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Elucidation of Dietary 
Polyphenolics as Potential Inhibitor 
of Microtubule Affinity Regulating 
Kinase 4: In silico and In vitro 
Studies
Parvez Khan   1, Shafikur Rahman2, Aarfa Queen1, Saaliqa Manzoor1, Farha Naz1, Gulam 
Mustafa Hasan3, Suaib Luqman   4, Jihoe Kim2, Asimul Islam   1, Faizan Ahmad1 & Md. 
Imtaiyaz Hassan   1

Microtubule affinity regulating kinase 4 (MARK4) is a Ser/Thr kinase belonging to AMPK-like family, 
has recently become an important drug target against cancer and neurodegenerative disorders. In this 
study, we have evaluated different natural dietary polyphenolics including rutin, quercetin, ferulic acid, 
hesperidin, gallic acid and vanillin as MARK4 inhibitors. All compounds are primarily binds to the active 
site cavity of MARK4. In silico observations were further complemented by the fluorescence-binding 
studies and isothermal titration calorimetry (ITC) measurements. We found that rutin and vanillin bind 
to MARK4 with a reasonably high affinity. ATPase and tau-phosphorylation assay further suggesting 
that rutin and vanillin inhibit the enzyme activity of MARK4 to a great extent. Cell proliferation, ROS 
quantification and Annexin-V staining studies are clearly providing sufficient evidences for the apoptotic 
potential of rutin and vanillin. In conclusion, rutin and vanillin may be considered as potential inhibitors 
for MARK4 and further exploited to design novel therapeutic molecules against MARK4 associated 
diseases.

Protein kinases are the most abundant enzymes encoded by human genome1. Many of these kinases are being 
targeted for inhibition during drug design and discovery2, 3. MARK4, a Ser/Thr kinase belonging to AMPK-like 
family, has recently become an important drug target against neurodegenerative diseases, cancer, obesity and 
other related metabolic disorders4–9. MARK4 was first identified by their ability to phosphorylate tau and other 
related microtubule associated proteins (MAPs) at specific Ser sites in KXGS motifs in the microtubule binding 
repeats10, 11. It helps in regulating stability of microtubules. MARK4 is a mammalian homologue of C. elegans 
Par-1 and plays an indispensable role in asymmetric cell division and establishment of cell polarity12. It also reg-
ulate cell cycle, cell signalling, cellular polarization, neuronal migration and differentiation8, 13. MARK4 shows 
highest expression in brain, kidney and testes10, 14. Whenever its expression fluctuates in cell it creates a havoc 
in many signalling pathways like Akt, mTOR, Wnt and NF-κB, and leads to a myriad of diseases as mentioned 
above5, 15. Recently, MARK4 has been reported to promote breast cancer cell proliferation and migration through 
the inhibition of hippo signalling4. Therefore, MARK4 is considered as an important target for design of drugs 
with anti-cancerous, anti-inflammatory and anti-neurodegenerative effects6, 16–19.

From the ancient time natural compounds or phytonutrients are known for their potential therapeu-
tic applications and almost 60% of the drugs used in treating cancer are basically plant-derived compounds20. 
One of such class of compound is natural polyphenols like flavonoids, which are widely distributed in plants 
and generally present in food like herbs, nuts, vegetables, fruits, plant derived beverages like tea, coffee and red 
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wine21–24. At present, a large number of flavonoids and its derivatives have been tested for their therapeutic prop-
erties25–28. Many epidemiological studies have shown that intake of polyphenols such as flavonoids reduce the 
risk of tumor, diabetes and neurodegeneration. As these phenolic compounds possess anticancer, antioxidant 
and anti-inflammatory activities, henceforth, the dietary polyphenols and flavonoids have gained a lot of atten-
tion in drug discovery29, 30. Furthermore, many studies and meta-analyses suggesting that there exist an inverse 
relationship between the consumption of flavonoids rich diet and development of many age-related disorders31–33.

Alzheimer’s disease (AD) is the most prominent example of neurodegeneration, effecting elderly population on 
large scale34, 35. Large number of reports are available on AD animal models suggesting that the dietary flavonoids 
act as a neuroprotective agent36–40. However, at present no explanation has been given to justify the association 
between consumption of flavonoids and better neurological health. It has been suggested that the therapeuti-
cal effect of flavonoids in the brain may be due to the ability of these flavonoids to interact with different neu-
ronal and glial signalling pathways like Akt, PK-C and MAPK38, 41, 42. Moreover, flavonoids have been reported to 
inhibit the action of kinases involved in hyperphosphorylation of APP and tau and deter the abnormal processing 
of these proteins43. Similarly, in case of cancer studies results shown that flavonoids regulate many signalling path-
ways involved in cancer like NF-κB, MAPK, Wnt and mTOR which regulate cell survival and proliferation25, 44, 45.  
In addition to its neuroprotective attributes, many polyphenols such as flavonoids also possess antioxidative and 
antiproliferative activity; therefore providing cytoprotection against oxidative stress and induces apoptosis in 
cancer cells46.

It is known that polyphenols and flavonoids decreases cell viability and induces apoptosis in many prostate 
and breast cancer cell lines41, 47–49. These plant-based phenolic compounds target AMPK, PK-A, Akt and MAPK 
pathways in different organs like pancreas, muscle, liver and white adipocytes where they affect the glucose home-
ostasis and control diabetes50, 51. But, these therapeutic effects can’t be generalized as some studies have also 
reported inconclusive and even harmful results52–54. Therefore, it remains a subject of study since benefits of 
flavonoids are restricted to its subclasses and population subgroup under study27, 55. Polyphenols and flavonoids 
possess the above-mentioned potential therapeutic effects and which are well known in this class of phenolic 
compounds are selected and evaluated as inhibitors of MARK4.

In this study, apart from studying the binding of quercetin and its glucoside rutin with MARK4, we also 
selected ferulic acid, hesperidin, vanillin and gallic acid because these are most commonly used natural com-
pounds in different applications20, 56–59. Molecular docking was performed to ascertain the interaction between 
these dietary polyphenols and MARK4. Docking results show that these compounds bind with MARK4 signifi-
cantly. Fluorescence quenching and isothermal titration calorimetry (ITC) showed rutin and vanillin binds with 
MARK4 efficiently. Moreover, cytotoxicity and antiproliferative properties of rutin and vanillin were checked by 
MTT assay. Annexin-V, DHE staining and reactive oxygen species (ROS) determination was carried out to see 
the apoptotic and antioxidant potential of rutin and vanillin. In vitro kinase activity of MARK4 has been evaluated 
by cell free ATPase inhibition assay and in cell culture system by tau-phosphorylation assay. The results obtained 
confirm that all studied compounds interact with MARK4 but rutin and vanillin, shows very efficient binding 
with MARK4 and significantly inhibits its activity. Thus, these natural compounds can be considered as a poten-
tial inhibitor for MARK4.

Results
Selected natural compounds shows binding with MARK4.  Polyphenols are known for their anti-
cancer, antidiabetic and antiproliferative ability were used for docking with MARK4 to see possible interac-
tions. Docking analysis helps to estimate the interacting residues, binding energies and intermolecular distance 
between the interacting MARK4 residues to the ligands. On the basis of interacting residues and binding energy 
obtained from docking analysis, the best-docked complexes were rutin, a quercetin derived glucoside and vanillin 
(Table 1).

Major residues of MARK4 that interact with most of the studied ligands are Gly65, Lys85, Glu133, Tyr134, 
Ala135, and Asp196. Rutin interacts to MARK4 by forming hydrogen bonds with Lys85, Glu133, Ala135, Glu182 
and Asp196 at distances 3.2 Å, 2.0 Å, 3.0 Å, 2.2 Å and 2.4 Å, respectively (see Fig. 1 and supplementary Fig. S1). 
Besides such strong hydrogen bonding, rutin forms several other interactions to Ile62, Gly63, Lys64, Ala68, Lys69, 
Val70, Ala83, Val116, Met132, Gly138, Asp142, Asn183, Leu185 and Ala195 (Fig. 2). Although vanillin offers 
only single hydrogen bond (3.3 Å) to MARK4, exists between Ala135 and hydroxyl group of vanillin, but along 
this it also forms a π-π bond with Tyr134 (Fig. 2D). Other residues of MARK4 named Ile62, Gly63, Val70, Ala83, 
Val116, Met132, Leu185 and Ala195 interacts with vanillin (see Fig. 2D and supplementary Fig. S2). The inter-
action of ferulic acid involved formation of three hydrogen bonds with Lys85 and Ala135 and Asp196. Three 
hydrogen bonds were formed between quercetin and MARK4 including residues Lys85, A135 and Asp196. The 
hydrogen bond forming residues in case of hesperidin were Lys64 and Glu103. Gallic acid also showed weak 
binding and formed hydrogen bonds with Ile62 and Ala135 (3.0 Å) (see supplementary Fig. S3).

