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An MG53-IRS1-interaction disruptor
ameliorates insulin resistance
Jun Sub Park1,2, Hyun Lee1,2, Bo Woon Choi1,2, Seonggu Ro3, Doyoung Lee 3, Jeong Eun Na3, Jeoung-Ho Hong1,2,
Jae-Seon Lee4, Bong-Woo Kim1,2 and Young-Gyu Ko1,2

Abstract
Mitsugumin 53 (MG53) is an E3 ligase that induces insulin receptor substrate-1 (IRS-1) ubiquitination and degradation
in skeletal muscle. We previously demonstrated that the pharmaceutical disruption of the MG53-IRS-1 interaction
improves insulin sensitivity by abrogating IRS-1 ubiquitination and increasing IRS-1 levels in C2C12 myotubes. Here, we
developed a novel MG53-IRS-1 interaction disruptor (MID-00935) that ameliorates insulin resistance in diet-induced
obese (DIO) mice. MID-00935 disrupted the molecular interaction of MG53 and IRS-1, abrogated MG53-induced IRS-1
ubiquitination and degradation and improved insulin signaling in C2C12 myotubes. Oral administration of MID-00935
increased insulin-induced IRS-1, Akt, and Erk phosphorylation via increasing IRS-1 levels in the skeletal muscle of DIO
mice. In DIO mice, MID-00935 treatment lowered fasting blood glucose levels and improved glucose disposal in
glucose and insulin tolerance tests. These results suggest that MID-00935 may be a potential muscle-targeting drug
candidate for treating insulin resistance.

Introduction
Type 2 diabetes mellitus (T2DM) is a metabolic dis-

order caused by insulin resistance in the liver, fat, and
muscle. Insulin resistance, which does not respond to
normal levels of insulin, leads to excessive glucose pro-
duction by the liver and impaired glucose uptake by adi-
pose tissue and skeletal muscle, eventually resulting in
hyperglycemia, hyperlipidemia, and hyperinsulinemia1.
The main goal of T2DM treatment is to reduce blood
glucose levels to normal levels. Many classes of glucose-
lowering drugs, such as biguanides, sulfonylureas, thia-
zolidinediones, and dipeptidyl peptidase-4 inhibitors, are
clinically available, but there are no drugs that act directly
on skeletal muscle1, 2. Skeletal muscle is the major glucose
reservoir and accounts for more than 80% of insulin-
induced glucose disposal3, 4. Improving the insulin

sensitivity of skeletal muscle may be an effective approach
for treating T2DM.
MG53, also known as TRIM72, is a member of the

tripartite motif-containing protein family, which includes
three distinct domains: a RING finger, B-Box, and coiled-
coil domain5. MG53, which is highly expressed in cardiac
and skeletal muscle, is transcribed by MyoD and MEF2
during skeletal myogenesis6. With the aid of the E2
ubiquitin-conjugating enzyme UBE2H, the MG53 protein
acts as an E3 ubiquitin ligase due to its RING domain7, 8.
Because IRS-1 is a common modulator of both IGF and
the insulin signaling pathway, MG53-induced IRS-1 ubi-
quitination and degradation negatively regulate IGF-
induced myogenesis and insulin signaling in skeletal
muscle5, 7. The genetic disruption of MG53 increases IRS-
1 levels, improves insulin signaling in mouse skeletal
muscle and ameliorates insulin resistance in diet-induced
obese (DIO) mice7, 9. Thus, MG53 is a potential ther-
apeutic target for treating insulin resistance.
In addition to the functions of MG53 in insulin signal-

ing, MG53 plays a crucial role in the muscle membrane
repair process. During muscle contraction, the
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sarcolemma is exposed to acute membrane damage. In
response to oxidized flux, MG53 promotes vesicle traf-
ficking to damaged sites via interaction with dysferlin and
reseals the shredded membrane by oligomerization10, 11.
MG53-disrupted mice exhibit defective membrane repair
in mechanically or chemically induced injuries. Adeno-
associated virus-mediated MG53 gene delivery amelio-
rates muscular dystrophy and heart failure by enhancing
membrane repair in δ-sarcoglycan-disrupted hamsters12.
In addition, the exogenous injection of recombinant
MG53 protein protects the muscle, heart, lung, brain,
liver, and kidney from membrane damage13–19.
Because MG53 plays a positive role in membrane repair

but a negative role in insulin signaling, the development of
MG53-targeting drugs requires precise mechanism-based
manipulation. Specific inhibition of the MG53-IRS-1
interaction can be used as a therapeutic approach for
treating insulin resistance without affecting the mem-
brane repair function of MG5320. Using a bimolecular
luminescence complementation (BiLC) system, we found
a small chemical called MG53-IRS-1 interaction
disruptor-1 (MID-1). MID-1 interferes with the binding of
MG53 to IRS-1, increases IRS-1 levels, and improves
insulin signaling in C2C12 myotubes21. However, the
intraperitoneal injection or oral administration of MID-1
is not effective at improving insulin sensitivity in a DIO
mouse model. Various MID derivatives have been
screened using BiLC systems to develop effective in vivo
MID candidates. Here, we demonstrated that MID-
00935 improved insulin signaling by disrupting the
binding of MG53 to IRS-1 and abrogating MG53-
induced IRS-1 ubiquitination in C2C12 myotubes. In
addition, oral administration of MID-00935 improved
insulin signaling in skeletal muscle and ameliorated
insulin resistance in DIO mice. Based on these findings,
we suggest that MID-00935 may be a potential drug
candidate for treating insulin resistance via targeting
skeletal muscle.

