Supplementary Table 1. Protocol for rs2285676 genotyping

Primer sequence (5-3) Fragment length after PCR and digestion by Benl
(bp)

F: 5>-CAGGAACCTGTACTGGGTTA-3’ CIC TIT T/C

R: 5’-AATCATGTGTGGTGGGCACA-3’ 356 + 276 632 632 + 356 + 276