Fluorescence binding studies.  In order to validate docking results, we used fluorescence spectroscopy to 
measure the binding affinity of ligands to MARK4 using Trp as probe. MARK4 was successfully cloned, expressed 
and purified. For each measurement, 5–10 µM protein was taken in a quartz cuvette and titrated by 1.0 µM of 
selected natural polyphenols from a 1.0 mM stock. The protein was excited at λ280 nm and emission was recorded 
within the range of 300–400 nm. We have screen all docked compounds by fluorescence quenching measure-
ments. To obtain the saturation point we have titrated the MARK4 with increasing concentrations of respective 
compound, the concentration was varied from 0–100 µM. Compounds possesses good binding affinity shows the 
saturation at low concentrations whereas the compounds which does not show binding don’t quench even at high 
concentration (100 µM). For clarity and easy interpretations of results we have shown the refine spectrum of fluo-
rescence binding studies. The best quenching on addition of increasing amount of ligand was observed in case of 
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rutin and vanillin (Fig. 3A,C). For others also, quenching was observed but not so appreciable (see supplementary 
Fig. S4). The fluorescence result was in accordance with the docking results.

The inverse relationship between fluorescence intensity and the concentration of each natural polyphenols 
has been described by Stern-Volmer equation, in which Ka and n represents binding constant and number of 
binding sites per protein molecule, respectively. We observed that rutin is having the highest binding affinity of 
2.87 × 105 M−1 and possess single binding site (Fig. 3B). Vanillin also showed a good binding with Ka calculated 
as 1.65 × 104 M−1 (Fig. 3D). However, other studied natural polyphenols did not show any appreciable binding. 
Thus, the above finding suggests that rutin and vanillin are best among all other natural compounds used in this 
study and they can be used as good inhibitor against MARK4 (Table 1).

Enzyme inhibition assay.  ATPase inhibition assay was performed for screening of all the selected natural 
compounds as an inhibitor of MARK4. We checked the ATPase activity of MARK4 in the presence of all natural 
compounds. During initial screening, a significant decrease in the enzyme activity was seen in the presence of 
rutin and vanillin (see supplementary Fig. S5). Further enzyme inhibition assay of MARK4 was performed with 
increasing concentrations of rutin and vanillin (10–80 μM) as shown in Fig. 4A,B. These enzyme inhibition results 
show that at 40 μM concentrations both rutin and vanillin inhibited ATPase activity nearly by 50% (Fig. 4C,D). 
These results suggest that among studied compounds rutin and vanillin acts as potential inhibitor of MARK4.

Tau-phosphorylation assay.  Cell free in vitro ATPase inhibition assay suggested that rutin and vanil-
lin inhibit the MARK4 activity significantly. In order to confirm this observation, enzyme inhibition activity is 
extended to a cell system based tau-phosphorylation assay. Tau proteins act as the substrate for MARK4 medi-
ated phosphorylation. To see the functional consequences of MARK4 inhibition by rutin and vanillin, SH-SY5Y 
cells were allowed to grow in presence of rutin and vanillin and subsequently phosphorylation of tau has been 
assessed with the help of flow cytometry. It was found that rutin and vanillin inhibit the phosphorylation of tau 
(as shown in Fig. 4E,F). Result presented in the Fig. 4E shows that treatment of rutin and vanillin shifts the posi-
tion of histogram towards the lower side of untreated cells (shown by 4: control). It is of worth mentioning that 
as compared to vanillin, rutin inhibits the phosphorylation of tau to a greater extent (as shown by histogram 2 in 
Fig. 4E). Panel F of the Fig. 4 represents the NXN plot of cells stained with anti-p-tau. It was clear from this plot 
that when phosphorylation pattern of tau was compared according to multiple parameters as labeled on each axis, 
it also follows the same pattern of phosphorylation. Here, NXN plot helps to visualize the corresponding change 
in fluorescence in N dimensions, Fig. 4F gives the respective change in tau-fluorescence (labeled with anti-p-tau) 
of SH-SY5Y cells treated with rutin and vanillin. This data supports our histographic multiple overlay shown in 
Fig. 4E, that when we compare the phosphorylation status of tau in presence of rutin and vanillin in respective 

S.No. Flavonoids Structure ∆G*(kcal/mol) ¶Binding affinity (Ka), M−1 Number of binding sites (n)

1 Gallic acid −5.6 7.6 1

2 Quercetin −8.6 1.02 × 102 1

3 Hesperidin −8.6 1.12 × 102 1

4 Ferulic acid −6.1 1.30 × 104 1

5 Vanillin −7.3 1.6 × 105 1

6 Rutin −9.3 2.87 × 105 1

Table 1.  Binding parameters of selected natural compounds with MARK4 obtained from fluorescence and 
docking studies *Free energy calculated from docking analysis. ¶Binding affinity calculated from fluorescence 
quenching analysis.

http://S4
http://S5


www.nature.com/scientificreports/

4Scientific REPortS | 7: 9470  | DOI:10.1038/s41598-017-09941-4

dimensions, it shows a considerable decrease in phosphorylation of tau. It can be easily observed from Fig. 4F 
(in both histogram and dot plots) the phosphorylation status of tau in vanillin treated cells (shown by sky blue 
colour), rutin treated cells (shown by parrot green colour) is found to be decreased as compared to the untreated 
control cells (shown by pale yellow colour). These results are clearly suggesting that rutin and vanillin inhibits the 
phosphorylation of tau.

ITC measurements.  We observed that the rutin and vanillin showing strong binding and reduces enzyme 
activity of MARK4. To ascertain high binding affinity and associated thermodynamic parameters, we did ITC 
measurements of rutin and vanillin binding to the MARK4. A typical ITC isotherm obtained from titration 
of rutin and vanillin with MARK4 is shown in the Fig. 5. The upper section shows raw data with negative heat 
pulses indicating exothermic binding. After subtracting the dilution heats of both compounds and protein gives 
the integration area and binding curves which are shown in the bottom panels of Fig. 5. This gives the extent 
of heat produced corresponding to the each injection as a quantity of the molar ratio of studied compound to 
that of MARK4. The results presented were obtained from two-site model of fitting. Different thermodynamic 

Figure 1.  Molecular docking of rutin and vanillin with MARK4. (A) Binding of rutin (red) and vanillin (green) 
with MARK4 is shown in the cartoon model. (B) Interacting residues of MARK4 (ball and stick model) and 
vanillin (stick model). (C) Chemical structure of vanillin. (D) Interacting residues of MARK4 (ball and stick 
model) and rutin (stick model) (E) Chemical structure of rutin.
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parameters associated with binding of rutin and vanillin with MARK4 (ΔH, enthalpy change and ΔS, entropy 
change) is shown in Table 2. ITC Results of both rutin and vanillin shows a very good binding with MARK4.

Cell proliferation assay.  We performed 3-[4,5-dimethylthiazol-2-yl]-2,5-diphenyl tetrazoliumbromide 
(MTT) assay to see the effects of rutin and vanillin on cell viability of human breast cancer (MCF-7), human 
cervical cancer (HeLa), neuronal (SH-SY5Y) and nontumorigenic human embryonic kidney (HEK293) cells. 

Figure 2.  Molecular docking studies of rutin and vanillin: (A,B) Pocket view of MARK4 binding with rutin 
shows the hydrogen bond donor-acceptor residues and hydrophobic surface, respectively. (C) 2D schematic 
diagram of docking model of rutin with MARK4. Residues involved in hydrogen bonding, charge or polar 
interactions, van der Waals interactions are represented by respective colour indicated in inset of figure. (D) 2D 
schematic diagram of docking model of vanillin with MARK4. Residues involved in hydrogen bonding, charge 
or polar interactions, van der Waals interactions are represented by respective colour indicated in inset of figure. 
(E,F) Pocket view of MARK4 binding with vanillin shows the hydrogen bond donor-acceptor residues and 
hydrophobic surface, respectively.
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MCF-7, SH-SY5Y and HEK-293 cells are taken as these cells/tissues from which these cells has been derived 
are having reported expression of MARK4 and in MCF-7 cells role of MARK4 has been evaluated for various 
biological functions4, 7, 10, 11. Both rutin and vanillin treatment inhibited cell viability of MCF-7 and HeLa cells in 
a dose-dependent manner (Fig. 6A–D). The 50% inhibitory concentration (IC50) of rutin and vanillin for MCF-7 
cells is 80 μM and 120 μM, respectively, whereas for HeLa cells it is >200 μM. For doxorubicin (taken as positive 
control for cell proliferation studies), the IC50 for MCF-7 cells is 0.12 μM. Interestingly, treatment of rutin and 
vanillin both, at a dose even higher than as 200 μM, did not inhibit the viability of HEK293 and SH-SY5Y cells 
(Fig. 6A–D). Contrary to MCF-7 and HeLa cells, in case of HEK293 and SH-SY5Y cells treatment of rutin and 
vanillin supports the cells viability (shown in Fig. 6A–D).

