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Abstract

Transmembrane protease serine 2 (TMPRSS2), an androgen-induced protease associated with prostate
cancer, is one putative receptor for coronavirus entry into host cells, where triggering aggressive inflammatory
cytokine storm and possibly death in COVID-19 patients. We previously reported that dietary white button
mushroom (WBM) antagonized dihydrotestosterone (DHT)-induced androgen receptor (AR) activation and
reduced myeloid-derived suppressor cells (MDSCs) in prostate cancer animal models and patients. The
present study on C57BL/6 mice revealed that WBM is a unique food that A) interrupts DHT induced AR-
TMPRSS2 expression in putative COVID-19 targeted organs through its AR antagonistic activity and B)
attenuates serum pro-inflammatory cytokines which have been implicated in COVID-19 pathogenesis. We
hereby propose WBM intake as a potentially low-cost, efficient, and safe dietary intervention to mitigate
COVID-19.

Introduction

Coronavirus disease (COVID-19) is a respiratory and systemic disorder that results from severe acute
respiratory syndrome coronavirus 2 (SARS-CoV-2) entry into host cells and its rapid replication. Virus infection
triggers immune dysregulation and an inflammatory cytokine storm, ultimately leading to a range of
symptoms along the clinical spectrum that include asymptomatic or mild respiratory symptoms, severe lung
injury, multi-organ failure, and possibly death [1]. The outbreak of the ongoing COVID-19 pandemic started at
the end of 2019 and has continued to spread globally, presenting an unprecedented challenge to the global
public health and medical communities [2]. Global efforts have been urgently undertaken to develop
prevention and treatment strategies to combat COVID-19, which include vaccine development, drug
repurposing, and etc. However, an effective vaccine forimmunization or a drug to mitigate COVID-19 lags
behind the rapid spread of this virus [3]. This unmet medical need led us to explore the possibility of
combating COVID-19 using simple measures such as dietary intervention [4]. The putative use of white button
mushrooms (WBM) (Agaricus bisporus) in mitigating COVID-19 is based on the findings from our recent
studies on prostate cancer models [5] and patients [6].

Accumulating epidemiologic data indicates that the severity and progression of COVID-19 is significantly
greater in men than in women [7]. One hypothesis to account for this infection gender discrepancy is that viral
entry is potentially enhanced in the lungs and other tissues of men through androgen receptor (AR) regulation
[8]. The cellular entry mechanisms of SARS-CoV-2 involve the interaction of a viral spike glycoprotein with
transmembrane angiotensin-converting enzyme 2 (ACE2) and transmembrane protease serine 2 (TMPRSS2).
The subsequent cleavage of the spike protein by TMPRSS2 is necessary for viral entry [9]. TMPRSS2 was
initially characterized as an androgen-regulated gene in the prostate gland and has been associated with
prostate cancer [10]. Molecular studies revealed that there are androgen-responsive elements (ARE) within the
promoter region of the TMPRSS2 gene, which likely account for its typical androgen-dependent
transactivation [11]. The inhibition of the androgen signaling axis impacts TMPRSS2 expression in the
prostate gland, as well as throughout the body, including the lungs [12]. Therefore, repurposing anti-AR drugs,
in the context of the COVID-19 pandemic, is one of the efforts that are currently being made [13].
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Virus entry and replication in host organs trigger a local immune response that recruits macrophages and
monocytes to the site of infection, releasing cytokines and priming adaptive T and B cell immune responses
[14]. In most cases, this process is well regulated and capable of resolving the infection. However, during a
COVID-19 infection, a dysfunctional immune response occurs and triggers an aggressive inflammatory
cytokine storm that results in damage to the lungs and multiple other organs, ultimately leading to the
possible death of those infected patients [15]. Furthermore, the massive infiltration of mononuclear cells has
been detected in infected lungs in addition to the low levels of hyperactive T cells in circulation. The immense
migration of innate immune cells to the infected site, initially in order to control viral replication, could
contribute the overall tissue damage and eventually lead to multiple organ failures [16]. Therefore, disease
severity and clinical outcomes in COVID-19 patients are not only due to the viral load, but also to the host's
response. Novel clinical approaches aimed at balancing the effective immune responses and unsolved
inflammation is another major current effort [17].

WBM is a mushroom strain that accounts for 90% of the total edible mushrooms consumed in the United
States and many other European and Asia-Pacific countries [18]. A long-term prospective follow-up study in a
Japanese cohort suggested that habitual mushroom intake might help to reduce prostate cancer risk [19]. Our
clinical phase | trial in prostate cancer patients indicated that oral dietary WBM suppressed prostate-specific
antigen (PSA) and reduced the number of myeloid-derived suppressor cells (MDSCs) in blood circulation [6].
We recently showed that chemicals in WBM antagonized dihydrotestosterone (DHT)-induced AR activation
and PSA expression in prostate cancer cells and animal models [5]. Other researchers have reported that WBM
regulates innate immunity by enhancing NK cell activity [20], promotes maturation of bone marrow-derived
dendritic cells [21], and reduces pro-inflammatory cytokine (IL-6, TNFaq, interferon-y) production [22]. B-glucan,
the most abundant carbohydrate found in yeast and edible mushrooms, including WBM, is a well-established
immune modulator that stimulates the proliferation of lymphocytes while reducing inflammatory factors [23].
Yeast and mushroom-derived B-glucans have also been reported to suppress MDSCs [24] in cancer models,
consequently contributing to the enhancement of immunity against tumors [25]. Taken altogether, these
findings suggest that chemicals in WBM exert anti-androgen and immunomodulatory effects. We thus
hypothesized that dietary intake of WBM may act as a unique nutritional intervention for COVID-19 by
suppressing TMPRSS2 expression, via the AR signaling pathway, and reducing pro-inflammatory factors.