Materials and methods
Screening of MID chemicals using the BiLC system
BiLC constructs and a stable cell line for screening MID

chemicals were developed as described previously21. For
the lysate-based BiLC assay, stable cell lysates were
incubated with MID chemicals for 1 h at the indicated
concentrations. For the cell-based BiLC assay, stable cells
were cultured in 6-well plates, incubated with MID che-
micals for 24 h and then lysed. Luminescence was mea-
sured with a Steady-Glow Luciferase assay kit (Promega,
WI, USA) according to the manufacturer’s instructions
and a SpectraMAX i3x multiplate reader (Molecular
Devices, CA, USA).

Cell culture and transfection
The HEK 293 cell line and C2C12 myoblasts were

maintained as previously described22. Briefly, HEK 293 cells
and C2C12 myoblasts were grown in DMEM supplemented
with 1% penicillin/streptomycin and 10% fetal bovine serum
in a 5% CO2 incubator at 37°C. C2C12 myotubes were
prepared using low passage (5–7) myoblasts, as previously
described22. HA-MG53, HA-C14A, and Flag-IRS-1 plas-
mids were generated as previously described7. Plasmids
were transfected into HEK 293 cells using Lipofectamine
3000 (Invitrogen, CA, USA) according to the manu-
facturer’s instruction.

Immunoblotting and co-immunoprecipitation
Immunoblotting and co-immunoprecipitation ana-

lyses were performed as previously described21. Briefly,
immunoblotting samples were prepared with RIPA lysis
buffer (50 mM Tris-HCl, 150 mM NaCl, 1% Nonidet P-
40, 0.1% SDS, 0.5% sodium deoxycholate and protease
and phosphatase inhibitors at pH 7.5). Co-
immunoprecipitation samples were prepared with IP
lysis buffer (20 mM Tris-HCl (pH 7.5), 150 mM NaCl,
1% Nonidet P-40, 5% glycerol, 1 mM EDTA with pro-
tease and phosphatase inhibitors). Then, 500 μg of
protein was incubated with each antibody for 24 h at 4°
C, followed by incubation with protein A-sepharose or
protein G-agarose beads (Roche Applied Science) for 2
h. Samples were subjected to SDS-PAGE and trans-
ferred to nitrocellulose membranes. Antibodies against
phospho-IRS-1(S302), phospho-IRS-1(S612), Akt, ERK,
phospho-Akt, and phospho-ERK were purchased from
Cell Signaling Technology, and antibodies against Flag,
HA, ubiquitin, GAPDH, and phospho-IRS-1(Y628) were
purchased from Santa Cruz Biotechnology (CA, USA).
The IRS-1 antibody was purchased from BD Trans-
duction Laboratories (CA, USA), and the phospho-IRS-
1(Y608) antibody was purchased from Merck Millipore
(MA, USA).

Quantitative real-time PCR
Total RNA was extracted from C2C12 myotubes or

mouse soleus muscle with an RNeasy mini kit (Qiagen,
Hilden, Germany). cDNA was synthesized using RT master
premix (ELPIS Biotech, Daejeon, South Korea). Gene
expression was determined using a LightCycler 480 II
instrument with TOPreal qPCR 2× PreMIX (Enzynomics,
Daejeon, South Korea) as previously described7. Expression
levels were normalized to the 18 S or GAPDH expression
level and presented as the fold change.

Cycloheximide chase assay
Four-day differentiated C2C12 myotubes were incu-

bated with 5 μM MID-00935 or 0.1% DMSO for 24 h.
Then, the cells were treated with cycloheximide (10 μg/
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ml, Sigma, MA, USA) and harvested at the indicated time.
IRS-1 and MG53 protein levels were determined by
immunoblotting.

Glucose uptake assay
Glucose uptake was measured using a glucose uptake

fluorometric assay kit (Biovision, CA, USA). Four-day
differentiated C2C12 myotubes were treated with vehicle
(0.1% DMSO) or 5 μM MID-00935 for 24 h. Glucose
uptake was measured according to the manufacturer’s
instructions, as previously described23. Insulin-induced
glucose uptake was calculated by subtracting the amount
of basal glucose uptake from the amount of glucose
uptake after insulin treatment.

Animal experiments
To generate DIO mice, four-week-old C57BL/6 N WT

male mice were purchased (Orient Bio, Seongnam, South
Korea) and fed a 60% high-fat diet (D12492, Research
Diets, NJ, USA) for 10 weeks. After 10 weeks, DIO mice
were divided into two groups, and vehicle (10% poloxamer
407 solution containing 30% propylene glycol and 5%
soybean oil) or MID-00935 (100 mg per kg body weight,
mpk) was orally administered. Oral administration was
conducted twice a day, at 9 AM and 9 PM, for 1 to
2 weeks. All experiments were approved by the Korea
University Institutional Animal Care & Use Committee
(KUIACUC-2017-22).