Apoptosis assay.  Apoptosis plays a central role in the progress and pathophysiology of a wide variety of dis-
eases. However, due to impairment of apoptotic signal transmission most of the cancerous cells evade apoptosis. 
A probability was investigated whether decrease in MCF-7 cells viability by the treatment of rutin and vanillin 
is due to the induction of apoptosis. Annexin- V staining was used to study the apoptosis. For this experiment 
(shown in Fig. 6E), cells were serum-starved and incubated with IC50 concentrations of rutin and vanillin for 
48 h. Cells were washed twice with phosphate-buffered saline (PBS) and stained with FITC labeled Annexin- V. 
Annexin- Vpositive cells were examined by flow cytometry. It was observed that treatment of rutin (IC50 = 80 μM) 
and vanillin (IC50 = 120 μM) induces apoptosis in MCF-7 cells (Fig. 6E). Quantification by flow cytometry anal-
ysis shows that treatment of rutin (80 μM) stimulated a 12% increase in apoptosis of MCF-7 cells and vanillin 
increases apoptosis by 9% as compared to the control cells (Fig. 6E).

Estimation of reactive oxygen species levels.  In this assay, MCF-7 cells were treated with increasing 
concentrations of rutin and vanillin (20–120 μM) for 12 h (Fig. 7). Followed by incubation, to measure intracel-
lular ROS, 2-Dichlorofluorescein diacetate (DCFDA) staining was performed. Treatment of rutin and vanillin 
resulted in a dose-dependent decrease in DCF fluorescence. However, treatment of rutin and vanillin at a concen-
tration of >80 μM induces a slight change in DCF-fluorescence (Fig. 7A,B). These results indicate a decrease in 
intracellular ROS levels in rutin and vanillin treated MCF-7 cells. Further, cytoplasmic superoxide level was meas-
ured by dihydroethidium staining (Fig. 7C). After treating with rutin (80 μM) and vanillin (120 μM), MCF-7 cells 
were stained with DHE and examined by fluorescence microscopy. In fluorescence imaging, substantial decreases 
in the extent of DHE fluorescence as compared to control (untreated cells) have been observed (Fig. 7C). It shows 

Figure 3.  Binding studies of rutin and vanillin with MARK4 using fluorescence spectroscopy. (A) Fluorescence 
spectra of MARK4 (5 µM) with increasing concentration of rutin (0–15 µM). Excitation wavelength was fixed 
to 280 nm and emission was recorded in the range 300–400 nm. (B) Modified Stern-Volmer plot showing 
quenching of MARK4 by rutin used to calculate binding affinity (Ka) and number of binding sites (n). (C) 
Fluorescence spectra of MARK4 (5 µM) with increasing concentration of vanillin (0–14 µM). Excitation 
wavelength was fixed to 280 nm and emission was recorded in the range 300–400 nm. (D) Modified Stern-
Volmer plot showing quenching of MARK4 by vanillin.
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that treatment of rutin and vanillin decreases cytoplasmic superoxide levels. These results imply the antioxidant 
behavior of rutin and vanillin.

Discussion
One major problem in drug designing and chemical synthesis is the cytotoxicity of synthesized compound to that 
of normal cells. Plant-based natural products have therapeutic potential and in most of the cases non-cytotoxic 
in nature; therefore natural products or phytonutrients are the better options to explore in the field of drug 

Figure 4.  ATPase enzyme inhibition and tau-phosphorylation assay of MARK4. (A,B) Shows the hydrolysis of 
Pi from ATP, position of Pi and ATP spots are indicated on left side. Lane 1, negative control (without protein); 
lane 2, 100 nM MARK4 (positive control); and lanes labeled as 10,20,40,60 and 80, shows the concentration of 
rutin and vanillin in µM incubated with 100 ng MARK4, respectively. (C,D) ATPase inhibition (% hydrolysis 
of ATP) with increasing concentrations of rutin and vanillin are shown in bar diagram. Bar graph represents 
the normalized intensity of ATP hydrolysis for duplicate measurements ± SD. *p < 0.05; **p < 0.01, compared 
with the control. Statistical analysis was done using Student’s t- test for unpaired samples. (E) Representative 
flow cytometry histogram of SH-SY5Y cell fractions stained with phosphorylated anti-tau antibodies, each 
histogram represents the phosphorylation status of tau under different treatments as mentioned in inset (F) 
NXN plot of SH-SY5Y cells treated with rutin and vanillin stained with phosphorylated anti-tau. It represents 
the multiple parametric analysis of cell fractions under different treatments stained with phosphorylated anti-
tau.
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designing. Natural dietary polyphenolic compounds have been established as significant anticancer and neuro-
protective therapeutic agents due to their potential of tumor growth inhibition, angiogenesis, metastasis, induc-
tion of apoptosis in cancer cells and neuroprotection without parting major side effects44–46. These important 
therapeutic behaviors are generally shown by flavonoids and they have been reported to inhibit the action of 
kinases involved in hyperphosphorylation and abnormal processing of different proteins like APP and tau43, 60. 
MARK4 is a potential drug target as it linked with Alzheimer’s disease because it phosphorylates tau protein9–11, 61. 
Besides neurological disorders, several studies established the role of MARK4 in breast, liver, prostate cancer pro-
gression, occurrence of type-II diabetes and several metabolic ailments4, 5, 7, 8, 62. Due to the immense importance 
of dietary flavonoids and other natural antioxidants, we evaluate them as potential inhibitors for MARK4. After 
the initial screening by docking and fluorescence studies, role of two natural compounds rutin and vanillin as an 
inhibitor of MARK4 has been studied in detail. Rutin is a dietary flavonoid and vanillin is a phenolic aldehyde, 
both are present in our routine foodstuffs like citrus fruits and vegetables22, 57, 59. Here we investigate their role in 
MARK4 inhibition.

The docking analysis revealed that rutin and vanillin showed major interaction and strong binding with 
MARK4 as compared to other natural polyphenols. The rutin-MARK4 complex is mainly stabilized by hydrogen 
bonding interaction (six H-bonds) whereas vanillin-MARK4 complex is stabilized by hydrogen bonding as well 
as π-π interactions (Figs 1 and 2). From these docking studies we have drawn an important observation that all 
of the studied polyphenols binds to the previously known binding cavity of MARK4 to which its substrate binds. 
It means that the studied compound decreases the affinity of MARK4 for its substrate and behaves as inhibitors. 
Fluorescence binding studies shown in Fig. 3 suggests that although both rutin and vanillin binds efficiently with 
MARK4, but in comparison to vanillin, binding of rutin is stronger.

Figure 5.  ITC measurement showing the titration of rutin and vanillin with MARK4. (Top) Raw data plot 
of heat produced against time for the titration of 800–1200 µM rutin and vanillin into 14–20 µM MARK4. 
(Bottom) Corresponding binding isotherm obtained after integration of peak area and normalization to yield a 
plot of molar enthalpy change against rutin/vanillin-MARK4 ratio. The two-site fit curve is displayed as a thin 
line. Experiments were done in duplicate.

Compound Ka (association constant), M−1
KD (dissociation 
constant) μM

ΔH (enthalpy 
change), cal/mol ΔS, cal/mol/deg

Rutin
Ka1 = 2.04 × 105 ± 0.15 × 105 KD1 = 4.9 ΔH1 = −4.61 × 106 ΔS1 = −1.52 × 104

Ka2 = 1.72 × 106 ± 0.31 × 106 KD2 = 0.581 ΔH2 = −1.0 × 104 ΔS2 = −4.74

Vanillin
Ka1 = 8.43 × 103 ± 0.5 × 103 KD1 = 118.6 ΔH1 = −4.90 × 105 ΔS1 = −1.60 × 103

Ka2 = 1.45 × 105 ± 0.29 × 105 KD2 = 6.9 ΔH2 = −1.22 × 104 ΔS2 = −16.9 × 104

Table 2.  Thermodynamic parameters obtained from the calorimetric titration of rutin and vanillin with MARK4.
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ATPase and tau-phosphorylation assays further validates these results, which depicts that in comparison 
to other studied compounds both rutin and vanillin significantly inhibits the activity of MARK4 (Fig. 4). One 
important inference from the tau-phosphorylation inhibition helps to explain the better survival of studied neu-
ronal and kidney cells. As in case of MARK overexpressing neuronal cells, tau is found to be hyperphosphoryl-
ated, which leads to the abnormal processing of tau9, 11. Our results supports this notion that inhibition of MARK4 
down regulate the phosphorylation of tau and supports the growth of SH-SY5Y neuronal cells. So here inhibition 
of MARK4 may be possible reason that supports growth of neuronal cells. Finally, thermodynamic parameters 
of binding were determined by ITC, the values of association/dissociation constant are shown in Table 2, depicts 
consistent behavior of rutin and vanillin with MARK4. It also suggests that both rutin and vanillin binds with 
MARK4 efficiently but binding of rutin is stronger as compared to vanillin. We have further attempted to work 
out on the potential of rutin and vanillin as an anticancerous molecule by investigating its antiproliferative and 

