
Figure S1. Phenotypic differences between IR64 and DK151 under control and drought conditions.    
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Figure S2. Peaks length distribution (A) and peak comparison by Venn diagram results (B) in IR64 and DK151 under drought 

stress (s) and control (c) conditions.    
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Figure S3. Validation of the expression of 49 random selected genes by qRT-PCR. 

Correlation analysis shows a good agreement between microarray and qRT-RCR experiments. 

The fold change values were transformed to log scale.  
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