Fig. 1 Screening effective MID derivatives. Scheme of the bimolecular luminescence complementation (BiLC) system for screening MID
derivatives. Briefly, we used HEK 293 cells expressing a C-terminal luciferase fragment fused with MG53 C14A (CLUC-C14A) and an N-terminal
luciferase fragment fused with IRS-1 (NLUC-IRS-1). MID chemical candidates were identified by reduced luciferase activity (a). Luciferase activity was
measured in lysate- and cell-based BiLC systems after treatment with four MID-1 derivatives (b, c). The IC50 values for luciferase activity were
measured in lysate- and cell-based BiLC systems (d). Chemical structure of MID-00935; 4-(morpholinomethyl)-N-(5-nitrothiazol-2-yl) benzamide (e).
Data represent the means ± SEM, n= 3 per group in b and c
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Fig. 2 MID-00935 interferes with the molecular interaction between MG53 and IRS-1. HEK 293 cells were transiently transfected with HA-MG53
C14A (C14A, 2.5 μg) and Flag-IRS-1 (2.5 μg) for 24 h and treated with or without MID-00935 (10 μM) for 12 h. The molecular interaction between
MG53 and IRS-1 was determined by reciprocal immunoprecipitation (a). HEK 293 cells were transiently transfected with HA-MG53 (2.5 μg) and Flag-
IRS-1 (2.5 μg) for 24 h and treated with or without MID-00935 (10 μM) in the presence of MG132 (2.5 μM) for 12 h. The molecular interaction between
MG53 and IRS-1 was investigated by reciprocal immunoprecipitation (b), and IRS-1 ubiquitination was evaluated by ubiquitin immunoblotting after
Flag immunoprecipitation (c). Four-day differentiated C2C12 myotubes were treated with or without MID-00935 (10 μM) in the presence of MG132
(2.5 μM) for 12 h. IRS-1 ubiquitination was determined by ubiquitin immunoblotting after IRS-1 immunoprecipitation (d)
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Fig. 3 (See legend on next page.)
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Glucose tolerance and insulin tolerance tests
For glucose tolerance tests, overnight-fasted male DIO

mice were injected intraperitoneally with D-glucose (2 g/
kg of body weight). For the insulin tolerance test, 4-h
fasted male DIO mice were injected intraperitoneally with
insulin (1.5 U/kg body weight). Blood samples were

collected by tail cutting at each time point, and glucose
levels were determined with an Accu-Chek Active gluc-
ometer (Roche, Basel, Swiss).

(see figure on previous page)
Fig. 3 MID-00935 improves insulin signaling by increasing IRS-1 levels. HA-MG53 and Flag-IRS-1 were transiently transfected in HEK 293 cells for
24 h, and cells were treated with the indicated concentrations of MID-00935 or MG132 (2.5 μM) for 12 h. Flag-IRS-1 and HA-MG53 levels were
determined by immunoblotting (a). Four-day differentiated C2C12 myotubes were treated with the indicated concentrations of MID-00935 or vehicle
(0.1% DMSO) for 24 h. IRS-1 and MG53 protein levels were determined by immunoblotting (b). The mRNA level of IRS-1 was determined by qPCR. (n
= 3) (c). Four-day differentiated C2C12 myotubes were pre-incubated with 0.1% DMSO or 5 μM MID-00935 for 24 h and then treated with
cycloheximide (CHX) for 0, 4, or 8 h. The protein levels of IRS-1 and MG53 were determined by immunoblotting (d). Four-day differentiated C2C12
myotubes were treated with MID-00935 (5 μM) for 24 h and stimulated with 20 nM insulin for 0, 5, and 10 min. The protein levels of MG53, IRS-1, p-
IRS-1(Y608, Y628, S302, S612), Akt, p-Akt, Erk1/2, p-Erk1/2, and GAPDH were determined by immunoblotting (e). Four-day differentiated C2C12
myotubes were incubated with vehicle (0.1% DMSO) or 5 μM MID-00935 for 24 h, stimulated with 20 nM insulin for 20 min and then incubated with
2-DG (10 mM) for 20 min. Glucose uptake is presented as cell-associated fluorescence (f), and insulin-induced glucose uptake is presented as a
percentage of that in the vehicle-treated group (g). Data represent the means ± SEM; n= 3; *p < 0.05, **p < 0.01

Fig. 4 MID-00935 treatment ameliorates insulin resistance in DIO mice. Four-week-old male mice were fed a high-fat diet for 8 weeks and orally
treated with vehicle or MID-00935 (100 mpk, twice a day) for one week. Body weights and fasting blood glucose levels were measured (a, b). Serum
was obtained from overnight-fasted mice. Serum insulin and leptin concentrations were determined (n= 12 for each group) (c, d). Four-week-old
male mice were fed a high-fat diet for 10 weeks and orally treated with vehicle or MID-00935 (100 mpk, twice a day) for one week. Glucose tolerance
tests were performed in DIO mice after 1 week of MID-00935 treatment, and insulin tolerance tests were performed in DIO mice after 2 weeks of MID-
00935 treatment (n= 10 for each group) (e, f). Data are presented as the means ± SEM. t-test; *p < 0.05, **p < 0.01, ***p < 0.001
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Insulin signaling in the skeletal muscle
To evaluate insulin signaling in the skeletal muscle,

insulin (10 U/kg of body weight) was intraperitoneally
injected into overnight-fasted DIO mice. After 10
min, soleus muscles were isolated and immediately
frozen in liquid nitrogen. Samples were homogenized
in ice-cold lysis buffer with a T10 homogenizer
(IKA, Staufen, Germany) and were subjected to
immunoblotting.

