consuming POLF and SOLF diets. Targeted lipidomics was used to identify lipid mediators altered by diet in BAT,
iWAT, and plasma. Tabulated are all oxylipins exhibiting significant differences between diet groups in at least one measured tissue, grouped by class and parent
fatty acid. Student’s t-tests were used to compare the mean oxylipin concentration between diet groups on log-transformed data, with bold values in grey boxes
indicating significant differences (p < 0.05). Average fold differences were calculated by dividing the average metabolite value for the SOLF diet group by that of the
POLF diet group. N = 7–9 mice per group. ND = not detected or low abundance (>25% missing values). Enzymatic pathway abbreviations: COX—cyclooxygenase;
LOX—lipoxygenase; Auto—auto-oxidation; CYP—cytochrome P450; sEH—soluble epoxide hydrolase; ADH—alcohol dehydrogenase; PLD—phospholipase D. Full
table containing all lipid mediators measured are found in Supplementary Table S2.

Metabolite Enzyme

BAT WAT Plasma Average Fold Difference in
SOLF vs. POLF

POLF Mean
± 95% CI
(pmol/g)

SOLF Mean
± 95% CI
(pmol/g)

t-Test
p-Value

POLF Mean
± 95% CI
(pmol/g)

SOLF Mean
± 95% CI
(pmol/g)

t-Test
p-Value

POLF Mean ±
95% CI (nM)

SOLF Mean ±
95% CI (nM)

t-Test
p-Value BAT WAT Plasma

20:4n6
6-keto-PGF1a COX1 15.4 ± 4.30 27.5 ± 8.45 0.01 13.7 ± 6.94 19.9 ± 6.91 0.01 2.84 ± 2.01 2.32 ± 1.79 0.64 1.76 1.46 0.81

PG
s

PGE2 COX2 21.7 ± 7.81 39.2 ± 15.3 0.03 21.8 ± 11.6 38.5 ± 14.7 0.15 0.85 ± 0.85 1.12 ± 0.66 0.18 1.81 1.81 1.31
PGF2a COX2 6.42 ± 1.93 15.2 ± 5.41 0.006 5.36 ± 2.17 10.7 ± 2.80 0.02 0.97 ± 0.51 2.34 ± 2.06 0.82 2.37 1.99 1.38

18:2n6
13-HODE LOX 415 ± 164 1801 ± 811 <0.001 996 ± 401 3065 ± 755 <0.001 16.3 ± 5.60 72.0 ± 36.0 <0.001 4.34 3.08 4.43
9-HODE LOX 248 ± 76.9 1160 ± 525 <0.001 587 ± 232 1762 ± 414 <0.001 8.14 ± 3.45 28.9 ± 12.8 <0.001 4.67 2.99 3.55

20:4n6

15-HETE LOX 32.9 ± 9.63 71.4 ± 17.4 <0.001 49.1 ± 13.4 109.4 ± 41.3 0.009 8.92 ± 4.75 22.8 ± 20.2 0.21 2.17 2.23 2.55
12-HETE LOX 94.1 ± 37.4 235 ± 90.5 0.002 136 ± 65.8 276 ± 132 0.059 584 ± 276 1834 ± 1505 0.16 2.5 2.03 3.13
11-HETE LOX 14.4 ± 3.65 34.7 ± 10.7 0.002 16.3 ± 4.84 31.8 ± 4.57 <0.001 7.35 ± 4.07 17.9 ± 15.4 0.25 2.41 1.95 2.43
9-HETE Auto 7.28 ± 1.86 15.3 ± 6.75 0.084 6.81 ± 2.58 13.7 ± 3.26 0.01 1.43 ± 0.95 0.79 ± 0.19 0.74 2.1 2.01 0.55
8-HETE LOX 15.6 ± 8.50 24.3 ± 7.35 0.098 15.8 ± 4.87 36.4 ± 12.09 0.004 ND ND - 2.09 2.31 -H

yd
ro

xy
ls

5-HETE LOX 19.2 ± 5.03 35.6 ± 12.2 0.053 14.8 ± 3.82 32.9 ± 9.46 0.005 16.8 ± 13.7 13.1 ± 1.7 0.80 2.02 2.23 0.77

D
io

ls 20:4n6 6-trans-LTB4 LOX 0.55 ± 0.22 0.99 ± 0.41 0.11 0.72 ± 0.30 1.38 ± 0.27 0.006 ND ND - 1.78 1.91 -

20:5n3 8,15-DiHETE LOX 7.03 ± 1.60 14.0 ± 5.17 0.03 6.81 ± 2.45 15.2 ± 4.09 0.005 ND ND - 1.95 2.23 -

Tr
io

l

18:2n6 9,12,13-TriHOME
(%) Auto 96.7 ± 33.9 283 ± 148 0.009 227 ± 150 294 ± 107 0.28 ND ND - 2.92 1.29 -

18:2n6
12(13)-EpOME CYP 16.4 ± 4.71 56.8 ± 19.9 <0.001 39.4 ± 17.1 97.4 ± 34.1 0.01 1.23 ± 0.33 5.31 ± 1.73 <0.001 3.47 2.47 4.3
9(10)-EpOME CYP 18.7 ± 5.96 70.6 ± 28.2 <0.001 42.4 ± 17.6 117 ± 46.1 0.007 0.57 ± 0.26 1.03 ± 0.45 0.25 3.77 2.76 1.81
9(10)-EpODE CYP 1.44 ± 0.44 5.03 ± 3.30 0.02 3.72 ± 1.64 20.0 ± 19.2 0.054 ND ND - 3.51 5.38 -

20:4n6 14(15)-EpETrE CYP 3.63 ± 0.77 6.29 ± 1.73 0.02 3.85 ± 0.86 5.31 ± 0.81 0.04 0.72 ± 0.25 1.17 ± 0.49 0.22 1.73 1.37 1.62

Ep
ox

id
es

11(12)-
EpETrE CYP 2.07 ± 0.52 3.35 ± 1.00 0.04 1.88 ± 0.60 2.83 ± 0.49 0.04 0.37 ± 0.09 0.56 ± 0.15 0.084 1.62 1.5 1.49

18:2n6
12,13-DiHOME sEH 21.8 ± 4.36 83.0 ± 31.1 <0.001 29.8 ± 9.88 108.9 ± 24.3 <0.001 8.71 ± 1.84 34.1 ± 12.9 <0.001 3.81 3.65 3.92
9,10-DiHOME sEH 11.1 ± 1.22 51.2 ± 14.2 <0.001 16.4 ± 5.59 66.4 ± 8.56 <0.001 3.68 ± 0.63 16.8 ± 4.56 <0.001 4.6 4.05 4.58

