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Fig. 1 The proportion of sponge species, genera, families, and order for the three sponge classes 

of Demospongiae (top), Calcarea (middle), and Hexactinellida (bottom) that have genetic data. 

The proportion of species is determined from the WoRMS-verified taxonomic lists (RAMS 

modified list) for Antarctic sponge species found in the CCAMLR Convention Area. The blue 

area combined with the orange indicates the total number of taxonomic diversity at each 

taxonomic level.  
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Fig. 2 Antarctic sponge richness and diversity. Map of OBIS records available in 2012 and 2024 (top). Map of the 

taxonomic levels of records from OBIS (2024), mapped to the CCAMLR boundary of the Southern Ocean. The 

highest taxonomic resolution of the record is illustrated, alongside the number of species for each CCAMLR sub-

region (bottom). 