Hereby, we conducted experiments using either dihydrotestosterone (DHT) pellet-bearing or untreated C57BL/6
male mice to test our hypothesis. We report the results from our proof-of-concept study that dietary WBM
interrupt AR-induced TMPRSS2 expression throughout the body, inclusive of the putative COVID-19 target
organs (lungs, small intestine and kidneys). We also report that oral intake of WBM decreases pro-
inflammatory factors and reduces the MDSC counts in both blood and spleen.

Results

WBM Suppresses DHT-induced AR-TMPRSS2 Expression in Putative COVID-19 Impacted Organs in Mice

We recently reported that dietary WBM antagonized DHT-induced AR activation and PSA expression in
prostate cancer models and in mouse prostate glands, without observable toxicity [5, 6]. We thus hypothesized
that dietary WBM may interrupt DHT-induced AR-mediated TMPRSS2 expression throughout the body,
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including the putative COVID-19 targeted organs (lungs, small intestine, and kidneys). C57BL/6 mice were
used to test our hypothesis.

We first determined the basal mRNA levels of A, Tmprss2, and Ace2 in eight-weeks-old male C57BL/6 mouse
tissues verus in adult human tissues. Their basal levels were different in mouse tissues: Arlevels were highest
in the prostate followed by the kidneys, Tmprss2 levels were highest in the kidneys, and AceZ levels were
highest in the small intestine (Fig. 1A). A similar expression pattern was also observed for Arand Ace2in
human tissues, but for Tmprss2, the highest levels were found in the prostate (Fig. 1B). We next performed IHC
to identify the specific cell types present in the tissues that displayed expressions for AR, TMPRSS2, and ACE2
in mice (Fig. 1C) verus in humans (Fig. 1D). Similar to mRNA expression, AR, TMPRSS2, and ACE2 proteins
were detected in all of the tested tissues at varying degrees. Mouse prostate glandular epithelial cells showed
a high level of staining for AR (nucleus) and TMPRSS?2 (apical lumen surface). A small proportion of basal
cells that lie beneath the prostate epithelium exhibited a low level of ACE2 staining. The smilar expression
patterns of AR, TMPRSS2, and ACE2 were also observed in human prostate (Fig. 1C/D - Prostate, indicated by
arrows). In mouse lungs, a strong staining for ACE2 was detected exclusively in the lung respiratory bronchiole
epithelium, while moderate staining for AR and weak staining for TMPRSS2 was detected in alveolar cells,
which is consistent with the expression pattern observed in human lungs (Fig. 1C/D - Lung, indicated by
arrows). The mouse small intestine mucosa showed an intense staining of ACE2 on the surface of the
enterocytes, located on the top part of the villi. TMPRSS2 displayed a moderate staining in the crypt and the
lower portion of the villi, with the exception in the goblet cells, with the staining gradually diminishing towards
the top of villi. Meanwhile, AR staining was observed predominantly in lamina propria. These expression
patterns mirror the results from human small intestinal tissue (Fig. 1C/D - Small Intestine, indicated by
arrows). Concerning mouse and human kidneys, the AR staining was observed in the nuclei of tubular cells.
TMPRSS2 was mainly expressed in the proximal tubular cells, while ACE2 was observed on the apical surface
of the tubular cells (Fig. 1C/D - Kidney, indicated by arrows).

