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following the publication of the above article, an interested 
reader drew to the authors’ attention that the western blotting 
data shown in figs. 2f and 5e were strikingly similar, even 
though they were intended to show the results from differently 
performed experiments; furthermore, the migration assay 
images shown for the 24 h ‘blank’ and ‘Vector’ experiments in 
fig. 3c were apparently the same. 

The authors have consulted their original data, and realized 
that the errors in the presentation of these figures arose 
inadvertently as a consequence of selecting the wrong images 
for the 24 h ‘blank’ experiement in fig. 3c and the western 
blot for the ar / nucleus experiment in fig. 5e. The revised 
versions of figs. 3 and 5 are shown on the next two pages. all 
the authors approve of the publication of this corrigendum, and 
the authors are grateful to the editor of Molecular Medicine 
Reports for granting them the opportunity to publish this. The 
authors regret that these errors were included in the paper, and 
also apologize to the readership for any inconvenience caused.

This work is licensed under a Creative Commons 
Attribution 4.0 International (CC BY 4.0) License.
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figure 3. hepacaM overexpression inhibits invasion and migration of lncaP cells. (a and b) Wound healing assay of the lncaP cells with different 
treatments. (c and d) Migrated lncaP cells, as measured by Matrigel migration assay. (e and f) expression levels of e‑cadherin, n‑cadherin, and Snail, as 
analysed by western blotting. The data are presented as the mean ± standard deviation. Magnification, x200. *P<0.05, **P<0.01, ***P<0.001. ad, adenovirus; 
hepacaM, hepatocyte cell adhesion molecule; mt, mutant..
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figure 5. differences in ar subcellular localization associated with si‑ran. (a) relative mrna expression levels of ran was determined using reverse tran‑
scription‑quantitative polymerase chain reaction after ran was silenced by si‑ran in the lncaP cells. (b and c) ran protein expression was analysed using 
western blotting after ran had been silenced by si‑ran in the lncaP cells. (d) eliSa analysis of PSa was performed in the culture medium supernatant of 
the different groups at 12–48 h. Subcellular localization of ar protein in the lncaP cells treated with si‑ran in the presence or absence of (e) ad‑hepacaM 
and (f) ad‑hepacaM‑mt was analysed using western blotting. The data are presented as the mean ± standard deviation. *P<0.05, **P<0.01 and ***P<0.001. 
Ad, adenovirus; AR, androgen receptor; HepaCAM, hepatocyte cell adhesion molecule; mt, mutant; NC, negative control; PSA, prostate specific antigen; si, 
small interference.


