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A Corrigendum on

Protein Subdomain Enrichment of NUP155 Variants Identify a Novel Predicted

Pathogenic Hotspot

by Leonard, R. J., Preston, C. C., Gucwa, M. E., Afeworki, Y., Selya, A. S., and Faustino, R. S. (2020).
Front. Cardiovasc. Med. 7:8. doi: 10.3389/fcvm.2020.00008

In the original article, we neglected to include the funder “National Science Foundation REU grant
1756912 to Melanie E. Gucwa”.

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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