18:3n3
15,16-DiHODE sEH 5.47 ± 2.03 7.10 ± 2.41 0.31 5.60 ± 2.31 10.79 ± 3.20 0.02 0.38 ± 0.13 0.51 ± 0.24 0.8 1.3 1.93 1.34
9,10-DiHODE sEH 0.48 ± 0.07 0.73 ± 0.19 0.02 0.61 ± 0.16 1.09 ± 0.18 0.003 0.05 ± 0.02 0.07 ± 0.06 0.66 1.53 1.8 1.65
14,15-DiHETrE sEH 1.58 ± 0.54 2.68 ± 0.54 0.004 0.93 ± 0.15 2.23 ± 0.32 <0.001 1.57 ± 0.14 3.26 ± 0.70 <0.001 1.7 2.4 2.08

20:4n6
11,12-DiHETrE sEH 1.14 ± 0.36 1.64 ± 0.38 0.07 0.55 ± 0.11 1.28 ± 0.23 <0.001 0.91 ± 0.12 1.80 ± 0.38 <0.001 1.44 2.34 1.99

8,9-DiHETrE sEH 1.83 ± 0.94 2.41 ± 0.58 0.11 1.02 ± 0.24 1.57 ± 0.40 <0.001 2.68 ± 0.40 3.54 ± 0.60 0.03 1.31 1.54 1.32
5,6-DiHETrE sEH 0.41 ± 0.16 0.48 ± 0.16 0.57 0.19 ± 0.06 0.35 ± 0.10 0.02 1.51 ± 0.26 2.15 ± 0.45 0.04 1.16 1.83 1.42

V
ic

in
al

D
io

ls

22:6n3 19,20-DiHDoPA sEH 4.68 ± 2.34 4.08 ± 0.93 0.98 1.86 ± 0.48 2.67 ± 0.48 0.04 2.47 ± 0.36 2.08 ± 0.44 0.18 0.87 1.44 0.84
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Table 1. Cont.

BAT WAT Plasma Average Fold Difference in
SOLF vs. POLF

Metabolite Enzyme
POLF Mean
± 95% CI
(pmol/g)

SOLF Mean
± 95% CI
(pmol/g)

t-Test
p-Value

POLF Mean
± 95% CI
(pmol/g)

SOLF Mean
± 95% CI
(pmol/g)

t-Test
p-Value

POLF Mean ±
95% CI (nM)

SOLF Mean ±
95% CI (nM)

t-Test
p-Value BAT WAT Plasma

18:2n6
13-KODE ADH 68.2 ± 37.5 390 ± 288 0.01 262 ± 169 1898 ± 1961 0.03 1.14 ± 0.47 3.71 ± 1.74 0.02 5.73 7.25 3.25
9-KODE ADH 113 ± 71.1 727 ± 565 0.04 472 ± 322 2227 ± 1547 0.046 1.24 ± 0.44 6.97 ± 2.45 0.007 6.44 4.72 5.61

12(13)-Ep-9-KODE ADH 60.4 ± 16.3 163 ± 102 0.04 180 ± 110 493 ± 237 0.065 ND ND - 2.7 2.74 -

20:4n6
15-KETE ADH 4.24 ± 1.73 13.1 ± 4.91 0.008 5.96 ± 2.82 12.7 ± 4.11 0.04 ND ND - 3.08 2.13 -K

et
on

es

5-KETE ADH 6.97 ± 2.57 11.6 ± 4.79 0.25 5.57 ± 4.15 9.80 ± 2.18 0.02 ND ND - 1.67 1.78

16:00 PEA PLD 331 ± 318 448 ± 219 0.29 189 ± 144 746 ± 375 0.007 10.5 ± 1.69 9.56 ± 2.10 0.44 1.35 3.94 0.91

18:1n9 OEA PLD 559 ± 236 371 ± 109 0.2 287 ± 42.6 521 ± 206 0.08 22.9 ± 4.51 14.1 ± 3.78 0.03 0.66 1.82 0.62

18:2n6 LEA PLD 143 ± 61.3 322 ± 127 0.02 42.5 ± 4.86 127 ± 13.7 0 4.40 ± 0.66 9.87 ± 1.95 <0.001 2.25 2.99 2.25

20:3n6 DGLEA PLD 2.66 ± 0.85 3.02 ± 0.54 0.31 1.77 ± 0.37 3.48 ± 0.93 0.005 0.14 ± 0.03 0.17 ± 0.06 0.76 1.13 1.97 1.15

20:4n6 AEA PLD 34.7 ± 18.3 36.1 ± 15.8 0.6 8.40 ± 1.23 11.1 ± 1.25 0.007 1.68 ±0.29 1.77 ± 0.44 0.89 1.04 1.32 1.05

N
-A

cy
le

th
an

ol
am

in
es

22:5n6 DEA PLD 1.38 ± 0.39 2.21 ± 0.51 0.02 1.11 ± 0.40 1.99 ± 0.31 0.006 0.21 ± 0.10 0.42 ± 0.14 <0.001 1.6 1.78 2.03

N
EF

A
(r

el
ab

s)

18:2n6 LA - 4.88 ± 1.04 8.01 ± 1.70 0.005 5.69 ± 1.42 10.1 ± 2.74 <0.001 0.032 + 0.007 0.070 + 0.014 <0.001 1.64 1.78 2.18

20:4n6 AA - 9.35 ± 2.14 12.4 ± 3.11 0.13 5.52 ± 1.19 9.57 ± 1.10 <0.001 0.033 ± 0.007 0.065 ± 0.010 <0.001 1.33 1.73 1.99
18:1n9 1/2-OG - 13,600 ± 6340 7120 ± 2260 0.18 5610 ± 2400 3900 ± 603 0.74 9905 ± 1670 4290 ± 608 <0.001 0.56 0.7 0.43

M
A

G

18:2n6 1/2-LG - 4120 ± 1790 13,200 ± 2970 <0.001 2640 ± 1,420 5310 ± 1760 0.02 1640 ± 305 5120 ± 1050 <0.001 3.19 2.01 3.12
20:4n6 1/2-AG - 1250 ± 307 1400 ± 408 0.57 7.08 ± 0.41 2540 ± 1993 0.38 118 ± 23.7 158 ± 24.2 0.046 1.12 1.93 1.34

G
ly 18:1n9 NO-Gly - 5.84 ± 2.42 4.71 ± 1.59 0.75 5.52 ± 2.53 5.99 ± 1.06 0.39 2.29 ± 0.48 1.45 ± 0.50 0.03 1.08 0.8 0.63

20:4n6 NA-Gly - ND ND - ND ND - 0.23 ± 0.05 0.39 ± 0.11 0.02 - - 1.73
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3. Results
3.1. Effect of Palm-Oil-Rich and Linoleate-Rich Safflower Oil Low-Fat Diets on
Physiological Parameters

Short-term consumption of the palm-oil-rich low-fat diet (POLF) and high-LA saf-
flower oil-rich diet (SOLF) diet did not differentially effect body weight, adiposity, or blood
glucose levels. After a 5-week consumption period of POLF (SFA:MUFA:PUFA ratio of
4:3:1) or SOLF (SFA:MUFA:PUFA ratio of 1:1:5; see Figure 1 and Table S1 for diet composi-
tion), mice increased body weight to a similar extent (Figure 2a), and showed stable and
comparable adiposity (Figure 2b) and blood glucose levels (Figure 2c). Additionally, plasma
levels of total adiponectin, an adipokine with well-established roles in regulating insulin
sensitivity, inflammation, and circulating glucose and lipids [26–29], were measured. We
found that total adiponectin and its most bioactive multimeric form, high-molecular-weight
(HMW) adiponectin [26,30], were unchanged between diet groups at the end of the study
(Figure 2d–f).