Figure 6.  Cell proliferation, viability and apoptosis studies. (A–D) Effect of rutin and vanillin on the viability 
of different cancer and normal cell lines: Cells were treated with increasing concentrations of rutin and vanillin 
(0–200 μM) for 48 h. Cell viabilities were shown as a percentage of the number of viable cells to that of the 
control. Values > 100 shows the percentage increase in cell survival to that of control (untreated cells). Each 
data point shown is the mean ± SD from n = 3. (E) Annexin-V staining of MCF-7 cells; cells were treated 
with IC50 concentrations of rutin (80 μM) and vanillin (120 μM) for 48 h and subsequently stained with FITC-
Annexin-V. Stimulation of apoptosis was quantified by flow cytometry. Representative flow images showing 
FITC-Annexin-V labeled cells, which directly corresponds to the percentage of apoptotic cells. (F) Bar graphs 
represents the percentage of apoptotic MCF-7 cells stained with Annexin-V for duplicate measurements ± SD. 
**p < 0.001, compared with the control (untreated cells). Statistical analysis was done using one-way ANOVA 
and t-test for unpaired samples. For anticancer activities doxorubicin has been taken as positive control.
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Figure 7.  Effect of rutin and vanillin on the production of ROS. (A) Fluorescence emission spectrum of DCF 
probe, MCF-7 cells was treated with increasing concentrations of rutin and vanillin. Stained with DCFDA dye 
and DCF fluorescence was measured by spectroflourimeter. (B) Bar graph presentation of DCF fluorescence 
with respective treatment. Bar graph represents the relative intensity of DCF fluorescence for duplicate 
measurements ± SD. *p < 0.05, compared with the control (untreated cells). Statistical analysis was done using 
one-way ANOVA and t-test for unpaired samples. (C) Representative images of MCF-7 cells stained with DHE 
for the assessment of cytoplasmic superoxide levels after the treatment of rutin (IC50 = 80 μM) and vanillin 
(IC50 = 120 μM). After the incubation of cells with rutin and vanillin they were subsequently stained with DAPI 
and DHE as labeled. Red fluorescence shows the presence of superoxides and intensity of red colour represents 
the levels of superoxides.
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apoptotic action on MCF-7 cells. Cellular toxicity and viability analysis indicates that rutin and vanillin inhibits 
the growth of MCF-7 cells significantly in a dose dependent manner (Fig. 6). They also inhibit the proliferation 
of HeLa cells, but to a lesser extent. But in case of HEK293 and SH-5S5Y cells these natural compounds supports 
their survival, as normally in these cell lines tau is found to be hyperphosphorylated and these molecules inhib-
its the MARK4 activity that lower down the phosphorylation of tau, which might be the reason for their better 
growth. Annexin-V is early stage apoptotic marker, staining by Annexin-V suggest that treatment of rutin and 
vanillin induces apoptosis in MCF-7 cells (Fig. 6). MARK4 is previously known to inhibit hippo signalling in 
breast cancer cell4 and acts as the negative regulator of mTORC115 also, both of these pathways are responsible for 
proliferation and migration of cancer cells. So any molecule or inhibitor that inhibits MARK4 can be responsible 
to regulate these pathways. Here our results are in consistency with earlier reports that inhibition of MARK4 
reduces that cell proliferation and induces apoptosis in MCF-7 cells. Further reduction in ROS and cytoplasmic 
superoxide level supports antioxidant behavior of rutin and vanillin63, 64. MARK4 is known to induces oxidative 
stress in adipocytes5, so inhibition of MARK4 may lead to the reduction of ROS and helps to relive oxidative 
stress. Rutin and vanillin both inhibits the activity of MARK4 and also reduces the levels of cellular ROS. Our 
observations of MARK4 inhibition by studied compounds and reduction in ROS also in accordance with the 
results of Liu et al.5, which suggested that inhibition of MARK4 reduces oxidative stress. This antioxidant prop-
erty of these compounds is a good sign for normal cells and bad for cancerous cells. Inhibition of cell prolifera-
tion, antioxidant behavior and induction of apoptosis in MCF-7 cells clearly indicates the anticancerous behavior 
of rutin and vanillin. Other important observation from the cell proliferation assays on HEK293 and neuronal 
cells is the improvement in the survival of these cells by the treatment of rutin and vanillin. This observation 
further supports the application of dietary flavonoids or antioxidants for combating the neurological disorders.

In conclusion, this study confirms the binding of rutin and vanillin with MARK4 and suggesting these natural 
compounds as potential inhibitors for MARK4. Furthermore, our observations imply that targeting of MARK4 
by rutin and vanillin may be an efficient approach to combat with the pathophysiology of cancer and neurodegen-
erative disorders. Results from this study advocate the use of natural/dietary compound in the area of inhibitors/
drug development against MARK4 or other kinases.

Materials and methods
Materials.  CAPS, N-lauroyl sarcosine, MTT (3-[4,5-dimethylthiazol-2-yl]-2,5-diphenyl tetrazolium bro-
mide), rutin hydrate, hesperidin, vanillin, quercetin, ferulic acid, gallic acid (approx. 95%) and other reagents 
were purchased from Sigma Aldrich (St. Louis, MO). Ni-NTA column and gel filtration column (Superdex-75) 
were purchased from GE healthcare (GE Healthcare Life Sciences, Uppsala, Sweden). HeLa (human cervical 
cancer cells), MCF-7 (human breast cancer cells), SH-SY5Y (human neuroblastoma cells) and HEK293 (human 
embryonic kidney cells) cells was procured from National Centre for Cell Sciences (NCCS), Pune, India. Anti-
tau(pSer262) cat:44–750 G, FITC labeled goat anti-rabbit IgG (31635) secondary antibodies and dihydroethid-
ium were taken from Invitrogen, Thermo Fisher Scientific. FITC-Annexin-V detection kit was purchased from 
BD-Pharmingen, BD Biosciences (USA). Dulbecco minimal essential medium (DMEM), RPMI-1640 and Ham’s 
F-12 nutrients mix cell culture medium and fetal bovine serum (FBS) were purchased from Gibco life sciences. 
All reagents used were of molecular biology grade.

Expression and purification of MARK4.  MARK4 (amino acid residues 59 to 368) was successfully 
expressed in M15 competent cells and was then purified using our reported method with some modifications16, 

65, 66. In brief, the recombinant cells were grown and induction was done at 16 °C by minimum concentration of 
IPTG i.e. 1 mM. The pellet obtained from this culture was dissolved in lysis buffer (50 mM Tris, 20 mM EDTA, 
0.1 mM PMSF and 1% Triton-100) and inclusion bodies were prepared. Further, inclusion bodies were dis-
solved in sarcosine buffer (50 mM CAPS, 1.5% N-laurosyl sarcosine, pH 11.0) and were centrifuged for 25 min 
at 12,000 rpm and the supernatant was collected. The supernatant so obtained was allowed to bind on Ni-NTA 
column (Qiagen QIA express). Washing followed this step with 5 mM imidazole in sarcosine buffer. Elution was 
done with increasing concentration of imidazole from 10 mM to 400 mM. The purity of elutant was then checked 
on SDS-PAGE.

Molecular docking.  The atomic co-ordinate of MARK4 available in the protein data bank (www.rcsb.org, 
PDBID: 5ES1), was optimized using steepest descent method from Gromacs 4.5.5.The 2D and 3D structures of all 
the natural compounds were regained from PubChem (https://pubchem.ncbi.nlm.nih.gov/compound/5281318#-
section=2D-Structure/3D-Conformer). Further calculations, file preparations are done according to our pre-
viously published protocol3. After preparing the coordinate files of MARK4 and respective compound, it was 
subjected to docking using AutoDock 4 package67. The interaction between MARK4 and the listed natural com-
pounds was analyzed using the Lamarckian genetic algorithm (LGA). The binding energy was calculated using 
van der Waals, electrostatic interactions and hydrogen bonding. Finally docked complexes of MARK4 were fur-
ther optimized, validated and explored using “Receptor–Ligand Interactions” modules of Discover Studio 4.068. 
PyMOL were used for the visualization of molecular interactions exists in the final dock69.