Based on the above observations, we designed animal experiments (Fig. 2A) to validate that in putative
COVID-19 targeted organs, the expression of TMPRSS2 was up-regulated in the presence of DHT and to
determine whether WBM intake antagonized DHT-induced TMPRSS2 expression in these organs. Eight-weeks-
olds male mice bearing placebo pellets were used as a baseline control to compare to the mice bearing DHT
pellets. Enzalutamide, a well-defined AR antagonist, or WBM were given to DHT-treated mice as treatments.
After two weeks of treatment, we harvested lungs, kidneys, small intestine, and prostate from each mouse for
gRT-PCR and IHC analysis. Prostate was used as a positive control for systemic AR agonistic and antagonistic
responses. As expected, Arand Tmprss2 expression was androgen-responsive in the prostate, as shown in
DHT pellet-bearing mice, which were suppressed by treatment with either enzalutamide or WBM (Fig. 2B -
Prostate). Except for the kidneys, which showed a minimal effect on DHT treatment, DHT induced the
expression of Arand Tmprss2in both the lungs and the small intestine, while enzalutamide or WBM
antagonized DHT-induced expression in the same organs. The expression of Ace2 did not display androgen
responsiveness in the prostate and the kidneys. However, Ace2 expression displayed a trend of
downregulation in the lungs and small intestine by enzalutamide or WBM (Fig. 2B - Lung, Small Intestine and
Kidney).
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We also performed IHC to identify the specific cell types that displayed altered expressions for AR, TMPRSS2,
and ACE2 upon AR agonist or antagonist treatments in mice (Fig. 3). The hormone-responsive prostate
glandular epithelial cells showed an increased number of AR positive glandular epithelial cells (nucleus) and
TMPRSS2 (apical lumen surface) proteins in response to DHT when comparing the Placebo and DHT groups.
This increase was suppressed by enzalutamide or WBM, as seen when comparing the DHT group to DHT +
Enza/DHT + WBM groups. ACE2, present in basal cells that lie beneath the prostate epithelium, displayed
moderate changes from each treatment (Fig. 3A - Prostate). In mouse lungs, the staining intensity of AR and
TMPRSS2 in alveolar cells, especially ACE2 in lung respiratory bronchiole epithelium, was increased upon DHT
treatment, which was reduced by enzalutamide or WBM treatment (Fig. 3B - Lung). DHT induced the
expression of AR, TMPRSS2, and ACE2 in the small intestine mucosa, but the addition of enzalutamide or
WBM was able to suppress these DHT-induced expressions (Fig. 3C - Small Intestine). Concerning the mouse
kidneys, DHT treatment increased the intensity of the AR staining, while enzalutamide or WBM displayed a
slight trend in attenuating DHT-induced AR expression. On the other hand, TMPRSS2 was induced significantly
upon DHT exposure and was suppressed by enzalutamide or WBM. We did not observe visible changes upon
AR agonist or antagonist treatments (Fig. 3D - Kidney).

Taken altogether, our analyses clearly demonstrate that AR agonist or antagonist treatments have an effect on
the expression of AR and TMPRSS2, particularly in the lungs, small intestine, and kidneys. Slight changes to
ACE2 by AR agonist or antagonist on lungs and small intestine were also observed. Importantly, we
experimentally demonstrated that WBM intake in mice disrupts DHT-induced AR-TMPRSS2 expression
throughout the body, including the putative COVID-19 target organs (lungs, small intestine, and kidneys). Our
findings pave a path for WBM to be utilized as a new dietary-based prevention or therapeutic option.

WBM Attenuates Pro-inflammatory Cytokines and Reduced MDSCs in Mice

B-glucans are glucose polymers with a backbone of linear -1,3-linked D-glucose molecules (3-1,3-D-glucan).
They exist most commonly as cellulose in plants, the cell walls of yeast, and as certain fungi and mushrooms
[26]. B-glucans derived from either yeast or mushrooms were reported to enhance immunity against tumors or
viruses [27]. Our clinical phase | trial in prostate cancer patients suggested that oral dietary WBM decreased a
portion of MDSCs in peripheral circulation [6]. In line with these observations, we hypothesized that dietary
WBM could suppress inflammatory factors and reduce MDSCs via B-glucan. In the present study, we designed
an in vivo study (Fig. 4A) to investigate the immunoregulatory effects of WBM. Eight-weeks-old male mice
were treated with WBM or LT, a shiitake mushroom derived B-(1, 3)-glucan, while untreated mice were used as
a control. After two weeks of treatment, we collected serum for cytokine profiling and isolated blood and
spleens for MDSC characterization.

By performing the Mouse XL Cytokine Array, which contains 111 mouse cytokines, chemokine growth factors,
and other soluble proteins, we identified that a set of factors were down-regulated (log2 fold change < 0.5, p <
0.05) by WBM or LT, as compared to the Ctrl, while up-regulated factors (log2 fold change = 0.5, p < 0.05) were
not observed after both treatments (Fig. 4B/C). WBM suppressed the levels of 28 cytokines and LT suppressed
17 cytokines. All 17 cytokines down-regulated by LT were also down-regulated by WBM (Fig. 4D). LT is the
shiitake mushroom-derived immunomodulatory B-(1, 3)-glucan; the same form of B-glucan was also found as
the most abundant carbohydrate in WBM [28]. Our results indicate that B-glucan is probably a major
component of WBM that modulates immune function. The common 17 cytokines suppressed by both WBM
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and LT (Fig. 4C/D) include molecules that have been implicated in COVID-19 pathogenesis such as IL-6, IL-7,
CCL-2/MCP-1, CCL-3/CCL-4 MIP-1a/B, TNF-a, and G-CSF. The other 11 cytokines (Fig. 4C/D) were regulated by
just WBM, not LT. Among these, we found a defined cytokine trait (CCL-12/MCP-5, CCL-19/MIP-33, CXCL-
2/MIP-2, et al) of severe COVID-19 outcome [29, 30]. To further examine the identified cytokine profiles and the
pathways underlying their synergism, we assessed the pathways by unbiased Gene Set Enrichment Analysis
(GSEA) (Table 1). 28 WBM-regulated cytokines (including 17 common regulated factors between WBM and

LT) were analyzed by the GSEA software and the WIKI pathways gene sets were selected. More importantly,
Lung_Fibrosis and COVID19_Adverse_

Table 1. Top 5 pathways suggested by Gene Set Enrichment Analysis (GSEA). 28 WBM-regulated
cytokines (including 17 common regulated factors between WBM and LT) were analyzed by GSEA
and WIKI Pathways Gene Sets were selected. Top 5 pathways were presented with False Discovery

Rate/FDR g values (< 0.05), p values (< 0.05) and k/K Value [Genes in Overlap (k) to Genes in
Gene Set (K)].