Figure 2. Physiological parameters of mice consuming POLF and SOLF diets for a 5-week period.
(a) Change in body mass from Day 0 to Week 5, grouped by diet. (b) Percent adiposity as measured
by EchoMRI from Day 0 to Week 5, grouped by diet. (c) Blood glucose measurements on Week 2 and
Week 5, grouped by diet. (a–c) For each respective diet, a paired t-test was used to determine signifi-
cant changes between measurements at the beginning and end of the study. (d) Total adiponectin
and (e) high-molecular-weight adiponectin measured in plasma of mice after 5 weeks on the diet, as
well as (c) the ratio of HMW/total adiponectin. (a–c) A paired t-test was used to determine changes
between Day 0 and Week 5 within each diet group, while ANCOVA analysis was used to compare
changes over time between groups and determine any significant differences between slopes over
time. (d–f) Student’s t-tests were used to determine significant differences between diet groups at
a single timepoint. An asterisk indicates p < 0.05 for (a–c) paired t-tests and (d–f) student’s t-tests,
respectively. ‘NS’ indicates that p ≥ 0.05 and is non-significant for all analyses. While no significant
differences in ANCOVA analysis and Student’s t-tests were determined. N = 8–10/group.
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3.2. Impact of POLF and SOLF Diets on Brown and White Adipose Tissue and Plasma
Lipid Mediators
3.2.1. Univariate Analysis

Experimental diets differentially impacted oxylipin and endocannabinoid levels in
BAT, iWAT, and plasma, suggesting global enrichment in LA- and AA-derived lipid media-
tors in mice fed the SOLF diet. We compared fasting plasma oxylipin profiles with BAT
and iWAT tissues after 5 weeks of POLF or SOLF diet consumption. In BAT and iWAT, out
of 53 lipid mediators measured, 38% and 47%, respectively, were higher in mice consuming
the SOLF diet compared to the POLF diet, the majority of which were LA- or AA-derived.
However, no lipid mediators were decreased. In plasma, 36% of lipid mediators were higher
in the SOLF diet, which were all LA- or AA-derived, while only two of the lipid mediators
measured (3.6%) were lower compared to the POLF diet: 13-hydroxyoctadecatrienoic acid
(13-HOTE) and oleoylethanolamide (OEA; Table 1). Overall, oxylipins derived from LA
and AA were higher in BAT, iWAT, and plasma of mice fed the SOLF diet compared to
those fed the POLF diet. This was not limited to a specific enzymatic pathway; rather, LA-
and AA-derived oxylipins were increased in a pathway-independent manner. Conversely,
omega-3 PUFA metabolites were largely unchanged (Supplementary Table S2).

Of those lipid mediators measured, some metabolites exhibited tissue-specific changes.
Of note, 6-keto-prostaglandin F1a was higher in BAT and WAT, but unchanged in plasma.
Out of those mediators measured, only plasma levels of OEA were lower in mice consuming
the SOLF diet. Although nonsignificant, plasma 9-hydroxyeicosatetraenoic acid (HETE)
was unchanged, while in adipose tissues of mice consuming the POLF diet, it was twofold
higher. Similarly, 8,15-DiHETE was not observed in plasma, but is about twofold higher in
adipose tissues. Finally, we observed that 9,12,13-trihydroxyoctadecenoic acid (TriHOME)
was threefold higher in BAT, but unchanged in iWAT.

3.2.2. Multivariate Analysis

Consistent with the univariate analyses, partial least squares discriminant analysis (PLS-
DA) of lipid mediator profiles clearly segregated the two diet groups (Figure 3a–c; Q2 > 0.4),
with BAT discrimination (Q2 = 0.87) being better than iWAT (Q2 = 0.84). In BAT, the animals
on the SOLF diet showed higher levels of a variety of n6-PUFA-derived lipids, including
linoleate itself, linoleoylethanolamide (LEA), 1- and 2-linoleoyglycerol (1/2-LG), hydroxyoc-
dadecaenoic acids (HODEs), keto-octadecanoeic acids (KODEs), epoxyoctadecamonoenoic
acids (EpOMEs), and dihydroxyoctadecanoic acids (DiHOMEs), as well as prostaglandin
F2alpha (PGF2a), 6-keto-PGF1a, and various HETEs. In contrast, the POLF-diet animals
had higher levels of multiple N-acylethanolamines, including oleoylethanolamide (OEA),
palmitoleoylethanolamide (POEA), and eicosapentaenoylethanolamide (EPAEA). Addition-
ally, LA-derived metabolites were the main pool of lipid mediators higher in the SOLF diet
compared to the POLF diet (Figure 3a), highlighted by enrichment in LA-derived LOX,
PLD (EA), and soluble epoxide hydrolase (sEH)-derived metabolites (Figure 3a). Notably,
AA-derived prostaglandins PGF2a and 6-keto-PGF1a were also higher in the SOLF diet
(Figure 3a).

Similar to BAT, higher DiHOMEs and LOX-derived HODE and KODE metabolites
were observed in iWAT (Figure 3b). In contrast, iWAT exhibited higher quantities of AA
and its metabolites, and lower DHA epoxides in mice consuming the SOLF diet (Figure 3b).
Similar to BAT, mice consuming the SOLF diet exhibited increased LEA and DEA, but this
pool of ethanolamides that were higher also included AA-derived arachidonylethanolamide
(AEA) and DGLA-derived dihomogammalinoleoylethanolamide (DGLEA; Figure 3b).
Notably, despite lower dietary levels of palmitate (16:0), iWAT palmitoylethanolamide
(PEA) was higher in the SOLF group (Figure 3b). Only two lipid mediators were higher in
the POLF group compared to the SOLF group: 16(17)- and 19(20)-expoxydocosapentanoic
acids (EpODE; Figure 3b).
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(a)

(b)

(c)

Figure 3. Influence of dietary fat on intratissue lipid mediator speciation in: (a) BAT, (b) iWAT, and
(c) plasma. Partial least squares discriminant analysis (PLS-DA) of SOLF vs. POLF. Treatment group
discrimination is shown by the SCORES panel (inset), while metabolite weightings in group discrim-
ination are shown by the LOADINGS panel. Loading node color indicates metabolite enzymatic
origin. Loading node size indicates metabolite variable importance in projection (i.e., VIP). Analysis
was performed with all measured metabolites, but only those with VIP ≥ 1.2 are displayed for clarity
purposes. N = 6–9 per group. BAT X2 = 0.98, Y2 = 1.22, Q2 = 0.73; iWAT X2 = 0.17, Y2 = 0.15, Q2 =
0.65; plasma X2 = 1.3, Y2 = 0.095, Q2 = 0.76.
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In plasma, the SOLF group had higher LA and AA, along with many of their metabo-
lites, including the LA- and AA-derived monoacylglyerols 1/2-LG and 1-AG, HODEs,
EpOMEs, DiHOMEs, dihydroxyeicosatetraenoic acids (DiHETrEs), and LEA. In contrast,
the POLF group showed higher oleic-acid-derived monoacylglyerols 1/2-OG, and OEA
and POEA (Figure 3c). Of lipid mediator metabolites themselves, the remaining differ-
ences between diets were attributed primarily to LA-derived sEH and LOX metabolites
(Figure 3c).