Measurement of insulin and leptin
Blood samples were collected from overnight-fasted

DIO mice and then incubated at room temperature for 30
min. After centrifugation at 1000×g for 10 min, the
supernatants of the blood samples were separated. Serum

insulin and leptin levels were determined with mouse
ELISA kits (Millipore, MA, USA).

Measurement of dietary intake, locomotor activity, energy
expenditure, and core body temperature
To determine food uptake and energy expenditure, male

DIO mice were housed individually in an Oxylet indirect
calorimetry system (Panlab, Barcelona, Spain) at the end
of 1 week of vehicle or MID-00935 administration. Then,
O2 consumption (VO2) and CO2 production (VCO2) were
measured at 3 min intervals for 2 days (1 day of mea-
surement after 1 day of acclimation). Energy expenditure
was calculated automatically. Food uptake and locomotor
activity were measured according to the manufacturer’s
instructions. Core body temperature was measured by a

Fig. 5 MID-00935 improves insulin signaling in the skeletal muscle of DIO mice. Four-week-old male mice were fed a high-fat diet for 10 weeks
and orally treated with vehicle or MID-00935 (100 mpk, twice a day) for 2 weeks. Soleus muscle was isolated from vehicle- and MID-00935-treated DIO
mice. The protein levels of IRS-1 and MG53 were determined by immunoblotting (a). Increased IRS-1 levels were statistically assessed (b). The mRNA
level of IRS-1 was determined by qPCR (c) (n= 5 for the vehicle-treated group, and n= 6 for the MID-00935-treated group). Vehicle- or MID-00935-
treated DIO mice were overnight-fasted, and soleus muscle was isolated at 10 min after an intraperitoneal insulin injection (10 U/kg of body weight).
The expression levels of IRS-1, p-IRS-1, Akt, p-Akt, Erk, and p-Erk were determined by immunoblotting (d). p-IRS-1, p-Akt and p-Erk levels in the soleus
muscle were statistically assessed (n= 3 for each group) (e). Data are presented as the means ± SEM; *p < 0.05 compared to the vehicle-treated
group
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Fig. 6 (See legend on next page.)
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portable digital thermometer with a rectal probe (TK-
610B, Harvard apparatus, MA, USA).

Statistical analysis
All data are presented as the means ± SEM. Statistical

analyses were performed using a two tailed Student’s t-
tests.

Results
Screening effective MID derivatives
We previously established a BiLC system for screening

MID chemicals;21 this system uses a HEK 293 stable cell
line expressing N-terminal luciferase fused with IRS-1
(NLUC-IRS-1) and C-terminal luciferase fused with
MG53 C14A (CLUC-C14A) (Fig. 1a). We synthesized
~300 MID derivatives based on the structure of MID-1
[N-(1,3-Thiazol-2-yl) benzamide] and found four MID
derivatives that reduced luciferase activity better than
MID-1 in the BiLC system. These 4 chemicals exhibited
lower IC50 values than MID-1 in both lysate- and cell-
based assays (Fig. 1b–d). MID-00935 had no cellular
toxicity at 10 μM but had in vivo toxicity at 200 milli-
grams per kg of body weight (mpk); MID-00794 and
MID-00977 exhibited cellular toxicity at 10 μM, and
MID-00927 had in vivo toxicity at 50 mpk. Thus, we
selected MID-00935 [4-(morpholinomethyl)-N-(5-nitro-
thiazol-2-yl)-benzamide] for further studies (Fig. 1e).

MID-00935 interferes with the interaction between MG53
and IRS-1 and with MG53-induced IRS-1 ubiquitination
To determine whether MID-00935 interferes with the

interaction between MG53 and IRS-1, we performed
reciprocal exogenous co-immunoprecipitation assays in
HEK 293 cells that transiently overexpressed HA-C14A
and Flag-IRS-1 in the presence of MID-00935. It should
be noted that because C14A is an inactive E3 ligase
mutant, C14A interacts with IRS-1 without inducing IRS-
1 ubiquitination and degradation. As shown in Fig. 2a, the
molecular interaction between C14A and IRS-1 was
absent in the presence of MID-00935. Next, the effect of
MID-00935 on the molecular interaction between MG53
and IRS-1 was investigated in HEK 293 cells over-
expressing wild-type HA-MG53 in the presence of
MG132. As shown in Fig. 2b, reciprocal exogenous

immunoprecipitation showed that MID-00935 dissociated
IRS-1 from MG53. Next, we determined the effect of
MID-00935 on MG53-induced IRS-1 ubiquitination in
MG53- and IRS-1-expressing HEK 293 cells and C2C12
myotubes. As shown in Fig. 2c, d, MID-00935 abolished
MG53-induced IRS-1 ubiquitination in both exogenous
and endogenous systems.