Gene Set Name LUNG COVID19 IL18 CYTOKINES& TOLLLIKE
(WIKI Pathways) FIBROSIS ADVERSE SIGNALING INFLAMMATORY RECEPTOR
OUTCOME PATHWAY RESPONSE SIGNALING
PATHWAY PATHWAY
p-Value 1.21 e-24 3.27 e-16 2.68 e-15 1.49 e-14 1.92 e-10
FDR g-Value 7.11 e-22 9.59 e-14 5.24 e-13 2.19 e-10 1.87 e-8
k/K Value 11/63 6/15 10/279 6/26 5/104
Cytokine IL-6
symbol TNF-a
CCL-2/MCP-1
CCL-3/ MIP-1«a
G-CSF
CXCL-2 /MIP-2
MMP9
CCL-4/MIP-1B
Pentraxin 3
HGF
FGF acidic
IL-7
CCL19/MIP-3B
CCL20/MIP-3a
IL-11
CD40/TNFRSF5

Outcome_Pathway were identified as the top two regulated pathways among Top5 pathways (Table 1). An
cytokine trait that includes 11 factors (IL-6, TNF-a, G-CSF, MMP-9, HGF, FGF acidic, CCL-2/MCP-1, CCL-3/CCL-4
MIP-1a/B, CXCL-2/MIP-2, and Pentraxin 3) was associated with the lung fibrosis pathway, while a subset of 6

cytokines (IL-6, TNF-a, G-CSF, CCL-2/MCP-1, CCL-3/CCL-4 MIP-1a/B, IL-7) was related to the COVID-19 adverse
outcome pathway.

To further characterize the immune responses in relation to WBM treatment, we quantified the levels of
MDSCs in spleen (Fig. 5A) and blood (Fig. 5B) by performing multi-parametric FACS analysis. WBM or LT
clearly decreased the total counts of M-MDSCs (CD45*/CD11b*/Gr-1'°"/mid) and PMN-MDSCs
(CD45%/CD11b+/Gr-1M9" in both peripheral blood and spleen (Fig. 5). MDSCs have been described to be
highly increased in COVID-19 patients [31]. An emerging study revealed that PMN-MDSCs expand during
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COVID-19 infection and are correlated with IL-1B, IL-6, IL-8, and TNF-a plasma levels, particularly in patients
who required intensive care treatments, suggesting new therapeutic options geared towards MDSCs [32].
Taken altogether, our analyses demonstrated that WBM has immunoregulatory functions on cytokine profiles
and MDSC regulation. Particularly, we observed a significant decline of cytokine profiles associated to lung
fibrosis and COVID-19 adverse outcomes.

Discussion

TMPRSS2 and ACE2 are two putative receptor proteins for the virus, SARS-CoV-2, to gain entry into host cells
[9]. TMPRSS2 was first characterized as an androgen-regulated gene in the prostate gland [10, 11], but
emerging studies have recently demonstrated that TMPRSS2 is also positively regulated by androgen in
murine lungs and in human lung cells [12]. Since TMPRSS2 is implicated in COVID-19 pathogenesis, it
supports a promoting role of androgens that males, relative to females, are disproportionately affected by
COVID-19 in terms of mortality and morbidity [8]. Therefore, repurposing anti-androgenic drugs in the context
of the COVID-19 pandemic is one of the major efforts currently being made [13]. Several preclinical studies,
including some employing large epidemiological cohorts, suggested that blocking androgen signaling might
protect against COVID-19 [33, 34]. The clinical trial using AR antagonists, proxalutamide/GT0918, in COVID-19
is currently underway (ClinicalTrials.gov, NCT04446429. Anti-Androgen Treatment for COVID-19). The trial
released the preliminary analysis of proxalutamide as a treatment for COVID-19 patients. The data showed
that proxalutamide could significantly ameliorate symptoms and prevent hospitalization for COVID-19
patients [35]. Putative use of WBM in mitigating COVID-19 was supported by findings from our clinical phase
1 trial in prostate cancer patients, as well as from the very recent preclinical studies that address the anti-
androgen receptor activity of WBM. Our clinical phase | trial in prostate cancer patients indicated that oral
dietary WBM suppressed circulating PSA levels [6]. We recently showed that dietary WBM antagonized DHT-
induced AR activation and PSA expression in prostate cancer models and mouse prostate glands [5].
Considering these findings from our clinical and preclinical studies, dietary WBM could antagonize DHT-
induced AR activation and TMPRSS2 expression throughout the body, including the putative COVID-19
targeted organs of lungs, small intestine, and kidneys.