3.3. Diet-Independent Changes in Lipid Mediators and Relationship to Physiological Measures

Due to the known relationship between LA-derived lipid mediators (e.g., 12,13-DiHOME)
and metabolic function in preclinical animal models, we explored diet-independent and
cross-tissue relationships between BAT, plasma, and iWAT lipid mediators with lean mass,
adiposity, blood glucose, and adiponectin in healthy mice consuming POLF and SOLF diets
by Spearman’s rank order correlation (Table S3). In BAT, strong negative correlations were
observed between percent adiposity and 12/15-LOX metabolites, including AA-derived
12-HETE (ρ = −0.63), EPA-derived 12-HEPE (ρ = −0.62), and DHA-derived 14- and 17-
HDoHE (ρ =−0.77 and−0.74 respectively), in addition to aLA-derived 15,16-DiHODE (ρ =
−0.56) and 13-HOTE (ρ = −0.57), and PEA (ρ = −0.65) and AA-derived monoacylglycerol
(1/2-AG) (ρ = −0.56).

In iWAT, metabolites from cyclooxygenase (COX) and soluble epoxide hydrolase (sEH)
pathways were negatively correlated with percent adiposity. These included: AA-derived
prostaglandins PGE2 (ρ = −0.61) and PGF1a (ρ = −0.59), LA-derived 12,13-DiHOME
(ρ = −0.57), and AA-derived 8,9, 11,12 and 14,15-DiHETrE (ρ = −0.67, −60, and −65,
respectively). Additionally, 1

2 -LG was negatively correlated with percent adiposity.
In plasma, only 1/2-OG was negatively correlated with percent adiposity (ρ = −0.60).

Additionally, a negative association between plasma adiponectin and plasma AA and DHA-
derived 5-LOX metabolites—5-HETE and 4-HDoHE—(ρ = −63 and −87, respectively)
was observed.

3.4. Diet-Dependent Differences in BAT and Plasma Lipid Mediator Levels Are Strongly Correlated

To better understand the influence of dietary fat on tissue-specific and global alter-
ations in oxylipin and endocannabinoid-like metabolites, we calculated the average fold
difference for those oxylipins exhibiting differences between diets in at least one of the
three tissues measured, and looked at the linear relationships between these differences
in each tissue, respectively (Figure 4). Positive correlations were observed in the average
diet-dependent fold differences of metabolites between BAT and iWAT (p < 0.001), and
between BAT and plasma (p = 0.03; Figure 4a,b). However, the relationship between plasma
and iWAT metabolites did not reach the p <0.05 level (p = 0.35; Figure 4c).

While modest differences were reported compared to other metabolites, the SOLF diet
elicited the most similar fold differences in metabolites within soluble epoxide hydrolase
(sEH) for all three tissues (Figure 4a–c). Additionally, LA-derived long-chain fatty acid
alcohol dehydrogenase-dependent downstream metabolites of HODES, 9-KODE and 13-
KODE, exhibited some of the largest fold differences in all three tissues (Figure 4a–c). Of
note, in all three tissues, LOX-derived metabolites appear to be most variable between
tissues compared (Figure 4a–c).

To visualize the enzymatic pathways contributing to the greatest average fold dif-
ferences between tissues, the sum of the total fold differences was calculated, and the
contributions of each metabolic pathway to total fold differences were visualized as a per-
cent of the total fold differences (Figure 4d; Table S3). To further explore these relationships
statistically, the average fold difference for each enzymatic pathway was calculated and
compared by one-way ANOVA with Tukey’s post hoc test to look at the effect of tissue on
fold differences (Table S4). Only those pathways contributing to small percentages of the
total fold differences, i.e., auto-oxidated products (<6%) and COX pathway products (4–7%;
Figure 4d), differed between BAT and plasma, with BAT exhibiting the highest relative
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amounts of COX-mediated and auto-oxidated product differences, and plasma having the
lowest (p = 0.04 and 0.04, respectively; Table S4).

Figure 4. Correlations of average fold difference of mice consuming the SOLF diet compared to the
POLF diet among brown adipose tissue, white adipose tissue, and plasma. Average fold difference
was calculated for those lipid mediators that were changed by diet in univariate analysis in at least one
of the three tissues reported. Average fold difference (reported in Table 1) was calculated by dividing
the average of each metabolite in the SOLF diet by that of the POLF diet. Regression analysis was
used to determine similarities in fold changes in (a) WAT vs. BAT, (b) BAT vs. plasma, and (c) WAT vs.
plasma, reported here with 95% confidence intervals. Those metabolites not detected in one of the two
tissues was included as a value of 0. p < 0.05 indicates a correlation significantly different from zero.
(d) The sum of the average fold differences for each tissue was computed and the contributions of
each metabolic pathway to the total fold change was determined. Enzymatic pathway abbreviations:
COX—cyclooxygenase; LOX—lipoxygenase; Auto—auto-oxidation; CYP—cytochrome P450; sEH—
soluble epoxide hydrolase; ADH—alcohol dehydrogenase; PLD—phospholipase D.

4. Discussion

In this study, we aimed to identify tissue-specific and systemic effects of low-fat diets
containing palm oil (POLF diet) and LA-rich safflower oil (SOLF diet) on oxylipin and
endocannabinoid-like lipid mediator profiles in BAT, iWAT, and plasma. To address this
aim, healthy wild-type mice were fed POLF and SOLF diets for a period of 5 weeks, and
physiological measurements were collected in addition to measurements of tissue lipid
mediators. Our finding that no distinguishable differences in physiological measurements
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were observed, aside from a near-significant effect of SOLF diet leading to decreased
glucose levels, over the course of the study suggest that we have captured an early stage
of diet intervention which, if continued over time, might result in measurable changes in
metabolic health.