MID-00935 improves insulin signaling by increasing the
IRS-1 level
To examine the effect of MID-00935 on IRS-1 expres-

sion levels, IRS-1 levels were measured in HEK 293 cells
expressing MG53 and IRS-1 after treatment with different
concentrations of MID-00935. Figure 3a shows that
treatment with MID-00935 progressively increased IRS-1
levels in a concentration-dependent manner. The effect of
MID-00935 on the endogenous IRS-1 level was also
examined in C2C12 myotubes. As shown in Fig. 3b, IRS-1
levels increased proportionally with the MID-00935 con-
centration. In both HEK 293 and C2C12 myotubes, 1 μM
MID-00935 restored IRS-1 levels in MG53-expressing
cells to the levels in vehicle-treated cells. In addition, MID-
00935 did not affect the mRNA level of IRS-1 (Fig. 3c) and
increased the half-life time of IRS-1 in C2C12 myotubes in
the presence of cycloheximide (Fig. 3d). These results
suggest that MID-00935 prevents MG53-induced IRS-1
degradation rather than IRS-1 transcriptional upregula-
tion. Because MID-00935 restored IRS-1 levels in MG53-
expressing cells, MID-00935 might improve insulin sig-
naling. To address this hypothesis, we measured the
insulin-induced phosphorylation levels of IRS-1, Akt, and
Erk after treating C2C12 myotubes MID-00935. MID-
00935 increased the insulin-induced phosphorylation
levels of IRS-1, Akt, and Erk and increased the IRS-1 level
(Fig. 3e). We also examined the effect of MID-00935 on
insulin-induced glucose uptake in C2C12 myotubes. As
shown in Fig. 3f, g, MID-00935 increased insulin-induced
glucose uptake by 1.8-fold. These data indicate that MID-
00935 improves insulin sensitivity by increasing IRS-1
levels in C2C12 myotubes.

MID-00935 ameliorates insulin resistance in DIO mice
We measured body weights and fasting glucose levels in

DIO mice fed a high-fat diet for 8 weeks after MID-00935

(see figure on previous page)
Fig. 6 MID-00935 reduces fat mass and increases energy expenditure. Four-week-old male mice were fed a high-fat diet for 8 weeks and orally
treated with vehicle or MID-00935 (100 mpk, twice a day) for one week. After an overnight fast, gastrocnemius plus plantaris (Gp), soleus muscle, and
liver weights were measured (a–c). Weights of Epididymal (EWAT), inguinal (IWAT), and brown adipose tissue (BAT) were measured (n= 12 for each
group) (d–f). Four-week-old male mice were fed a high-fat diet for 10 weeks and orally treated with vehicle or MID-00935 (100 mpk, twice a day) for
2 weeks. After treating DIO mice with vehicle or MID-00935 for 1 week, food uptake, locomotor activity, VO2, VCO2, and energy expenditure were
measured for 24 h (n= 10 for each group) (g–l). Core body temperatures were measured by a thermocouple thermometer with a rectal probe (m).
Data are presented as the means ± SEM; *p < 0.05 and ***p < 0.001, compared to the vehicle-treated group
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administration (100 mpk, twice a day) for one week. As
shown in Fig. 4a, b, MID-00935 treatment reduced body
weights from 36 to 32 g and fasting blood glucose levels
from 142 to 118mg/dL. MID-00935 treatment sig-
nificantly reduced serum insulin and leptin levels (Fig. 4c,
d). MID-00935 treatment also improved glucose disposal
in glucose and insulin tolerance tests in DIO mice (Fig. 4e,
f). Next, we measured the expression levels of IRS-1 in the
skeletal muscle of MID-00935-treated DIO mice. The
protein levels of IRS-1 were doubled by MID-00935
treatment (Fig. 5a, b). However, the mRNA levels of IRS-1
were unchanged (Fig. 5c). Insulin-induced IRS-1, Akt, and
Erk phosphorylation was determined by immunoblotting
in the skeletal muscle of MID-00935-treated DIO mice.
After insulin stimulation, p-IRS-1, p-Akt, and p-Erk levels
were higher in MID-00935-treated DIO mice than in
vehicle-treated DIO mice (Fig. 5d, e). These data suggest
that MID-00935 disrupts with the MG53-IRS-1 interac-
tion in vivo and may be used as a therapeutic agent for
treating insulin resistance.

MID-00935 increases energy expenditure
Body weight reduction was significant after the oral

administration of MID-00935 for 1 week (Fig. 4a). To
know whether body weight reduction is an adverse effect
or therapeutic effect of MID-00935, we measured muscle,
liver, and fat mass. MID-00935 treatment did not change
the skeletal muscle (gastrocnemius plus plantaris muscle
and soleus muscle) or liver mass (Fig. 6a–c) but decreased
the mass of epididymal and inguinal white adipose tissue
and brown adipose tissue (Fig. 6d–f). These data showed
that the body weight reduction effect of MID-00935
treatment results from fat mass reduction. Next, we
determined food uptake, locomotor activity, core body
temperature, and energy expenditure. MID-00935 treat-
ment did not change food uptake, locomotor activity or
core body temperature but increased oxygen consump-
tion and energy expenditure (Fig. 6g–m). These results
may indicate that MID-00935 treatment improves insulin
sensitivity and glucose utilization in the skeletal muscle by
increasing IRS-1 levels and whole body energy expendi-
ture and by decreasing fat mass.