In the current study, we demonstrated that androgen regulates the expression of AR and TMPRSS?2 in subsets
of pulmonary and intestinal epithelial cells. The AR and TMPRSS?2 levels are markedly elevated in the lungs
and the intestine upon DHT exposure, while WBM and an AR antagonist, enzalutamide, effectively repressed
DHT-induced transcriptions of AR and TMPRSS?2 (Figs. 2 and 3). To date, there are debates regarding the
androgen-induced TMPRSS?2 regulation in lung epithelial cells. A preprint article suggested no evidence for
increased TMPRSS2 expression in the lungs of males, compared to females, in humans and mice. In their
male mouse model, treatment with enzalutamide did not decrease pulmonary TMPRSS?2 [36]. However, several
other studies demonstrated with strong evidence that androgen regulates the expression of TMPRSS2 and AR
in subsets of lung epithelial cells, and AR antagonists inhibit SARS-CoV-2 infections in vitro [37, 38]. Another
preprint article also demonstrated the co-expression of AR and TMPRSS2 in specific lung cell types. Treatment
with enzalutamide reduced TMPRSS?2 levels in human lung cells [39]. As compared to the numerous
investigations of AR-TMRPSS2 in lungs, very few research studies document this regulation in the other
putative COVID-19 target organs, such as the small intestine and kidneys [40]. There was one preprint article
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that noted the reduced TMPRSS2 staining in the bronchial epithelium of the lungs, columnar epithelium of
small intestine, and proximal convoluted tubules in the kidneys of androgen-deprived C57BL/6 mice from
castration [41]. In our experiments, we observed that AR and TMPRSS?2 levels were significantly elevated in the
lungs and the small intestine upon DHT exposure, while intake of WBM and enzalutamide effectively
repressed DHT-induced transcriptions of AR and TMPRSS2 in multiple organs. Our study using a male mouse
model provided additional evidence that AR induced TMPRSS2 expression in the putative COVID-19 targeted
organs of lungs, small intestine, and kidneys. By the same principle as the ongoing clinical trial with AR
antagonists for COVID-19, our studies suggest WBM to be a potential dietary-based intervention via AR-
TMPRSS2 transcriptional inhibition of critical host factors in the treatment or prevention of COVID-19 at virus
entry level.

In terms of immune pathogenesis, the severity and clinical outcomes of COVID-19 patients are due to not only
the viral load, but also to the host'’s response that is triggered by viral entry and replication [17]. COVID-19
infection is characterized as a pro-inflammatory status by high levels of inflammatory factors produced by
hyperactive immune cells. The inflammatory factors include cytokines such as IL-6, TNF-a, and G-CSF and
chemokines such as CCL2, CCL3/4, and CXCL-2. These, together with reactive oxygen species, have been
recognized to induce acute respiratory disease syndrome (ARDS), leading to lung fibrosis and possibly death
[15, 16]. Therefore, systematically alleviating this hyper-activated inflammatory state is crucial to improve the
prognosis and outcome of COVID-19 [17]. Several approaches such as IL-6 inhibitors and immuno-checkpoint
inhibitors have been proposed to counteract the cytokine storm present in COVID-19 patients. However, the
benefits, dose, and duration of these approaches remains to be validated [42]. A massive infiltration of
mononuclear cells has also been detected in infected lungs, with parallel low levels of hyperactive T cells in
circulation [16]. The immense migration of innate immune cells to the infected tissue, in order to control the
viral replication, could contribute to the tissue damage and lead to multiple organ failures [43]. The immune
system develops multiple mechanisms in order to control the excessive immune activation, including
induction of an inhibitory receptor, production of anti-inflammatory factors, and expansion of regulatory cells,
et al [44]. Meanwhile, MDSCs are a group of regulatory cells known to have the remarkable capability to
regulate inflammatory responses and suppress T cell responses [45]. MDSCs have also been described to be
highly increased in COVID-19 patients [31]. An emerging study further revealed that PMN-MDSCs expanded
during the early stages of COVID-19 and were correlated with IL-1B, IL-6, IL-8, and TNF-a plasma levels,
particularly in patients who required intensive care treatments, suggesting new therapeutic options geared
towards MDSCs [32].

Emerging discussions and studies are referring to B-glucan as an efficient, low-cost, and safe way to overcome
the hyper-inflammatory status while balancing effective immune responses [46, 47]. In fact, B-glucan has been
widely shown to exert antiviral properties and decrease the severity of both upper and lower respiratory tract
viral infections in both animal and human studies [48, 49]. Following exposure to B-glucan, innate immune
cells undergo reprograming that results in immune enhancement by the activation of NK cells and CD4* Th1
cells and suppression of the inflammatory response via downregulation of pro-inflammatory factors such as
IL-6, CCL2, CXCL10, et al. [23]. B-glucan was reported to enhance anti-cancer immunity by suppressing MDSCs
[24, 25]. Our clinical phase I trial in prostate cancer patients also indicated that oral dietary WBM reduced the
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counts of MDSCs [6]. In the line of evidence, we hypothesized that dietary WBM may display integrative
immunoregulatory effects by suppressing pro-inflammatory cytokines, as well as MDSCs, through B-glucans.