Even prior to diet-intervention-induced physiological changes, underlying alterations
to metabolic processes may occur at the tissue and cellular level. The current study allowed
us to identify changes to oxylipins and endocannabinoid-like mediators after POLF and
SOLF diet consumption, independent of alterations to body composition and weight, which
alone can influence changes to metabolic status. To our knowledge, aside from one study
exploring the differences in oxylipin metabolites among white adipose tissues of rats during
LA and ALA supplementation [31], this is the first study to provide an in-depth comparison
of lipid mediator responses to either high palmitate/oleate–low LA or low palmitate/oleate–
high-LA diets among brown and white adipose tissues. We observed global enrichment
in LA- and AA-derived lipid mediators: more than 1/3 of the total oxylipins measured in
each tissue were higher in mice consuming the SOLF diet, underscoring the fact that even
with a low-fat diet, dietary fat quality can have profound effects on lipid mediator profiles
in adipose tissues and plasma.

Through univariate and multivariate analyses, we identified tissue-specific differences
in lipid mediators influenced by diet. Because BAT produces heat through mitochondrial
uncoupling, it is rich in mitochondria. LA is selectively incorporated into cardiolipin,
a phospholipid of the mitochondrial membrane [5]. Therefore, it is unsurprising that
BAT exhibited higher LA-derived metabolites in mice fed the SOLF diet, whereas, in
comparison, iWAT exhibited higher quantities of AA-derived metabolites. Although
typically produced in cells through the activity of LOX [7], a noncanonical pathway of
mitochondrial oxylipin formation by the activity of CL remodeling enzyme iPLA2y has
been described [32]. Furthermore, mitochondrial cytochrome C has been demonstrated
to exhibit LOX activity in the presence of calcium, which in turn increases 13-KODE
production [33]. Indeed, we saw higher quantities of LOX products, including 13-KODE
in BAT of SOLF mice. However, a limitation of this study is that we could not distinguish
mitochondria-derived lipid mediators from those produced in other cellular compartments,
raising the question of whether these products are derived due to an increase in canonical
LOX activity or from noncanonical, mitochondria-dependent pathways.

Due to its mitochondrial density, BAT is highly vascularized to support oxidative
metabolism; our finding that plasma fold difference in oxylipins is significantly correlated
to those in BAT suggests the likelihood of crosstalk by means of exchange of lipid mediators
between these two pools. Recent studies demonstrate that LA-derived 12,13-DiHOME is
released from BAT into circulation, and acts to improve insulin sensitivity and metabolic
function in skeletal [12] and cardiac muscles [13]. In the current study, 12,13-DiHOME was
roughly fourfold higher in both plasma and BAT through the effects of dietary oils alone,
even in a low-fat diet, providing a mechanistic link between dietary LA and its reported
metabolic health benefits, which is worth further exploration in future studies.

In contrast, iWAT fold difference was not correlated to that of plasma. This is striking
due to the functional role of white adipose tissues as an energy storage reservoir as well as
the primary regulator of nonesterified fatty acids in circulation. In the current study, our
finding that both groups of mice gained weight over the course of the 5-week diet period
suggests that there is little exchange between plasma and iWAT lipid mediators when lipids
are being stored in the form of triglycerides in the tissue. However, dietary fat quality may
have greater influence over oxylipin exchange between these pools in a caloric deficit.

Of the lipid mediators higher in SOLF-diet mice, a striking increase in 13-KODE was
observed among all three measured tissues. In human subcutaneous white adipose tissues,
9- and 13-KODE were found to be negatively correlated to HOMA-IR, suggesting that
the absence of these oxylipins may predict adipose tissue expansion, inflammation, and
insulin resistance [34]. However, very little is known about the functions of 9-and 13-KODE;
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thus, the relationship between KODEs and metabolic health may be an area of interest for
future studies.

In some white adipose tissue depots, the necessity of cyclooxygenase (COX)-1 and
COX-2 enzymes, and their resultant prostaglandin products, to activate ‘beige’ thermogenic
adipocytes has been demonstrated [35,36]. However, ‘beige’ adipocyte recruitment in iWAT
and BAT expansion has been demonstrated by Paschos et al. to be independent of COX-2-
mediated processes [37]. In the current study, we observed higher levels of COX-2-derived
PGE2 in BAT from SOLF mice. Additionally, the canonical COX-2 metabolite PGF2a was
higher in the SOLF diet compared to the POLF diet in both iWAT and BAT. Interestingly, in
this same study, the authors identified that COX-2 protein is low in BAT and undetectable in
iWAT, suggesting the possibility that PGF2a is produced through an alternative enzymatic
pathway in iWAT [37]. Worth noting is that PGF2a also has potent anti-adipogenic effects
in white adipose tissues through its regulation of intracellular calcium levels [35]; this
relationship is corroborated in the current study, where we identified that PGF2a in iWAT
was negatively associated with percent adiposity.

In the current study, we observed higher levels of LOX-mediated HETEs and HODEs
derived from AA and LA in iWAT and BAT in the SOLF group. The anti-adipogenic effects
of these metabolites were demonstrated in an in vitro study where preadipocytes were
treated over the course of their differentiation [38]. These included AA-derived 5-HETE in
iWAT, 12-HETE in BAT, and 15-HETE and LA-derived 9- and 13-HODE in both tissues. This
suggests the possibility that diet may have an effect to decrease adipose tissue expansion
through the activity of LA- and AA-derived LOX metabolites in adipose tissue progenitor
cells, which must be addressed in future studies.

The aforementioned 9- and 13-HODE are known agonists of PPAR (α and γ), regula-
tors of adipose tissue differentiation and metabolism. We also saw increases in the known
PPARα agonist 8-HETE in iWAT. PPARα expression has been demonstrated to increase
adiponectin receptor expression and reduce obesity-related inflammation in adipose tis-
sue [39]. In addition to 9-HODE’s affinity for PPARα, both 9- and 13-HODE have affinity
for PPARγ, which not only plays a crucial role in adipogenesis, but is also involved in
the expression of the insulin signaling cascade and associated with insulin sensitivity in
mature adipocytes [40]. Furthermore, the presence and activation of PPARγ in resident
macrophages is integral their proper inflammatory mediation [41], and is required in regu-
latory T cells for full restoration of adipose tissue insulin sensitivity during thiazolidine
diol treatment [42]. Taken together, these studies emphasize that lipid mediators derived
from dietary fats may not only modulate endocrine functions of adipose tissue, but may
also exert bioactivity on multiple cell types within the adipose tissue milieu, including
resident immune cells, providing a functional link to modulation of inflammation.

The findings of the current study underscore that even at low levels in the diet,
the types of oils and fatty acids present exhibit the ability to modulate oxylipin and
endocannabinoid-like lipid mediators in WAT, BAT and plasma. Furthermore, in healthy
animals, diets consisting of linoleic-rich safflower oil resulted in similarities between
BAT and plasma. Our review of the known functions of lipid mediators found to be
higher in mice consuming the SOLF diet identify several gaps in knowledge where future
studies are warranted to investigate the possible links between the functional properties
of lipid mediators and potential benefits of LA-rich dietary oils for energy metabolism.
Furthermore, this study emphasizes that the utility of lipid mediators expands beyond
their autocrine function within adipocytes and underscores the likelihood that paracrine
and endocrine functions of many of these metabolites will come to light in future studies.