Discussion
Skeletal muscle is the largest organ in the body; it

accounts for ~40% of body weight and is responsible for
80% of insulin-induced glucose disposal from the blood3,
4. For the treatment of type 2 diabetes, exercise-mediated
glycemic control via skeletal muscle is one of the major
clinical guidelines in addition to dietary intervention and
pharmacological glucose-lowering therapy24, 25. Exercise
is as effective as metformin for treating T2DM26. How-
ever, there are no clinical drugs that directly target ske-
letal muscle to control blood glucose levels. For example,

the first-line drug metformin increases AMPK activity
and mitochondrial activity in skeletal muscle, but the
primary glucose-lowering mechanism of metformin
suppresses hepatic gluconeogenesis and glycogen-
olysis27–29. Because the peroxisome proliferator-activated
receptor gamma (PPARγ) agonists thiazolidinediones
(TZDs) ameliorate insulin resistance in skeletal muscle-
specific PPARγ knockout mice, TZDs mainly improve
insulin sensitivity by increasing fatty acid uptake in adi-
pose tissue30, 31.
IRS-1 is tyrosine-phosphorylated and activated by the

insulin-induced insulin receptor (IR). Activated IRS-1
stimulates the PI3K-Akt pathway, which induces
GLUT4 translocation to the plasma membrane in ske-
letal muscle, leading to glucose uptake. The PI3K-Akt
pathway in skeletal muscle also activates hexokinase, 6-
phosphofructokinase, pyruvate dehydrogenase, and
glycogen synthase, leading to glycolysis and glycogen-
esis32. Under diabetic conditions, IRS-1 levels are
downregulated in various tissues, such as fat, the liver,
the heart, endothelium, and muscle33–38. Genetic dis-
ruption of IRS-1 causes insulin resistance and dia-
betes39, 40. Thus, increasing IRS-1 levels in skeletal
muscle may be an effective approach for treating insulin
resistance.
MID-00935 increased IRS-1 levels and improved insulin

sensitivity by interfering with the interaction between
MG53 and IRS-1 (Figs. 2 and 3). The administration of
MID-00935 improved insulin signaling and glucose
uptake, with an increased IRS-1 level in skeletal muscle;
these actions ultimately improved whole-body insulin
sensitivity according to ITTs and GTTs (Figs. 4 and 5).
Thus, MID-00935 may be developed as an anti-diabetic
drug. Interestingly, human MG53 is expressed in skeletal
muscle but not in cardiac muscle, whereas rodent MG53
is expressed in both skeletal and cardiac muscle41. Thus,
MID-00935 may not exhibit any side effects on the human
heart but may be synergistic with other tissue-targeting
drugs, including metformin and TZDs.
Since insulin secretagogues and high-dose insulin

therapy increase cancer incidence42, MID-00935 may
also increase cancer incidence because MID adminis-
tration improves insulin- and IGF-elicited Akt activa-
tion. Skeletal muscle-derived tumors are rare, and most
of these are rhabdomyosarcomas43. Because rhabdo-
myosarcoma is derived from satellite cells that do not
express MG5344, MID-00935 may not have any effect on
the incidence of rhabdomyosarcoma. Thus, the ther-
apeutic approach for targeting MG53 in skeletal muscle
may be a useful way to treat type 2 diabetes without side
effects.

Park et al. Experimental & Molecular Medicine (2018) 50:69 Page 10 of 12

Official journal of the Korean Society for Biochemistry and Molecular Biology



Acknowledgements
This work was supported by a grant awarded to Y.-G.K from the National
Research Foundation of Korea (2015R1A5A1009024).

Author details
1Division of Life Sciences, Korea University, Seoul, Korea. 2Tunneling Nanotube
Research Center, Korea University, Seoul, Korea. 3CrystalGenomics, Inc.,
Seongnam-si, Gyeonggi-do, Korea. 4Department of Molecular Medicine,
College of Medicine, INHA University, Incheon, Korea

Conflict of interest
The authors declare no conflict of interest.

Publisher’s note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Received: 9 November 2017 Revised: 8 March 2018 Accepted: 16 March
2018.
Published online: 6 June 2018

References
1. Tahrani, A. A., Barnett, A. H. & Bailey, C. J. Pharmacology and therapeutic

implications of current drugs for type 2 diabetes mellitus. Nat. Rev. Endocrinol.
12, 566–592 (2016).

2. Erion, D. M., Park, H. J. & Lee, H. Y. The role of lipids in the pathogenesis and
treatment of type 2 diabetes and associated co-morbidities. BMB Rep. 49,
139–148 (2016).

3. Thiebaud, D. et al. The effect of graded doses of insulin on total glucose
uptake, glucose oxidation, and glucose storage in man. Diabetes 31, 957–963
(1982).