Fluorescence measurements.  The binding study of ligand with protein was done by monitoring changes 
in fluorescence intensity of protein. Jasco spectroflourimeter (FP-6200) was used to carry out fluorescence exper-
iments using a 5mm cuvette of quartz. The temperature was maintained as 25 ± 0.1 °C by using an external ther-
mostated water circulator. The ligands were dissolved in DMSO, and diluted to 1 µM/µl working concentration 
in the phosphate buffer. The protein was excited at 280 nm and the intrinsic fluorescence emission spectra were 
recorded at 300–400 nm. The characteristic emission peak was seen at 346 nm. As recombinant MARK4 (residues 
59–368) consists of two tryptophan residues, they absorb at 280 nm and give their characteristic emission maxima 

http://www.rcsb.org
https://pubchem.ncbi.nlm.nih.gov/compound/5281318#section=2D-Structure/3D-Conformer
https://pubchem.ncbi.nlm.nih.gov/compound/5281318#section=2D-Structure/3D-Conformer
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nearly at 346, that why we choose fluorescence quenching (due to binding of ligand with protein) experiments as 
a criteria to determine the binding. The final spectra were obtained by subtracting with the corresponding blank. 
The experiments were performed in triplicates and the average data was analysed. The decreased fluorescence 
intensity with increase in the concentration of ligand forms the basic criteria for deducing the binding constant 
(Ka) as well as number of binding sites present on protein (n) using the modified Stern-Volmer equation70:

− = +log(F F)/F logK n log[L] (1)o a

where, Fo = Fluorescence intensity of native protein, F = Fluorescence intensity of protein in the presence of 
ligand, Ka = Binding constant, n = number of binding sites, L = concentration of ligand. The values for binding 
constant (Ka) and number of binding sites (n) were derived from the intercept and slope, respectively.

ATPase and tau-phosphorylation inhibition assay.  ATPase assay was used to check the enzyme activ-
ity of MARK4 protein in the presence of different compounds; for this we used previously published proto-
col from our group6, 71. Briefly, we measured 32Pi released from [γ-32P] ATP hydrolysis, which was catalyzed 
by MARK4. After incubating proteins with ice-cold ATP (1 mM) and [γ-32P] ATP (specific activity 222 TBq 
mmol−1) for 2 h at 37 °C thin layer chromatography was performed. We first preceded our experiment in the pres-
ence of increasing concentrations of all selected natural compounds with MARK4. Finally, after initial screening, 
MARK4 were incubated with increasing concentrations of rutin and vanillin. These results were taken to measure 
the MARK4 inhibition in terms of percentage hydrolysis of ATP, using imageJ software (https://imagej.nih.gov/
ij/index.html). For tau-phosphorylation inhibition assay, SH-SY5Y cells were grown in 6-well cell culture plate 
and treated with rutin and vanillin (80–120 μM). After 24 hrs, 1 × 106 cells were harvested and staining was done 
within 1 h of harvest. Followed by three times washing with PBS containing 2%BSA cells were fixed with fixation 
buffer (2% paraformaldehyde) for 40 min (4 °C) and permeabilized with permeablization buffer (eBioscience) 
and 0.5% saponin for 30 min at 4 °C. The cells were washed two times, resuspended in incubation buffer and 
incubated with primary antibodies of anti-tau (pSer262), at 25 °C for 2 hr. After incubation cells were washes as 
before and labeled with FITC labeled goat anti-rabbit IgG secondary antibody for 30 min at room temperature. 
Flow cytometry analysis was performed on FlowJo (BD Bioscience, USA).) At least 10,000 events were acquired 
for each sample.

Isothermal titration calorimetery.  Isothermal titration calorimetery (ITC) measurements were done at 
25 °C on a VP-ITC microcalorimeter from MicroCal, Inc (GE, MicroCal, USA). Protein was extensively dialyzed 
against 50 mM phosphate buffer and the ligand was dissolved in last dialyzing buffer. Equal amount of DMSO was 
added to the protein solution (1% v/v) in order to prevent signal stability problems during ITC measurements. 
A particular programmed titration involved a first false injection of 2 µl followed by each successive injection of 
10 µl ligand at 260 seconds interval present in the syringe into the cell that contained protein. The stirring rate of 
the injector was kept at 320 rpm. The heat of dilution of ligand in buffer was subtracted from the titration data. 
The data was further analysed using MicroCal Origin 7.0 to calculate the stoichiometry of binding (n), enthalpy 
change (ΔH) and association constant (Ka). These values were determined after the curve fitting of the binding 
isotherm to the ‘two-set of sites’ binding model software provided with the instrument.

Cell proliferation study.  MTT assay was done to determine the cytotoxic and antiproliferative properties 
of rutin and vanillin as described previously3, 71. Briefly, breast cancer cells (MCF-7), human cervical cancer cells 
(HeLa), human neuroblastoma (SH-SY5Y) cells and human embryonic kidney cells (HEK293T) were seeded in 
a 96 well plates at a concentration of 10 × 103 viable cells per well. Afterwards, these cells were incubated with 
increasing concentration of rutin and vanillin (5 µM–200 µM). After 48 h of treatment, both medium and inhib-
itor were removed from the cells, washed twice with phosphate buffer saline (PBS) and then 20 µl MTT (from 
5 mg/ml stock) and 100 µl DMEM was loaded to each well followed by 4–5 hours incubation in a CO2 incubator at 
37 °C. Finally, the residual MTT medium was removed carefully and dissolves the crystals of formazan by adding 
100 µl DMSO in each well. The micro-titer plates were then agitated for 15–20 minutes on an orbital plate shaker 
and then absorbance at 570 nm was determined on a titerplate reader (BioRad). The absorbance value so obtained 
was converted into percentage viability in comparison to the control cells (untreated cells/cells treated with media 
only). For cell proliferation studies doxorubicin has been taken as positive control.

Cell apoptotic assay.  Annexin-V staining was used to determine the cell apoptosis72, 73. MCF-7 cells were 
treated with rutin (80 µM) and vanillin (120 µM) (with IC50 dose, concentration at which cell viability decreases by 
50%) for 48 h at 37 °C, and the control cells were treated with the media only. After treatment, nearly 2 × 106 cells 
were trypsinized and washed two times with 5 ml of PBS by centrifuging at 1800 rpm for 4 min. FITC-Annexin-V 
staining was done by using FITC-Annexin-V kit according to the manufacturer’s instructions (BD-Biosciences, 
USA). 10,000 events for each sample were analyzed by flow cytometry BD FACS Canto and data analysis was 
performed with help of flowJo software.

Reactive oxygen species determination by DCFDA and DHE staining.  Total Reactive oxygen spe-
cies determination (ROS) content inside the cells was determined using the DCFDA reagent. This assay measures 
various ROS such as H2O2 and hydroxyl radicals74. Approximately 70–80% confluent MCF-7 cells in 24-well cul-
ture plates were treated with increasing concentrations of rutin, vanillin (20–120 μM) and positive control H2O2, 
respectively and subsequently assayed for ROS levels estimation using the DCFDA fluorescent dye (Invitrogen 
Grand Island, NY). In brief, after the incubation time, cells were washed with 500 μl Kreb’s Ringer buffer (20 mM 
HEPES, 2 mM MgSO4, 10 mM dextrose, 127 mM NaCl, 1 mM CaCl2 and 5.5 mM KCl), prewarmed at 37 °C and 
then incubated at 37 °C in DMEM containing 10 μM DCFDA dye for 30 min. After that cells were washed twice 

https://imagej.nih.gov/ij/index.html
https://imagej.nih.gov/ij/index.html
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with PBS, pH7.4, trypsinized and collected by centrifugation. Finally cells were resuspended in 300 μl of PBS and 
fluorescence was measured at Jasco spectroflourimeter (FP-6200) using a 5 mm quartz cuvette. The excitation and 
emission filters were set at 485/500–550 nm respectively. Similarly with some modifications, cytosolic superoxide 
levels were determined using dihydroxyethidium staining. Briefly, cells were grown on coverslips to 70–80% con-
fluency and replaced the complete media with reduced serum media for overnight. After giving the treatments of 
rutin (IC50 = 80 μM) and vanillin (IC50 = 120 μM) for 4–5 hr, DHE was added at the final concentration of 10 μM, 
wrap the plate in aluminum foil and incubated at 37 °C for 30 min in dark. Following DHE staining, DAPI is used to 
satin nuclei of the cells as described earlier71. Fluorescence images were taken on Nikon-EclipseTS100 microscope.

Statistical analysis.  All the data are expressed as mean ± standard error from at least three independent 
experiments. Statistical analysis of data was performed using the Student t-test for unpaired samples and one-way 
ANOVA. Differences were considered significant at P < 0.05.

