
 

Supplementary sequences:  

>Pp-Kinesin09-b_425498_Motor_Domain 

SRIRVYLRLRPSVKPSPAINIESETHRVLIDVEKSIGGGPPKAYVNQIVFNVDNIVQTTNQQTMYELCAKASVDEFLKGYN
STIMSYGQVGAGKTFTMTGDMKVYVHRGIIPRAIQQIFEEKEAKPEAGIVVHMSYMEIYQEGLYDLLQKRRDDLMIIE
DNQLLNVRGLAKVRVETETEALKWFQEGEKSRSFGNHFLNSLSSRSHTILTFYMERRVARVSTQLALQVAKLNLVDLAG
VERLKKTKGDTGSLMRKEACINNKTLSFLEQTIFALRLKKAHIPFRHSKVTTLLKESLGNNHKTVFMVCAWPEEYFLDETI
GALRFAQRVKYLKIFQVTHKKPDCADTT 

>Pp-Kinesin09-c_428375_Motor_Domain 

MQLFVSSTKFSAMGAGFDSTIDIYLRVRPISSGAKAVLELNQEEGRVTWTIPRHVSLGLANHQREHFTFKFTGLFDMESK
QDEVFQKVAHKVVIGSLDGYNGTIFAYGQTGSGKTYTITGGSERYVDRGIIPRTISLIFSEIAERSEYAYTLHFSYMEVYNET
GYDLLNPDHETKALEDLPKDFILANEPIIANYQFANAFRVATEEEALNLVFVGDTNRIISSTPMNMASSRSHCIFTAHILAC
KVGEETVRKSKLHLVDLAGSERVWKTGVDGQILREAKYINLSLHYLEQVIVALQEKFQGKMRTHIPYRNSMMTSVLRD
SIGGNCLTVMIATVTIAQDQLPETISTCRFAQRVAMISNQVTLNEEVDPNLLI 

>Pp-Kinesin14_Vb_435597_Full_Length 

MGDAKGVRNSWGGGLPSYRQFDADDEPRVREAPVYVPQSPSLTGRVPQSPSLAGRVPQSPSLAGRRHSISAVQFP
DTPKQKSLQSPTFVSKVLKVKDRLSSAREECIELRQEASDLQEYSNAKIERVTRYLGVLAEKARRLDEVALDSESRVTPL
KKEKKKLFNELVSAKGNVRVYCRARPQFEDEGPSSTTYPDDFTLRLNSNVTAAPNKDFELDRIYGPHISQADIFQDLQPL
VQSALDGFNVSIFAYGQTGAGKTFTMEGPSHDRGLYYRVLEELFDLVNSEATPTSSTSFFVTMFELYNEQVRDLLKAPD
NRGASTVLFGEPGRGVELVDERLDSPSGFARIFKFGKQMRANVDGVKFDRSSRSHLVVTIHIHSSDSLTGEEHYSKLSMV
DLAGSERLNKAEANGDRLTESLHINKSLSALGDVLSALTTKKDYIPYDHSKLTELLYDSLGGDSKAVLIANVNPSNAEVQE
TIATLNFASRARSAEISLGNRDTIKKWRDMASEARKELYEKEKEATEALGEVMQLKRALKESDDQCLLLFGEVQKAWKL
ASSLQADLTSHESYINKLQLENDRLSEQSIRDKEQYTNVLTQLTTFTTREEQYQSQIKERSARNEALEVRVQVLEQQLNEA
RVAAARTLPARPDNSAELQRLREETENALDMNQKLEEELSKRDELIERLHQENEKLFERLTDRSMTTISSPRVSSTPKIPR
AESRGMDDFNLDGGFVSATAVPGSPDMRSSSSMRESAGPPSSPGGSGALLKYGSGESVKSTPAGEYLTAALMDFNPA
QYESDAAIADGANKLLMLVLAAVIKAGASREHEMLAEIQGAVFGFLHKMENLLVMDTMLVSRVRILYIRSLLSRAPELQ
SLKVPPVERFLEKAGSGSATGSGSGRSSRNSSLGSSPQRSPAHRNKGADDYGPGFKVSLRQEKRSKFSSLVSKLMGNGD
QDNGRPHVTEGKLKETTEEARAFAIGNKGLASLFVHTPAGELQRQIRGWLAENFDFLSLTGEESIGGVTSHLELLSTAILD
GWMSGLGVPAQPSTDALGQLLSDYTSMVYTRQLQHLTDVAATLATEEAEDAAQVTKLRSALESVEHKRRKVLMQMR
TNVALLSKDDATSPTRSSSMDTENVRIASLMSLDDFFKQAEEIYRDAPHGTTTVNKKMTYLRRLDALEERMSTLLSIDQP
CANKCIMDARKFVESLEEQQVVSGGRHSRSRTMDELDASGNIGQWDEAMNNGVESEVVQWSVLQFNNGSATPFVI
KCGATSNLELVVKAQAKMQEKNGKEIVAVVPVPSVLDGLSVETIRQTISHLPESFLQLAMARTADGTRARYTRLYKTLAI
RVPGLKHVVEELEETSMSK 

*Note: The sequence in bold is absent in Phytozome. 

 