Metabolites 2022, 12, 743 14 of 16

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/metabo12080743/s1. Table S1: Comparison of AIN-93G diets
containing palm oil (POLF) or linoleic-rich safflower oil (SOLF) as the fat source; Table S2 (parts 1
and 2): All lipid mediators measured in BAT, iWAT, and plasma of mice consuming POLF and SOLF
diets; Table S3: Spearman’s rank order correlation coefficients for diet-independent changes to lipid
mediators and physiological measurements; Table S4: Percent of total fold difference by enzymatic
pathway in BAT, WAT, and plasma; Table S5: average fold difference within each enzymatic pathway
in BAT, WAT, and plasma.

Author Contributions: Conceptualization, M.A.B. and D.B.S.; methodology, D.B.S., K.B. and J.W.N.;
validation, D.B.S.; formal analysis, D.B.S., A.A. and K.B.; investigation, D.B.S., A.A. and R.M.C.;
resources, M.A.B.; data curation, D.B.S. and K.B.; writing—original draft preparation, D.B.S.; writing—
review and editing, A.A., K.B., J.W.N., M.A.B. and R.M.C.; visualization, D.B.S., A.A. and K.B.;
supervision, M.A.B. and J.W.N.; project administration, D.B.S.; funding acquisition, M.A.B. All
authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by Ohio Agriculture Research and Development Center to
M.A.B.; Additional support was provided by USDA Project # 2032-51530-025-00D to J.W.N. The
USDA is an equal opportunity provider and employer.

Institutional Review Board Statement: The animal study protocol was approved by the Institutional
Animal Care and Use Committee of The Ohio State University (Approval # 2012A00000061).

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available in article and Supple-
mentary Material.

Conflicts of Interest: M.A.B. serves on the board of directors for the American Society of Nutrition
and is a scientific consultant for Bath and Body Works. All other authors declare no conflict of interest.

References
1. Gustafson, B.; Hedjazifar, S.; Gogg, S.; Hammarstedt, A.; Smith, U. Insulin resistance and impaired adipogenesis. Trends Endocrinol.

Metab. 2015, 26, 193–200. [CrossRef] [PubMed]
2. Virtue, S.; Vidal-Puig, A. Adipose tissue expandability, lipotoxicity and the Metabolic Syndrome—An allostatic perspective.

Biochim. Biophys. Acta 2010, 1801, 338–349. [CrossRef] [PubMed]
3. Lutsey, P.L.; Steffen, L.M.; Stevens, J. Dietary Intake and the Development of the Metabolic Syndrome. Circulation 2008, 117,

754–761. [CrossRef]
4. Kersten, S.; Desvergne, B.; Wahli, W. Roles of PPARs in health and disease. Nature 2000, 405, 421–424. [CrossRef]
5. Claypool, S.M.; Koehler, C.M. The complexity of cardiolipin in health and disease. Trends Biochem. Sci. 2012, 37, 32–41. [CrossRef]

[PubMed]
6. Calder, P.C. Functional Roles of Fatty Acids and Their Effects on Human Health. JPEN J. Parenter. Enteral. Nutr. 2015, 39, 18s–32s.

[CrossRef]
7. Gabbs, M.; Leng, S.; Devassy, J.G.; Monirujjaman, M.; Aukema, H.M. Advances in Our Understanding of Oxylipins Derived from

Dietary PUFAs. Adv. Nutr. 2015, 6, 513–540. [CrossRef] [PubMed]
8. Watkins, B.A. Diet, endocannabinoids, and health. Nutr. Res. 2019, 70, 32–39. [CrossRef] [PubMed]
9. Caligiuri, S.P.B.; Parikh, M.; Stamenkovic, A.; Pierce, G.N.; Aukema, H.M. Dietary modulation of oxylipins in cardiovascular

disease and aging. Am. J. Physiol. Heart Circ. Physiol. 2017, 313, H903–H918. [CrossRef]
10. Borkowski, K.; Pedersen, T.L.; Seyfried, N.T.; Lah, J.J.; Levey, A.I.; Hales, C.M.; Dammer, E.B.; Blach, C.; Louie, G.; Kaddurah-

Daouk, R.; et al. Association of plasma and CSF cytochrome P450, soluble epoxide hydrolase, and ethanolamide metabolism with
Alzheimer’s disease. Alzheimer’s Res. Ther. 2021, 13, 149. [CrossRef] [PubMed]

11. Kershaw, E.E.; Flier, J.S. Adipose tissue as an endocrine organ. J. Clin. Endocrinol. Metab. 2004, 89, 2548–2556. [CrossRef]
12. Stanford, K.I.; Lynes, M.D.; Takahashi, H.; Baer, L.A.; Arts, P.J.; May, F.J.; Lehnig, A.C.; Middelbeek, R.J.W.; Richard, J.J.; So, K.;

et al. 12,13-diHOME: An Exercise-Induced Lipokine that Increases Skeletal Muscle Fatty Acid Uptake. Cell Metab. 2018, 27,
1111–1120.e3. [CrossRef] [PubMed]

13. Pinckard, K.M.; Shettigar, V.K.; Wright, K.R.; Abay, E.; Baer, L.A.; Vidal, P.; Dewal, R.S.; Das, D.; Duarte-Sanmiguel, S.; Hernández-
Saavedra, D.; et al. A Novel Endocrine Role for the BAT-Released Lipokine 12,13-diHOME to Mediate Cardiac Function.
Circulation 2021, 143, 145–159. [CrossRef] [PubMed]

14. Barquissau, V.; Ghandour, R.A.; Ailhaud, G.; Klingenspor, M.; Langin, D.; Amri, E.Z.; Pisani, D.F. Control of adipogenesis by
oxylipins, GPCRs and PPARs. Biochimie 2017, 136, 3–11. [CrossRef] [PubMed]

https://www.mdpi.com/article/10.3390/metabo12080743/s1
https://www.mdpi.com/article/10.3390/metabo12080743/s1
http://doi.org/10.1016/j.tem.2015.01.006
http://www.ncbi.nlm.nih.gov/pubmed/25703677
http://doi.org/10.1016/j.bbalip.2009.12.006
http://www.ncbi.nlm.nih.gov/pubmed/20056169
http://doi.org/10.1161/CIRCULATIONAHA.107.716159
http://doi.org/10.1038/35013000
http://doi.org/10.1016/j.tibs.2011.09.003
http://www.ncbi.nlm.nih.gov/pubmed/22014644
http://doi.org/10.1177/0148607115595980
http://doi.org/10.3945/an.114.007732
http://www.ncbi.nlm.nih.gov/pubmed/26374175
http://doi.org/10.1016/j.nutres.2019.06.003
http://www.ncbi.nlm.nih.gov/pubmed/31280882
http://doi.org/10.1152/ajpheart.00201.2017
http://doi.org/10.1186/s13195-021-00893-6
http://www.ncbi.nlm.nih.gov/pubmed/34488866
http://doi.org/10.1210/jc.2004-0395
http://doi.org/10.1016/j.cmet.2018.03.020
http://www.ncbi.nlm.nih.gov/pubmed/29719226
http://doi.org/10.1161/CIRCULATIONAHA.120.049813
http://www.ncbi.nlm.nih.gov/pubmed/33106031
http://doi.org/10.1016/j.biochi.2016.12.012
http://www.ncbi.nlm.nih.gov/pubmed/28034718