4. DeFronzo, R. A., Gunnarsson, R., Bjorkman, O., Olsson, M. & Wahren, J. Effects of
insulin on peripheral and splanchnic glucose metabolism in noninsulin-
dependent (type II) diabetes mellitus. J. Clin. Invest. 76, 149–155 (1985).

5. Lee, C. S. et al. TRIM72 negatively regulates myogenesis via targeting insulin
receptor substrate-1. Cell Death Differ. 17, 1254–1265 (2010).

6. Jung, S. Y. & Ko, Y. G. TRIM72, a novel negative feedback regulator of myo-
genesis, is transcriptionally activated by the synergism of MyoD (or myogenin)
and MEF2. Biochem. Biophys. Res. Commun. 396, 238–245 (2010).

7. Yi, J. S. et al. MG53-induced IRS-1 ubiquitination negatively regulates skeletal
myogenesis and insulin signalling. Nat. Commun. 4, 2354 (2013).

8. Nguyen, N., Yi, J. S., Park, H., Lee, J. S. & Ko, Y. G. Mitsugumin 53 (MG53) ligase
ubiquitinates focal adhesion kinase during skeletal myogenesis. J. Biol. Chem.
289, 3209–3216 (2014).

9. Song, R. et al. Central role of E3 ubiquitin ligase MG53 in insulin resistance and
metabolic disorders. Nature 494, 375–379 (2013).

10. Cai, C. et al. MG53 nucleates assembly of cell membrane repair machinery.
Nat. Cell Biol. 11, 56–64 (2009).

11. Cai, C. et al. Membrane repair defects in muscular dystrophy are linked to
altered interaction between MG53, caveolin-3, and dysferlin. J. Biol. Chem. 284,
15894–15902 (2009).

12. He, B. et al. Enhancing muscle membrane repair by gene delivery of MG53
ameliorates muscular dystrophy and heart failure in delta-Sarcoglycan-
deficient hamsters. Mol. Ther. 20, 727–735 (2012).

13. Weisleder, N. et al. Recombinant MG53 protein modulates therapeutic cell
membrane repair in treatment of muscular dystrophy. Sci. Transl. Med. 4,
139ra185 (2012).

14. Jia, Y. et al. Treatment of acute lung injury by targeting MG53-mediated cell
membrane repair. Nat. Commun. 5, 4387 (2014).

15. Corona, B. T. et al. Effect of recombinant human MG53 protein on tourniquet-
induced ischemia-reperfusion injury in rat muscle. Muscle Nerve 49, 919–921
(2014).

16. Duann, P. et al. MG53-mediated cell membrane repair protects against acute
kidney injury. Sci. Transl. Med. 7, 279ra236 (2015).

17. Liu, J. et al. Cardioprotection of recombinant human MG53 protein in a
porcine model of ischemia and reperfusion injury. J. Mol. Cell. Cardiol. 80,
10–19 (2015).

18. Yao, Y. et al. MG53 permeates through blood-brain barrier to protect ischemic
brain injury. Oncotarget 7, 22474–22485 (2016).

19. Yao, W. et al. MG53 anchored by dysferlin to cell membrane reduces hepa-
tocyte apoptosis which induced by ischaemia/reperfusion injury in vivo and
in vitro. J. Cell. Mol. Med. 21, 2503–2513 (2017).

20. Tan, T., Ko, Y. G. & Ma, J. Dual function of MG53 in membrane repair and
insulin signaling. BMB Rep. 49, 414–423 (2016).

21. Lee, H. et al. MG53-IRS-1 (Mitsugumin 53-Insulin Receptor Substrate-1) inter-
action disruptor sensitizes insulin signaling in skeletal muscle. J. Biol. Chem.
291, 26627–26635 (2016).

22. Lee, H. et al. Mitochondrial oxidative phosphorylation complexes exist in the
sarcolemma of skeletal muscle. BMB Rep. 49, 116–121 (2016).

23. Lee, H. et al. Extracellular reactive oxygen species are generated by a plasma
membrane oxidative phosphorylation system. Free Radic. Biol. Med. 112,
504–514 (2017).

24. Berman, L. J., Weigensberg, M. J. & Spruijt-Metz, D. Physical activity is related to
insulin sensitivity in children and adolescents, independent of adiposity: a
review of the literature. Diabetes Metab. Res. Rev. 28, 395–408 (2012).

25. Roberts, C. K., Little, J. P. & Thyfault, J. P. Modification of insulin sensitivity and
glycemic control by activity and exercise. Med. Sci. Sports Exerc. 45, 1868–1877
(2013).

26. Knowler, W. C. et al. Reduction in the incidence of type 2 diabetes with
lifestyle intervention or metformin. N. Engl. J. Med. 346, 393–403 (2002).

27. Musi, N. et al. Metformin increases AMP-activated protein kinase activity in
skeletal muscle of subjects with type 2 diabetes. Diabetes 51, 2074–2081
(2002).

28. Wessels, B., Ciapaite, J., van den Broek, N. M., Nicolay, K. & Prompers, J. J.
Metformin impairs mitochondrial function in skeletal muscle of both lean and
diabetic rats in a dose-dependent manner. PLoS One 9, e100525 (2014).