References
	 1.	 Manning, G., Whyte, D. B., Martinez, R., Hunter, T. & Sudarsanam, S. The protein kinase complement of the human genome. Science 

298, 1912–1934, doi:10.1126/science.1075762298/5600/1912 (2002).
	 2.	 Hoda, N. et al. Curcumin specifically binds to the human calcium-calmodulin-dependent protein kinase IV: fluorescence and 

molecular dynamics simulation studies. J Biomol Struct Dyn 34, 572–584, doi:10.1080/07391102.2015.1046934 (2016).
	 3.	 Jameel, E. et al. Design, synthesis, and biological evaluation of pyrimidine derivatives as potential inhibitors of human calcium/

calmodulin-dependent protein kinase IV. Chem Biol Drug Des. 89, 741–754. doi:10.1111/cbdd.12898 (2017).
	 4.	 Heidary Arash, E., Shiban, A., Song, S. & Attisano, L. MARK4 inhibits Hippo signaling to promote proliferation and migration of 

breast cancer cells. EMBO Rep 18, 420–436, doi:10.15252/embr.201642455 (2017).
	 5.	 Liu, Z. et al. Mark4 promotes oxidative stress and inflammation via binding to PPARgamma and activating NF-kappaB pathway in 

mice adipocytes. Sci Rep 6, 21382, doi:10.1038/srep21382 (2016).
	 6.	 Naz, F. et al. Evaluation of human microtubule affinity-regulating kinase 4 inhibitors: fluorescence binding studies, enzyme, and cell 

assays. J Biomol Struct Dyn, 1–10, doi:10.1080/07391102.2016.1249958 (2016).
	 7.	 Pardo, O. E. et al. miR-515-5p controls cancer cell migration through MARK4 regulation. EMBO Rep 17, 570–584, doi:10.15252/

embr.201540970 (2016).
	 8.	 Rovina, D. et al. Microtubule-associated protein/microtubule affinity-regulating kinase 4 (MARK4) plays a role in cell cycle 

progression and cytoskeletal dynamics. Eur J Cell Biol 93, 355–365, doi:10.1016/j.ejcb.2014.07.004 (2014).
	 9.	 Sun, W. et al. Attenuation of synaptic toxicity and MARK4/PAR1-mediated Tau phosphorylation by methylene blue for Alzheimer’s 

disease treatment. Sci Rep 6, 34784, doi:10.1038/srep34784 (2016).
	10.	 Trinczek, B., Brajenovic, M., Ebneth, A. & Drewes, G. MARK4 is a novel microtubule-associated proteins/microtubule affinity-

regulating kinase that binds to the cellular microtubule network and to centrosomes. J Biol Chem 279, 5915–5923, doi:10.1074/jbc.
M304528200 (2004).

	11.	 Drewes, G., Ebneth, A., Preuss, U., Mandelkow, E. M. & Mandelkow, E. MARK, a novel family of protein kinases that phosphorylate 
microtubule-associated proteins and trigger microtubule disruption. Cell 89, 297–308 (1997).

	12.	 Kemphues, K. PARsing embryonic polarity. Cell 101, 345–348, doi:S0092-8674(00)80844-2 (2000).
	13.	 Marx, A., Nugoor, C., Panneerselvam, S. & Mandelkow, E. Structure and function of polarity-inducing kinase family MARK/Par-1 

within the branch of AMPK/Snf1-related kinases. FASEB J 24, 1637–1648, doi:10.1096/fj.09-148064 (2010).
	14.	 Tang, E. I. et al. Microtubule affinity-regulating kinase 4 (MARK4) is a component of the ectoplasmic specialization in the rat testis. 

Spermatogenesis 2, 117–126, doi:10.4161/spmg.20724 (2012).
	15.	 Li, L. & Guan, K. L. Microtubule-associated protein/microtubule affinity-regulating kinase 4 (MARK4) is a negative regulator of the 

mammalian target of rapamycin complex 1 (mTORC1). J Biol Chem 288, 703–708, doi:10.1074/jbc.C112.396903 (2013).
	16.	 Naz, F., Sami, N., Islam, A., Ahmad, F. & Hassan, M. I. Ubiquitin-associated domain of MARK4 provides stability at physiological 

pH. Int J Biol Macromol 93, 1147–1154, doi:10.1016/j.ijbiomac.2016.09.087 (2016).
	17.	 Naz, F. et al. PKR-inhibitor binds efficiently with human microtubule affinity-regulating kinase 4. J Mol Graph Model 62, 245–252, 

doi:10.1016/j.jmgm.2015.10.009 (2015).
	18.	 Naz, H. et al. Structure guided design of potential inhibitors of human calcium-calmodulin dependent protein kinase IV containing 

pyrimidine scaffold. Bioorg Med Chem Lett 26, 782–788, doi:10.1016/j.bmcl.2015.12.098 (2016).
	19.	 Jenardhanan, P., Mannu, J. & Mathur, P. P. The structural analysis of MARK4 and the exploration of specific inhibitors for the MARK 

family: a computational approach to obstruct the role of MARK4 in prostate cancer progression. Molecular bioSystems 10, 
1845–1868, doi:10.1039/c3mb70591a (2014).

	20.	 Desai, A. G. et al. Medicinal plants and cancer chemoprevention. Curr Drug Metab 9, 581–591 (2008).
	21.	 Yun, D. Y. et al. Distinctive Metabolism of Flavonoid between Cultivated and Semiwild Soybean Unveiled through Metabolomics 

Approach. J Agric Food Chem 64, 5773–5783, doi:10.1021/acs.jafc.6b01675 (2016).
	22.	 Zhao, S. et al. Accumulation of Rutin and Betulinic Acid and Expression of Phenylpropanoid and Triterpenoid Biosynthetic Genes 

in Mulberry (Morus alba L.). J Agric Food Chem 63, 8622–8630, doi:10.1021/acs.jafc.5b03221 (2015).
	23.	 Beecher, G. R. Overview of dietary flavonoids: nomenclature, occurrence and intake. J Nutr 133, 3248S–3254S (2003).
	24.	 Pietta, P. G. Flavonoids as antioxidants. J Nat Prod 63, 1035–1042 (2000).
	25.	 Srivastava, S. et al. Quercetin, a Natural Flavonoid Interacts with DNA, Arrests Cell Cycle and Causes Tumor Regression by 

Activating Mitochondrial Pathway of Apoptosis. Sci Rep 6, 24049, doi:10.1038/srep24049 (2016).
	26.	 Bower, A. M., Real Hernandez, L. M., Berhow, M. A. & de Mejia, E. G. Bioactive compounds from culinary herbs inhibit a molecular 

target for type 2 diabetes management, dipeptidyl peptidase IV. J Agric Food Chem 62, 6147–6158, doi:10.1021/jf500639f (2014).
	27.	 Dong, J. Y. & Qin, L. Q. Soy isoflavones consumption and risk of breast cancer incidence or recurrence: a meta-analysis of 

prospective studies. Breast Cancer Res Treat 125, 315–323, doi:10.1007/s10549-010-1270-8 (2011).
	28.	 Rainha, N. et al. HPLC-UV-ESI-MS analysis of phenolic compounds and antioxidant properties of Hypericum undulatum shoot 

cultures and wild-growing plants. Phytochemistry 86, 83–91, doi:10.1016/j.phytochem.2012.10.006S0031-9422(12)00461-X (2013).
	29.	 Romagnolo, D. F. & Selmin, O. I. Flavonoids and cancer prevention: a review of the evidence. J Nutr Gerontol Geriatr 31, 206–238, 

doi:10.1080/21551197.2012.702534 (2012).
	30.	 Zhang, Y. & Liu, D. Flavonol kaempferol improves chronic hyperglycemia-impaired pancreatic beta-cell viability and insulin 

secretory function. Eur J Pharmacol 670, 325–332, doi:10.1016/j.ejphar.2011.08.011S0014-2999(11)00900-9 (2011).
	31.	 Patil, C. S. et al. Protective effect of flavonoids against aging- and lipopolysaccharide-induced cognitive impairment in mice. 

Pharmacology 69, 59–67 (2003).
	32.	 Schmitt-Schillig, S., Schaffer, S., Weber, C. C., Eckert, G. P. & Muller, W. E. Flavonoids and the aging brain. J Physiol Pharmacol 

56(Suppl 1), 23–36 (2005).
	33.	 Samieri, C., Sun, Q., Townsend, M. K., Rimm, E. B. & Grodstein, F. Dietary flavonoid intake at midlife and healthy aging in women. 