To test our hypothesis, we demonstrated (Fig. 4) that WBM or LT predominantly suppressed a panel of
cytokines when compared to Control. The cytokine signatures associated with treatments of WBM and LT
greatly overlapped (15 out of 26 for WBM, 15 out of 15 for LT). More importantly, the unbiased GSEA analysis
suggested that the shared cytokines included molecules that were associated with the Lung Fibrosis Pathway
and the COVID-19 Adverse Outcome Pathway. These cytokines, such as IL-6, IL-7, CCL-2/MCP-1, CCL-3/CCL-4
MIP-1a/B, TNF-q, and G-CSF, have been implicated in COVID-19 pathogenesis [29, 30]. As expected, when we
characterized MDSCs in both blood and spleen of WBM or LT-treated mice (Fig. 5), we observed the regulatory
trend that both WBM and LT decreased the total counts of M-MDSCs and PMN-MDSCs, in peripheral blood
and spleen. Such evidence supports the fact that B-glucan is the major component in WBM, acting as an
immunomodulator. Besides, we also observed a subset of 11 factors which was selectively regulated by WBM.
Among these, we pointed out a defined cytokine trait (CCL-12/MCP-5, CCL-19/MIP-3B, CXCL-2/MIP-2, et al) of
severe COVID-19 outcome [30]. In considering that WBM is a mixture of multiple components, we cannot rule
out the possibility that additional chemicals beside B-glucan in WBM may potentially exert immunoregulatory
activities.

In conclusion, COVID-19 is a respiratory and systemic disorder accompanied by SARS-CoV-2 entry into host
cells and rapid replication. Virus infection triggers immune dysregulation and a cytokine storm, ultimately
leading to a range of symptoms along the clinical spectrum that include asymptomatic or mild respiratory
symptoms, severe lung injury, multi-organ failure, and death [14 ~ 17]. Although specific target molecules and
agents can act on each step of pathogenesis, in considering the complexity of the immune system and its
systemic response, such interventions may be efficacious but come along with adverse reactions [50]. WBM is
composed of a variety of chemical ingredients. Our preclinical studies have revealed that WBM is a unique
food that can suppress TMPRSS2 expression through its anti-androgenic activity mediated through
conjugated linolic acid [5] and promote an anti-inflammatory response, possibly by B-glucan. We hereby
propose WBM consumption as a potential efficient, low-cost, and safe dietary approach to mitigate COVID-19.
Our completed phase 1 trial using WBM determined that a dose level of up to 14 g WBM powder (equal to
1409 fresh WBM)/d resulted in minimal side effects, mostly limited to grade 1 abdominal bloating. Therefore,
WBM intervention is considered safe with a demonstrated mean compliance of 98.6% [6]. However, clinical
studies and trials will be needed to prove its efficacy against COVID-19.

Materials And Methods

Mushroom and Chemical Regents

White button mushroom was processed as previously described. Briefly, 6 g of freeze-dried WBM powder
generated from 60 g fresh mushrooms was boiled in 1 L hot water for 3 hours. The broth was centrifuged at
3000 g for 30 minutes, twice, to collect the fraction of supernatant. The liquid fraction was rotor-evaporated to
dryness and then re-dissolved in 1T mL of hot water to produce a 6X mushroom. Therefore, the concentration of
6X WBM originated from 6 g dried WBM powder/mL (6 mg/uL) [5]. Enzalutamide, an androgen receptor
antagonist, was purchased from Selleckchem (MDV3100, Selleckchem, Houston, TX). Lentinan, a shiitake
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mushroom-derived immunomodulatory B-(1, 3)-glucan, was purchased from Carbosynth (FL33321, Compton,
Berkshire, UK).
Animal Experiment

Eight-weeks-old male C57BL/6 mice (The Jackson Laboratory, Sacramento, CA) were used for the evaluation
of WBM-mediated AR-TMPRSS2 suppression and immunomodulation. Experiments performed in this study
comply with current laws in the United States of America. All applicable institutional guidelines for the care
and use of animals were followed. Animal research procedures were approved by the Institutional Animal Care
and Use Committee (IACUC) at City of Hope (IACUC-15091). Facilities are credited by AAALAC (Association for
Assessment and Accreditation of Laboratory Animal Care) and operated according to NIH guidelines.

To study WBM-mediated AR-TMPRSS?2 suppression, in each experiment, 12 mice were subcutaneously grafted
with DHT pellets (12.5 mg/60 days, Innovative Research of America, Sarasota, FL), while 3 mice were grafted
with placebo pellets (Innovative Research of America, Sarasota, FL). The mice with placebo pellets were
gavaged daily with 100 pL PBS with 1% carboxymethyl cellulose for 2 weeks. The 12 mice with DHT pellets
were randomly divided into 3 groups and treated daily for 2 weeks as follows: 3 mice in Control (Ctrl) were
gavaged with 100 pL PBS with 1% carboxymethyl cellulose, 3 mice in enzalutamide (Enza) group were
gavaged with 300 pg/mice enzalutamide (at a dose of 10 mg/kg), and 6 mice in WBM group were gavaged
with at a dose of 200 mg/kg/day (average body weight of mice is 30 g, equal to 6 mg/mice/day) in 100 pL
PBS with 1% carboxymethyl cellulose.

To study WBM-mediated immunomodulation, 15 C57BL/6 mice were randomly divided into 3 groups and
treated daily for 2 weeks as follows: 5 mice in Ctrl group were gavaged with 100 pL PBS with 1%
carboxymethyl cellulose, 5 mice in Lentinan (LT) group were gavaged with 6 mg/mice Lentinan at a dose of
200 mg/kg (average body weight of mice is 30 g, equal to 6 mg LT/mice/day), and 5 mice in WBM group were
gavaged at a dose of 200 mg/kg (equal to 6 mg WBM powder/mice/day in 100 yL PBS with 1%
carboxymethyl cellulose.