29. Viollet, B. et al. Cellular and molecular mechanisms of metformin: an overview.
Clin. Sci. (Lond.) 122, 253–270 (2012).

30. Quinn, C. E., Hamilton, P. K., Lockhart, C. J. & McVeigh, G. E. Thiazolidinediones:
effects on insulin resistance and the cardiovascular system. Br. J. Pharmacol.
153, 636–645 (2008).

31. Norris, A. W. et al. Muscle-specific PPARgamma-deficient mice develop
increased adiposity and insulin resistance but respond to thiazolidinediones. J.
Clin. Invest. 112, 608–618 (2003).

32. Mandarino, L. J. et al. Regulation of hexokinase II and glycogen synthase
mRNA, protein, and activity in human muscle. Am. J. Physiol. 269, E701–E708
(1995).

33. Rondinone, C. M. et al. Insulin receptor substrate (IRS) 1 is reduced and IRS-2 is
the main docking protein for phosphatidylinositol 3-kinase in adipocytes from
subjects with non-insulin-dependent diabetes mellitus. Proc. Natl Acad. Sci.
USA 94, 4171–4175 (1997).

34. Kerouz, N. J., Horsch, D., Pons, S. & Kahn, C. R. Differential regulation of insulin
receptor substrates-1 and -2 (IRS-1 and IRS-2) and phosphatidylinositol 3-
kinase isoforms in liver and muscle of the obese diabetic (ob/ob) mouse. J.
Clin. Invest. 100, 3164–3172 (1997).

35. Saad, M. J. et al. Regulation of insulin receptor substrate-1 in liver and muscle
of animal models of insulin resistance. J. Clin. Invest. 90, 1839–1849 (1992).

36. Yu, Q. et al. Effective glycaemic control critically determines insulin cardio-
protection against ischaemia/reperfusion injury in anaesthetized dogs. Cardi-
ovasc. Res. 103, 238–247 (2014).

37. Nemoto, S., Matsumoto, T., Taguchi, K. & Kobayashi, T. Relationships among
protein tyrosine phosphatase 1B, angiotensin II, and insulin-mediated aortic
responses in type 2 diabetic Goto-Kakizaki rats. Atherosclerosis 233, 64–71
(2014).

38. Goodyear, L. J. et al. Insulin receptor phosphorylation, insulin receptor
substrate-1 phosphorylation, and phosphatidylinositol 3-kinase activity are
decreased in intact skeletal muscle strips from obese subjects. J. Clin. Invest. 95,
2195–2204 (1995).

39. Araki, E. et al. Alternative pathway of insulin signalling in mice with targeted
disruption of the IRS-1 gene. Nature 372, 186–190 (1994).

40. Tamemoto, H. et al. Insulin resistance and growth retardation in mice lacking
insulin receptor substrate-1. Nature 372, 182–186 (1994).

41. Lemckert, F. A. et al. Lack of MG53 in human heart precludes utility as a
biomarker of myocardial injury or endogenous cardioprotective factor. Car-
diovasc. Res. 110, 178–187 (2016).

42. Chang, C. H., Lin, J. W., Wu, L. C., Lai, M. S. & Chuang, L. M. Oral insulin
secretagogues, insulin, and cancer risk in type 2 diabetes mellitus. J. Clin.
Endocrinol. Metab. 97, E1170–E1175 (2012).

Park et al. Experimental & Molecular Medicine (2018) 50:69 Page 11 of 12

Official journal of the Korean Society for Biochemistry and Molecular Biology



43. Ognjanovic, S., Linabery, A. M., Charbonneau, B. & Ross, J. A. Trends in child-
hood rhabdomyosarcoma incidence and survival in the United States, 1975-
2005. Cancer 115, 4218–4226 (2009).

44. Hong, J. et al. Myosin heavy chain is stabilized by BCL-2 interacting cell death
suppressor (BIS) in skeletal muscle. Exp. Mol. Med. 48, e225 (2016).

Park et al. Experimental & Molecular Medicine (2018) 50:69 Page 12 of 12

Official journal of the Korean Society for Biochemistry and Molecular Biology


	An MG53-IRS1-interaction disruptor ameliorates insulin resistance
	Introduction
	Materials and methods
	Screening of MID chemicals using the BiLC system
	Cell culture and transfection
	Immunoblotting and co-immunoprecipitation
	Quantitative real-time PCR
	Cycloheximide chase assay
	Glucose uptake assay
	Animal experiments
	Glucose tolerance and insulin tolerance tests
	Insulin signaling in the skeletal muscle
	Measurement of insulin and leptin
	Measurement of dietary intake, locomotor activity, energy expenditure, and core body temperature
	Statistical analysis

	Results
	Screening effective MID derivatives
	MID-00935 interferes with the interaction between MG53 and IRS-1 and with MG53-induced IRS-1 ubiquitination
	MID-00935 improves insulin signaling by increasing the IRS-1 level
	MID-00935 ameliorates insulin resistance in DIO mice
	MID-00935 increases energy expenditure

	Discussion
	ACKNOWLEDGMENTS