Metabolites 2022, 12, 743 15 of 16

15. Hooper, L.; Martin, N.; Abdelhamid, A.; Davey Smith, G. Reduction in saturated fat intake for cardiovascular disease. Cochrane
Database Syst. Rev. 2015, CD011737. [CrossRef] [PubMed]

16. Julibert, A.; Bibiloni, M.D.M.; Tur, J.A. Dietary fat intake and metabolic syndrome in adults: A systematic review. Nutr. Metab.
Cardiovasc. Dis 2019, 29, 887–905. [CrossRef] [PubMed]

17. Cardel, M.; Lemas, D.J.; Jackson, K.H.; Friedman, J.E.; Fernandez, J.R. Higher Intake of PUFAs Is Associated with Lower Total
and Visceral Adiposity and Higher Lean Mass in a Racially Diverse Sample of Children. J. Nutr. 2015, 145, 2146–2152. [CrossRef]
[PubMed]

18. Barcelos, E.; Rios Sde, A.; Cunha, R.N.; Lopes, R.; Motoike, S.Y.; Babiychuk, E.; Skirycz, A.; Kushnir, S. Oil palm natural diversity
and the potential for yield improvement. Front. Plant Sci 2015, 6, 190. [CrossRef] [PubMed]

19. Carter, C.; Finley, W.; Fry, J.; Jackson, D.; Willis, L. Palm oil markets and future supply. Eur. J. Lipid Sci. Technol. 2007, 109, 307–314.
[CrossRef]

20. Kadandale, S.; Marten, R.; Smith, R. The palm oil industry and noncommunicable diseases. Bull. World Health Organ. 2019, 97,
118–128. [CrossRef] [PubMed]

21. Wu, J.H.Y.; Marklund, M.; Imamura, F.; Tintle, N.; Ardisson Korat, A.V.; de Goede, J.; Zhou, X.; Yang, W.-S.; de Oliveira Otto,
M.C.; Kröger, J.; et al. Omega-6 fatty acid biomarkers and incident type 2 diabetes: Pooled analysis of individual-level data for
39,740 adults from 20 prospective cohort studies. Lancet Diabetes Endocrinol. 2017, 5, 965–974. [CrossRef]

22. Belury, M.A.; Cole, R.M.; Bailey, B.E.; Ke, J.Y.; Andridge, R.R.; Kiecolt-Glaser, J.K. Erythrocyte linoleic acid, but not oleic acid, is
associated with improvements in body composition in men and women. Mol. Nutr. Food Res. 2016, 60, 1206–1212. [CrossRef]
[PubMed]

23. Folch, J.M.; Lees, M.; Stanley, G.H.S. A simpe method for the isolation and puritfication of total lipids from animal tissues. J. Biol.
Chem. 1957, 226, 497–509. [CrossRef]

24. Stoffel, W.; Chu, F.; Ahrens, E.H. Analysis of long-chain fatty acids by gas-liquid chromatography. Anal. Chem. 1959, 31, 307–308.
[CrossRef]

25. Pedersen, T.L.; Gray, I.J.; Newman, J.W. Plasma and serum oxylipin, endocannabinoid, bile acid, steroid, fatty acid and
nonsteroidal anti-inflammatory drug quantification in a 96-well plate format. Anal. Chim. Acta 2021, 1143, 189–200. [CrossRef]

26. Kadowaki, T.; Yamauchi, T.; Kubota, N.; Hara, K.; Ueki, K.; Tobe, K. Adiponectin and adiponectin receptors in insulin resistance,
diabetes, and the metabolic syndrome. J. Clin. Investig. 2006, 116, 1784–1792. [CrossRef]

27. Kubota, N.; Terauchi, Y.; Kubota, T.; Moroi, M.; Matsui, J.; Eto, K.; Yamashita, T.; Kamon, J.; Satoh, H.; Yano, W.; et al. Disruption
of adiponectin causes insulin resistance and neointimal formation. J. Biol. Chem. 2002, 277, 25863–25866.

28. Yamauchi, T.; Kamon, J.; Waki, H.; Terauchi, Y.; Kubota, N.; Hara, K.; Mori, Y.; Ide, T.; Murakami, K.; Tsuboyama-Kasaoka, N.;
et al. The fat-derived hormone adiponectin reverses insulin resistance assoiated with both lipoatrophy and obesity. Nat. Med.
2001, 8, 941–946. [CrossRef]

29. Wolf, A.M.; Wolf, D.; Rumpold, H.; Enrich, B.; Tilg, H. Adiponectin induces the anti-inflammatory cytokines IL-10 and IL-1RA in
human leukocytes. Biochem. Biophys. Res. Commun. 2004, 323, 630–635. [CrossRef]

30. Brochu-Gaudreau, K.; Rehfeldt, C.; Blouin, R.; Bordignon, V.; Murphy, B.D.; Palin, M.F. Adiponectin action from head to toe.
Endocrine 2010, 37, 11–32. [CrossRef]

31. Cayer, L.G.J.; Mendonça, A.M.; Pauls, S.D.; Winter, T.; Leng, S.; Taylor, C.G.; Zahradka, P.; Aukema, H.M. Adipose tissue oxylipin
profiles vary by anatomical site and are altered by dietary linoleic acid in rats. Prostaglandins Leukot. Essent. Fat. Acids 2019, 141,
24–32. [CrossRef] [PubMed]

32. Tyurina, Y.Y.; Poloyac, S.M.; Tyurin, V.A.; Kapralov, A.A.; Jiang, J.; Anthonymuthu, T.S.; Kapralova, V.I.; Vikulina, A.S.; Jung,
M.Y.; Epperly, M.W.; et al. A mitochondrial pathway for biosynthesis of lipid mediators. Nat. Chem. 2014, 6, 542–552. [CrossRef]
[PubMed]

33. Iwase, H.; Sakurada, K.; Takatori, T.; Nagao, M.; Niijima, H.; Matsuda, Y.; Kobayashi, M. Calcium Ions Potentiate Lipoxygenase
Activity of Cytochrome c at the Physiological pH. Biochem. Biophys. Res. Commun. 1998, 243, 485–491. [CrossRef]