Throughout the treatments, body weights were monitored every two days as an indicator of the mice's overall
health. At the end of the treatments, the mice were euthanized. Putative COVID-19 impacted organs (lungs,
kidneys, and small intestine) and androgen responsive organs (prostate) were flash-frozen in liquid nitrogen
and/or fixed with 4% paraformaldehyde. The expression levels of AR, TMPRSS2, and ACE2 were assessed by
gRT-PCR and immunohistochemistry (IHC). Whole blood samples were collected and isolated into serum and
cell pellets. Serum samples were stored at - 80°C for the cytokine array assay, while cell pellets were pre-fixed
and stored at - 80°C for the flow cytometry assay. Spleens were collected to isolate splenocytes, which were
then pre-fixed and stored at - 80°C for the flow cytometry assay.

Quantitative real-time PCR

Total RNA was extracted using the RNeasy Mini kit (QIAGEN, Germantown, Maryland) and was then used to
synthesize cDNA with SuperScript IV VILO Master Mix (Thermo-Fisher, Grand Island, NY). gPCR was performed
using CFX Connect Real-Time System (Bio-Rad, Hercules, California) with PerfeCTa SYBR Green FastMix
(Quantabio, Beverly, Massachusetts). The primers used in the gRT-PCR were obtained from Primer Bank
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(https://pga.mgh.harvard.edu/primerbank). The target gene mRNA level was normalized to GAPDH
expression.
Immunohistochemistry and Histological analysis

Hematoxylin and eosin (H&E) staining and immunohistochemistry (IHC) on formalin-fixed tissues were
performed by the Pathology Core at City of Hope. Antibodies used in IHC included: AR (SP107, Sigma-Aldrich),
ACE2 (ab108252, Abcam), and TMPRSS2 (ab92323, Abcam). Slides were first reviewed at 10X magnification
to identify areas of positive staining, followed by confirmation and quantification at 20X magnification. IHC
staining was scored by QuPath software (version 0.2). AR, ACE2, and TMPRSS2 were scored by the
percentage of positive cells. Representative images were acquired using an Olympus BX46 microscope with a
DP27 camera at magnifications of 20X and 40X, with a scale bar of 200 pm, and 100 pum, respectively.
Distribution and Expression Analysis in Human Tissues

For tissue distribution of mMRNA and protein expressions, data on the target genes were obtained from “The
Tissue Atlas” category of “The Human Protein Atlas/HPA” (http://www.proteinatlas.org/) [51]. The mRNA
expression from the “The Genotype-Tissue Expression/GTEx Dataset” was chosen for demonstration with
reference to the normalized consensus dataset Immunohistochemistry staining was performed on normal
human tissue samples. AR expression was detected with a rabbit antibody (1:250, HPA004733, Sigma-Aldrich)
and validated with another rabbit antibody (1:500, GTX62599, GeneTex). ACE2 expression was primarily
detected with a rabbit antibody (1:250, HPA000288, Sigma-Aldrich) and confirmed with a mouse antibody
(1:5000, CAB026174, R&D Systems); TMPRSS2 expression was detected with a rabbit antibody (1:300,
HPA035787, Sigma-Aldrich). The information on expression intensity and specific cell types that express
respective genes were extracted from the staining reports for each staining type in the database.

Cytokine Profiling Assay and Data Analysis

Proteome Profiler Mouse XL Cytokine Array Kit (ARY028, Bio-techne, Minneapolis, MN), a membrane-based
antibody array, was applied to semi-quantify 111 mouse cytokines, chemokine growth factors, and other
soluble proteins in serum. The assay was performed following the manual’s protocol. The image of dot spots
was analyzed by Quick Spots software (HLImage++, Western Vision Software, Salt Lake City, UT), which
measured the mean spot pixel density. The significant changes (treatments versus control) were defined as
up-regulated (log2 fold change = 0.5, p < 0.05) versus down-regulated (log2 fold change < 0.5, p < 0.05). The
overlapping cytokines between the two treatments were displayed by Venn diagram using Venny 2.1. Gene Set
Enrichment Analysis (GSEA) was used to identify pathways underlying cytokine synergism. The Top 5
pathways were presented with False Discovery Rate/FDR q values (< 0.05), p values (< 0.05) and k/K Value
[Genes in Overlap (k) to Genes in Gene Set (K)].

Flow-Cytometry Assay

BD Accuri C6 Plus flow cytometer (BD, San Jose, CA) was used to identify MDSCs in spleen and blood. BD
Accuri C6 system software was used to analyze the data. Mouse MDSCs were identified by staining with the
following panel of antibodies: FITC conjugated anti-mouse CD45 (30-F11, eBioscience, San Diego, CA), PerCP-
Cy5.5 conjugated anti-mouse CD11b (M1/70, eBioscience, San Diego, CA), and PE conjugated anti-mouse Gr-1
Ly6G/Ly-6C (RB6-8C5, eBioscience, San Diego, CA). Monocytic MDSCs (M-MDSCs/CD45*/CD11b*/Gr-
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7low/midy and granulocytic MDSCs (PMN-MDSCs/CD45*/CD11b*/Gr-1"9") were gated to show the two distinct
populations of MDSCs.