Am J Clin Nutr 100, 1489–1497, doi:10.3945/ajcn.114.085605 (2014).

http://dx.doi.org/10.1126/science.1075762298/5600/1912
http://dx.doi.org/10.1080/07391102.2015.1046934
http://dx.doi.org/10.1111/cbdd.12898
http://dx.doi.org/10.15252/embr.201642455
http://dx.doi.org/10.1038/srep21382
http://dx.doi.org/10.1080/07391102.2016.1249958
http://dx.doi.org/10.15252/embr.201540970
http://dx.doi.org/10.15252/embr.201540970
http://dx.doi.org/10.1016/j.ejcb.2014.07.004
http://dx.doi.org/10.1038/srep34784
http://dx.doi.org/10.1074/jbc.M304528200
http://dx.doi.org/10.1074/jbc.M304528200
http://dx.doi.org/10.1096/fj.09-148064
http://dx.doi.org/10.4161/spmg.20724
http://dx.doi.org/10.1074/jbc.C112.396903
http://dx.doi.org/10.1016/j.ijbiomac.2016.09.087
http://dx.doi.org/10.1016/j.jmgm.2015.10.009
http://dx.doi.org/10.1016/j.bmcl.2015.12.098
http://dx.doi.org/10.1039/c3mb70591a
http://dx.doi.org/10.1021/acs.jafc.6b01675
http://dx.doi.org/10.1021/acs.jafc.5b03221
http://dx.doi.org/10.1038/srep24049
http://dx.doi.org/10.1021/jf500639f
http://dx.doi.org/10.1007/s10549-010-1270-8
http://dx.doi.org/10.1016/j.phytochem.2012.10.006S0031-9422(12)00461-X
http://dx.doi.org/10.1080/21551197.2012.702534
http://dx.doi.org/10.1016/j.ejphar.2011.08.011S0014-2999(11)00900-9
http://dx.doi.org/10.3945/ajcn.114.085605


www.nature.com/scientificreports/

1 4Scientific REPortS | 7: 9470  | DOI:10.1038/s41598-017-09941-4

	34.	 Holtzman, D. M., Morris, J. C. & Goate, A. M. Alzheimer’s disease: the challenge of the second century. Sci Transl Med 3, 77sr71, 
doi:10.1126/scitranslmed.30023693/77/77sr1 (2011).

	35.	 Gendron, T. F. & Petrucelli, L. The role of tau in neurodegeneration. Mol Neurodegener 4, 13, doi:10.1186/1750-1326-4-13 (2009).
	36.	 Galli, R. L., Shukitt-Hale, B., Youdim, K. A. & Joseph, J. A. Fruit polyphenolics and brain aging: nutritional interventions targeting 

age-related neuronal and behavioral deficits. Ann N Y Acad Sci 959, 128–132 (2002).
	37.	 Sokolov, A. N., Pavlova, M. A., Klosterhalfen, S. & Enck, P. Chocolate and the brain: neurobiological impact of cocoa flavanols on 

cognition and behavior. Neurosci Biobehav Rev 37, 2445–2453, doi:10.1016/j.neubiorev.2013.06.013S0149-7634(13)00168-1 (2013).
	38.	 Spencer, J. P. Beyond antioxidants: the cellular and molecular interactions of flavonoids and how these underpin their actions on the 

brain. Proc Nutr Soc 69, 244–260, doi:10.1017/S0029665110000054 (2010).
	39.	 Haque, A. M. et al. Long-term administration of green tea catechins improves spatial cognition learning ability in rats. J Nutr 136, 

1043–1047 (2006).
	40.	 Unno, K., Takabayashi, F., Kishido, T. & Oku, N. Suppressive effect of green tea catechins on morphologic and functional regression 

of the brain in aged mice with accelerated senescence (SAMP10). Exp Gerontol 39, 1027–1034, doi:10.1016/j.
exger.2004.03.033S0531556504001378 (2004).

	41.	 Vepsalainen, S. et al. Anthocyanin-enriched bilberry and blackcurrant extracts modulate amyloid precursor protein processing and 
alleviate behavioral abnormalities in the APP/PS1 mouse model of Alzheimer’s disease. J Nutr Biochem 24, 360–370, doi:10.1016/j.
jnutbio.2012.07.006S0955-2863(12)00199-4 (2013).

	42.	 Goyarzu, P. et al. Blueberry supplemented diet: effects on object recognition memory and nuclear factor-kappa B levels in aged rats. 
Nutr Neurosci 7, 75–83, doi:10.1080/10284150410001710410 (2004).

	43.	 Spencer, J. P., Rice-Evans, C. & Williams, R. J. Modulation of pro-survival Akt/protein kinase B and ERK1/2 signaling cascades by 
quercetin and its in vivo metabolites underlie their action on neuronal viability. J Biol Chem 278, 34783–34793, doi:10.1074/jbc.
M305063200 (2003).

	44.	 Syed, D. N., Afaq, F. & Mukhtar, H. Pomegranate derived products for cancer chemoprevention. Semin Cancer Biol 17, 377–385, 
doi:10.1016/j.semcancer.S1044-579X(07)00030-2 (2007).

	45.	 Kim, D. I. et al. Primary closure after a carotid endarterectomy. Surg Today 37, 187–191, doi:10.1007/s00595-006-3385-4 (2007).
	46.	 Syed, D. N., Suh, Y., Afaq, F. & Mukhtar, H. Dietary agents for chemoprevention of prostate cancer. Cancer Lett 265, 167–176, 

doi:10.1016/j.canlet.2008.02.050S0304-3835(08)00163-8 (2008).
	47.	 Khan, N., Afaq, F., Syed, D. N. & Mukhtar, H. Fisetin, a novel dietary flavonoid, causes apoptosis and cell cycle arrest in human 

prostate cancer LNCaP cells. Carcinogenesis 29, 1049–1056, doi:10.1093/carcin/bgn078 (2008).
	48.	 Khan, N., Asim, M., Afaq, F., Abu Zaid, M. & Mukhtar, H. A novel dietary flavonoid fisetin inhibits androgen receptor signaling and 

tumor growth in athymic nude mice. Cancer Res 68, 8555–8563, doi:10.1158/0008-5472.CAN-08-024068/20/8555 (2008).
	49.	 Liu, Y. et al. The natural compound magnolol inhibits invasion and exhibits potential in human breast cancer therapy. Sci Rep 3, 

3098, doi:10.1038/srep03098 (2013).
	50.	 Wedick, N. M. et al. Dietary flavonoid intakes and risk of type 2 diabetes in US men and women. Am J Clin Nutr 95, 925–933, 

doi:10.3945/ajcn.111.028894 (2012).
	51.	 Fu, Z. et al. Genistein induces pancreatic beta-cell proliferation through activation of multiple signaling pathways and prevents 

insulin-deficient diabetes in mice. Endocrinology 151, 3026–3037, doi:10.1210/en.2009-1294 (2010).
	52.	 Boehm, K. et al. Green tea (Camellia sinensis) for the prevention of cancer. Cochrane Database Syst Rev, CD005004, 

doi:10.1002/14651858.CD005004.pub2 (2009).
	53.	 Allred, C. D. et al. Dietary genistein results in larger MNU-induced, estrogen-dependent mammary tumors following ovariectomy 

of Sprague-Dawley rats. Carcinogenesis 25, 211–218, doi:10.1093/carcin/bgg198 (2004).
	54.	 Allred, C. D., Allred, K. F., Ju, Y. H., Virant, S. M. & Helferich, W. G. Soy diets containing varying amounts of genistein stimulate 

growth of estrogen-dependent (MCF-7) tumors in a dose-dependent manner. Cancer Res 61, 5045–5050 (2001).
	55.	 Messina, M., Nagata, C. & Wu, A. H. Estimated Asian adult soy protein and isoflavone intakes. Nutr Cancer 55, 1–12, doi:10.1207/

s15327914nc5501_1 (2006).
	56.	 Hsieh, C. L., Peng, C. C., Chen, K. C. & Peng, R. Y. Rutin (quercetin rutinoside) induced protein-energy malnutrition in chronic 

kidney disease, but quercetin acted beneficially. J Agric Food Chem 61, 7258–7267, doi:10.1021/jf304595p (2013).
	57.	 Loizzo, M. R. et al. Edible Flowers: A Rich Source of Phytochemicals with Antioxidant and Hypoglycemic Properties. J Agric Food 

Chem 64, 2467–2474, doi:10.1021/acs.jafc.5b03092 (2016).
	58.	 Goetz, M. E. et al. Flavanone Intake Is Inversely Associated with Risk of Incident Ischemic Stroke in the REasons for Geographic and 

Racial Differences in Stroke (REGARDS) Study. The Journal of nutrition 146, 2233–2243, doi:10.3945/jn.116.230185 (2016).
	59.	 Hussain, F., Mittal, S., Joshee, N. & Parajuli, P. Application of Bioactive Compounds from Scutellaria in Neurologic Disorders. Adv 

Neurobiol 12, 79–94, doi:10.1007/978-3-319-28383-8_5 (2016).
	60.	 Jia, H. et al. Rhamnetin induces sensitization of hepatocellular carcinoma cells to a small molecular kinase inhibitor or 

chemotherapeutic agents. Biochim Biophys Acta 1860, 1417–1430, doi:10.1016/j.bbagen.2016.04.007 (2016).
	61.	 Naz, F. et al. Designing New Kinase Inhibitor Derivatives as Therapeutics Against Common Complex Diseases: Structural Basis of 

Microtubule Affinity-Regulating Kinase 4 (MARK4) Inhibition. OMICS 19, 700–711, doi:10.1089/omi.2015.0111 (2015).
	62.	 Naz, F., Anjum, F., Islam, A., Ahmad, F. & Hassan, M. I. Microtubule affinity-regulating kinase 4: structure, function, and regulation. 