34. Fisk, H.L.; Childs, C.E.; Miles, E.A.; Ayres, R.; Noakes, P.S.; Paras-Chavez, C.; Kuda, O.; Kopecký, J.; Antoun, E.; Lillycrop, K.A.;
et al. Modification of subcutaneous white adipose tissue inflammation by omega-3 fatty acids is limited in human obesity-a
double blind, randomised clinical trial. eBioMedicine 2022, 77, 103909. [CrossRef]

35. Madsen, L.; Pedersen, L.M.; Lillefosse, H.H.; Fjære, E.; Bronstad, I.; Hao, Q.; Petersen, R.K.; Hallenborg, P.; Ma, T.; De Matteis,
R.; et al. UCP1 Induction during Recruitment of Brown Adipocytes in White Adipose Tissue Is Dependent on Cyclooxygenase
Activity. PLoS ONE 2010, 5, e11391. [CrossRef]

36. Vegiopoulos, A.; Müller-Decker, K.; Strzoda, D.; Schmitt, I.; Chichelnitskiy, E.; Ostertag, A.; Berriel Diaz, M.; Rozman, J.; Hrabe
de Angelis, M.; Nüsing, R.M.; et al. Cyclooxygenase-2 controls energy homeostasis in mice by de novo recruitment of brown
adipocytes. Science 2010, 328, 1158–1161. [CrossRef]

37. Paschos, G.K.; Tang, S.Y.; Theken, K.N.; Li, X.; Verginadis, I.; Lekkas, D.; Herman, L.; Yan, W.; Lawson, J.; FitzGerald, G.A.
Cold-Induced Browning of Inguinal White Adipose Tissue Is Independent of Adipose Tissue Cyclooxygenase-2. Cell Rep. 2018,
24, 809–814. [CrossRef]

38. Zahradka, P.; Neumann, S.; Aukema, H.M.; Taylor, C.G. Adipocyte lipid storage and adipokine production are modulated by
lipoxygenase-derived oxylipins generated from 18-carbon fatty acids. Int. J. Biochem. Cell Biol. 2017, 88, 23–30. [CrossRef]

http://doi.org/10.1002/14651858.CD011737
http://www.ncbi.nlm.nih.gov/pubmed/26068959
http://doi.org/10.1016/j.numecd.2019.05.055
http://www.ncbi.nlm.nih.gov/pubmed/31377181
http://doi.org/10.3945/jn.115.212365
http://www.ncbi.nlm.nih.gov/pubmed/26269238
http://doi.org/10.3389/fpls.2015.00190
http://www.ncbi.nlm.nih.gov/pubmed/25870604
http://doi.org/10.1002/ejlt.200600256
http://doi.org/10.2471/BLT.18.220434
http://www.ncbi.nlm.nih.gov/pubmed/30728618
http://doi.org/10.1016/S2213-8587(17)30307-8
http://doi.org/10.1002/mnfr.201500744
http://www.ncbi.nlm.nih.gov/pubmed/26923704
http://doi.org/10.1016/S0021-9258(18)64849-5
http://doi.org/10.1021/ac60146a047
http://doi.org/10.1016/j.aca.2020.11.019
http://doi.org/10.1172/JCI29126
http://doi.org/10.1038/90984
http://doi.org/10.1016/j.bbrc.2004.08.145
http://doi.org/10.1007/s12020-009-9278-8
http://doi.org/10.1016/j.plefa.2018.12.004
http://www.ncbi.nlm.nih.gov/pubmed/30661602
http://doi.org/10.1038/nchem.1924
http://www.ncbi.nlm.nih.gov/pubmed/24848241
http://doi.org/10.1006/bbrc.1998.8126
http://doi.org/10.1016/j.ebiom.2022.103909
http://doi.org/10.1371/journal.pone.0011391
http://doi.org/10.1126/science.1186034
http://doi.org/10.1016/j.celrep.2018.06.082
http://doi.org/10.1016/j.biocel.2017.04.009


Metabolites 2022, 12, 743 16 of 16

39. Tsuchida, A.; Yamauchi, T.; Takekawa, S.; Hada, Y.; Ito, Y.; Maki, T.; Kadowaki, T. Peroxisome proliferator-activated receptor
(PPAR)alpha activation increases adiponectin receptors and reduces obesity-related inflammation in adipose tissue: Comparison
of activation of PPARalpha, PPARgamma, and their combination. Diabetes 2005, 54, 3358–3370. [CrossRef]

40. Leonardini, A.; Laviola, L.; Perrini, S.; Natalicchio, A.; Giorgino, F. Cross-Talk between PPARgamma and Insulin Signaling and
Modulation of Insulin Sensitivity. PPAR Res. 2009, 2009, 818945. [CrossRef]

41. Sirunyan, A.M.; Tumasyan, A.; Adam, W.; Ambrogi, F.; Asilar, E.; Bergauer, T.; Brandstetter, J.; Dragicevic, M.; Ero, J.; Del Valle,
A.E.; et al. Search for a heavy pseudoscalar boson decaying to a Z and a Higgs boson at

√
s=13TeV. Eur. Phys. J. C Part Fields 2019,

79, 564. [CrossRef] [PubMed]
42. Cipolletta, D.; Feuerer, M.; Li, A.; Kamei, N.; Lee, J.; Shoelson, S.E.; Benoist, C.; Mathis, D. PPAR-γ is a major driver of the

accumulation and phenotype of adipose tissue Treg cells. Nature 2012, 486, 549–553. [CrossRef] [PubMed]

http://doi.org/10.2337/diabetes.54.12.3358
http://doi.org/10.1155/2009/818945
http://doi.org/10.1140/epjc/s10052-019-7058-z
http://www.ncbi.nlm.nih.gov/pubmed/31397444
http://doi.org/10.1038/nature11132
http://www.ncbi.nlm.nih.gov/pubmed/22722857

	Introduction 
	Materials and Methods 
	Dietary Oil Fatty Acid Analysis 
	Experimental Animals, Diets, and Study Design 
	Measurement of Fasting Blood Glucose 
	Plasma Adiponectin and High-Molecular-Weight (HMW) Adiponectin 
	EchoMRI for Body Composition 
	Targeted Lipidomic and Quantification of Adipose Tissue and Plasma Lipid Mediators 
	Statistical Analysis 

	Results 
	Effect of Palm-Oil-Rich and Linoleate-Rich Safflower Oil Low-Fat Diets on Physiological Parameters 
	Impact of POLF and SOLF Diets on Brown and White Adipose Tissue and Plasma Lipid Mediators 
	Univariate Analysis 
	Multivariate Analysis 

	Diet-Independent Changes in Lipid Mediators and Relationship to Physiological Measures 
	Diet-Dependent Differences in BAT and Plasma Lipid Mediator Levels Are Strongly Correlated 

	Discussion 
	References