Cell Biochem Biophys 67, 485–499, doi:10.1007/s12013-013-9550-7 (2013).
	63.	 Yang, J., Guo, J. & Yuan, J. In vitro antioxidant properties of rutin. LWT-Food Science and Technology 41, 1060–1066 (2008).
	64.	 Tai, A., Sawano, T., Yazama, F. & Ito, H. Evaluation of antioxidant activity of vanillin by using multiple antioxidant assays. Biochim 

Biophys Acta 1810, 170–177, doi:10.1016/j.bbagen.2010.11.004 (2011).
	65.	 Naz, F. et al. Cloning, expression, purification and refolding of microtubule affinity-regulating kinase 4 expressed in Escherichia coli. 

Applied biochemistry and biotechnology 172, 2838–2848, doi:10.1007/s12010-014-0733-5 (2014).
	66.	 Naz, F., Islam, A., Ahmad, F. & Hassan, M. I. Atypical PKC phosphorylates microtubule affinity-regulating kinase 4 in vitro. Mol Cell 

Biochem 410, 223–228, doi:10.1007/s11010-015-2555-3 (2015).
	67.	 Morris, G. M. et al. AutoDock4 and AutoDockTools4: Automated docking with selective receptor flexibility. J Comput Chem 30, 

2785–2791, doi:10.1002/jcc.21256 (2009).
	68.	 BIOVIA, D. S. Discovery Studio Modeling Environment. San Diego: Dassault Syste’mes (2013).
	69.	 Lill, M. A. & Danielson, M. L. Computer-aided drug design platform using PyMOL. J Comput Aided Mol Des 25, 13–19, doi:10.1007/

s10822-010-9395-8 (2011).
	70.	 Boaz, H. & Rollefson, G. The quenching of fluorescence. Deviations from the Stern-Volmer law. Journal of the American Chemical 

Society 72, 3435–3443 (1950).
	71.	 Naz, H. et al. Binding studies and biological evaluation of beta-carotene as a potential inhibitor of human calcium/calmodulin-

dependent protein kinase IV. Int J Biol Macromol 96, 161–170, doi:10.1016/j.ijbiomac.2016.12.024 (2016).
	72.	 Rieger, A. M., Nelson, K. L., Konowalchuk, J. D. & Barreda, D. R. Modified annexin V/propidium iodide apoptosis assay for accurate 

assessment of cell death. J Vis Exp, doi:10.3791/2597 (2011).
	73.	 Cecchini, M. J., Amiri, M. & Dick, F. A. Analysis of cell cycle position in mammalian cells. JoVE (Journal of Visualized Experiments), 

e3491–e3491 (2012).
	74.	 Halliwell, B. & Whiteman, M. Measuring reactive species and oxidative damage in vivo and in cell culture: how should you do it and 

what do the results mean? Br J Pharmacol 142, 231–255, doi:10.1038/sj.bjp.0705776 (2004).

http://dx.doi.org/10.1126/scitranslmed.30023693/77/77sr1
http://dx.doi.org/10.1186/1750-1326-4-13
http://dx.doi.org/10.1016/j.neubiorev.2013.06.013S0149-7634(13)00168-1
http://dx.doi.org/10.1017/S0029665110000054
http://dx.doi.org/10.1016/j.exger.2004.03.033S0531556504001378
http://dx.doi.org/10.1016/j.exger.2004.03.033S0531556504001378
http://dx.doi.org/10.1016/j.jnutbio.2012.07.006S0955-2863(12)00199-4
http://dx.doi.org/10.1016/j.jnutbio.2012.07.006S0955-2863(12)00199-4
http://dx.doi.org/10.1080/10284150410001710410
http://dx.doi.org/10.1074/jbc.M305063200
http://dx.doi.org/10.1074/jbc.M305063200
http://dx.doi.org/10.1016/j.semcancer.S1044-579X(07)00030-2
http://dx.doi.org/10.1007/s00595-006-3385-4
http://dx.doi.org/10.1016/j.canlet.2008.02.050S0304-3835(08)00163-8
http://dx.doi.org/10.1093/carcin/bgn078
http://dx.doi.org/10.1158/0008-5472.CAN-08-024068/20/8555
http://dx.doi.org/10.1038/srep03098
http://dx.doi.org/10.3945/ajcn.111.028894
http://dx.doi.org/10.1210/en.2009-1294
http://dx.doi.org/10.1002/14651858.CD005004.pub2
http://dx.doi.org/10.1093/carcin/bgg198
http://dx.doi.org/10.1207/s15327914nc5501_1
http://dx.doi.org/10.1207/s15327914nc5501_1
http://dx.doi.org/10.1021/jf304595p
http://dx.doi.org/10.1021/acs.jafc.5b03092
http://dx.doi.org/10.3945/jn.116.230185
http://dx.doi.org/10.1007/978-3-319-28383-8_5
http://dx.doi.org/10.1016/j.bbagen.2016.04.007
http://dx.doi.org/10.1089/omi.2015.0111
http://dx.doi.org/10.1007/s12013-013-9550-7
http://dx.doi.org/10.1016/j.bbagen.2010.11.004
http://dx.doi.org/10.1007/s12010-014-0733-5
http://dx.doi.org/10.1007/s11010-015-2555-3
http://dx.doi.org/10.1002/jcc.21256
http://dx.doi.org/10.1007/s10822-010-9395-8
http://dx.doi.org/10.1007/s10822-010-9395-8
http://dx.doi.org/10.1016/j.ijbiomac.2016.12.024
http://dx.doi.org/10.3791/2597
http://dx.doi.org/10.1038/sj.bjp.0705776


www.nature.com/scientificreports/

1 5Scientific REPortS | 7: 9470  | DOI:10.1038/s41598-017-09941-4

Acknowledgements
This work is supported by the Science & Engineering Research Board, Department of Science and Technology, 
Government of India, grant to MIH (Project no: EMR/2015/002372). PK thank to the Indian Council of Medical 
Research for financial support. We sincerely acknowledge Harvard University-plasmid providing facility for 
providing the MARK4 gene. Authors thank to the Department of Science and Technology, Government of India 
for the FIST support (FIST program No. SR/FST/LSI-541/2012).

Author Contributions
All the authors are contributed to this manuscript. Conceived and designed the experiments: P.K. and M.I.H. P.K. 
performed the experiments, S.M. and F.N. helps to carry out protein purification, A.Q. helps to do fluorescence 
and M.T.T. experiments. Analyzed the data: P.K., G.M.H., S.L., A.I., F.A. and M.I.H. Wrote the paper: P.K., S.R., 
J.K. and M.I.H.

Additional Information
Supplementary information accompanies this paper at doi:10.1038/s41598-017-09941-4
Competing Interests: The authors declare that they have no competing interests.
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2017

http://dx.doi.org/10.1038/s41598-017-09941-4
http://creativecommons.org/licenses/by/4.0/

	Elucidation of Dietary Polyphenolics as Potential Inhibitor of Microtubule Affinity Regulating Kinase 4: In silico and In v ...
	Results

	Selected natural compounds shows binding with MARK4. 
	Fluorescence binding studies. 
	Enzyme inhibition assay. 
	Tau-phosphorylation assay. 
	ITC measurements. 
	Cell proliferation assay. 
	Apoptosis assay. 
	Estimation of reactive oxygen species levels. 

	Discussion

	Materials and methods

	Materials. 
	Expression and purification of MARK4. 
	Molecular docking. 
	Fluorescence measurements. 
	ATPase and tau-phosphorylation inhibition assay. 
	Isothermal titration calorimetery. 
	Cell proliferation study. 
	Cell apoptotic assay. 
	Reactive oxygen species determination by DCFDA and DHE staining. 
	Statistical analysis. 

	Acknowledgements

	Figure 1 Molecular docking of rutin and vanillin with MARK4.
	Figure 2 Molecular docking studies of rutin and vanillin: (A,B) Pocket view of MARK4 binding with rutin shows the hydrogen bond donor-acceptor residues and hydrophobic surface, respectively.
	Figure 3 Binding studies of rutin and vanillin with MARK4 using fluorescence spectroscopy.
	Figure 4 ATPase enzyme inhibition and tau-phosphorylation assay of MARK4.
	Figure 5 ITC measurement showing the titration of rutin and vanillin with MARK4.
	Figure 6 Cell proliferation, viability and apoptosis studies.
	Figure 7 Effect of rutin and vanillin on the production of ROS.
	Table 1 Binding parameters of selected natural compounds with MARK4 obtained from fluorescence and docking studies.
	Table 2 Thermodynamic parameters obtained from the calorimetric titration of rutin and vanillin with MARK4.