Statistical Methods and Data Analysis

Results are shown as means + standard deviation.. All statistical analyses were performed using GraphPad
Prism software (version 8.0). The significance of the differences between the mean values was determined by
multiple Student's t-tests. p values <0.05 (* p<0.05, **p <0.01, ***p <0.001) were considered statistically
significant and all tests were two-tailed.

Declarations

Acknowledgments

This work was supported by NIH CA227230 (Chen). We thank the City of Hope Pathology Research Services
Core and Small Animal Studies Core, which are supported by the National Cancer Institute of the National
Institutes of Health under award number P30CA033572, for their excellent technical support.

Author Contribution

XQ and SC designed the experiments, analyzed the results, and wrote the manuscript. XQ, DH, RY performed
the experiments.

Conflict of Interest

The authors declare that they have no conflict of interest.

References

1. Wiersinga WJ, Rhodes A, Cheng AC, Peacock SJ, Prescott HC. Pathophysiology, Transmission, Diagnosis,
and Treatment of Coronavirus Disease 2019 (COVID-19): A Review. JAMA. 2020. 25;324(8):782-793.

2. Li H, Burm SW, Hong SH, Ghayda RA, Kronbichler A, Smith L, Koyanagi A, Jacob L, Lee KH, Shin JI. A
Comprehensive Review of Coronavirus Disease 2019: Epidemiology, Transmission, Risk Factors, and
International Responses. Yonsei Med J. 2021. 62(1):1-11.

3. Chilamakuri R, Agarwal S. COVID-19: Characteristics and Therapeutics. Cells. 2021. 21;10(2):206.

4. Butler MJ, Barrientos RM. The impact of nutrition on COVID-19 susceptibility and long-term
consequences. Brain Behav Immun. 2020. 87:53-54.

5. Wang X, Ha D, Mori H, Chen S. White button mushroom (Agaricus bisporus) disrupts androgen receptor
signaling in human prostate cancer cells and patient-derived xenograft. J Nutr Biochem. 2021.
89:108580.

6. Twardowski P, Kanaya N, Frankel P, Synold T, Ruel C, Pal SK, Junqueira M, Prajapati M, Moore T, Tryon B,
Chen S. A phase | trial of mushroom powder in patients with biochemically recurrent prostate cancer:
Roles of cytokines and myeloid-derived suppressor cells for Agaricus bisporus-induced prostate-specific
antigen responses. Cancer. 2015.121(17):2942-50.

Page 12/20



7.

8.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

Abate BB, Kassie AM, Kassaw MW, Aragie TG, Masresha SA. Sex difference in coronavirus disease
(COVID-19): a systematic review and meta-analysis. BMJ Open. 2020.6 (10):e040129.

Mjaess G, Karam A, Aoun F, Albisinni S, Roumegueére T. COVID-19 and the male susceptibility: the role of
ACE2, TMPRSS2 and the androgen receptor. Prog Urol. 2020 Sep;30(10):484-487.

. Hoffmann M, Kleine-Weber H, Schroeder S, Kriiger N, Herrler T, Erichsen S, Schiergens TS, Herrler G, Wu

NH, Nitsche A, Mller MA, Drosten C, P6himann S. SARS-CoV-2 Cell Entry Depends on ACE2 and
TMPRSS2 and Is Blocked by a Clinically Proven Protease Inhibitor. Cell. 2020 Apr 16;181(2):271-280.€8.

Clinckemalie L, Spans L, Dubois V, Laurent M, Helsen C, Joniau S, Claessens F. Androgen regulation of the
TMPRSS2 gene and the effect of a SNP in an androgen response element. Mol Endocrinol. 2013.
27(12):2028-40.

Chen Z, Song X, Li Q, Xie L, Guo T, Su T, Tang C, Chang X, Liang B, Huang D. Androgen Receptor-Activated
Enhancers Simultaneously Regulate Oncogene TMPRSS2and IncRNA PRCAT38 in Prostate Cancer. Cells.
2019. 9;8(8):864.

Baratchian M, McManus JM, Berk M, Nakamura F, Mukhopadhyay S, Xu W, Erzurum S, Drazba J, Peterson
J, Klein EA, Gaston B, Sharifi N. Sex, androgens and regulation of pulmonary AR, TMPRSS2 and ACE2.
bioRxiv [Preprint]. 2020. 14:2020.04.21.051201.

Cadegiani FA. Repurposing existing drugs for COVID-19: an endocrinology perspective. BMC Endocr
Disord. 2020. 29;20(1):149.

Hosseini A, Hashemi V, Shomali N, Asghari F, Gharibi T, Akbari M, Gholizadeh S, Jafari A. Innate and
adaptive immune responses against coronavirus. Biomed Pharmacother. 2020. 132:110859.

Ragab D, Salah Eldin H, Taeimah M, Khattab R, Salem R. The COVID-19 Cytokine Storm; What We Know
So Far. Front Immunol. 2020 Jun 16;11:1446.

Zhang Y, Gao Y, Qiao L, Wang W, Chen D. Inflammatory Response Cells During Acute Respiratory Distress
Syndrome in Patients With Coronavirus Disease 2019 (COVID-19). Ann Intern Med. 2020. 1;173(5):402-
404.

Mohamed Khosroshahi L, Rokni M, Mokhtari T, Noorbakhsh F. Immunology, immunopathogenesis and
immunotherapeutics of COVID-19; an overview. Int Immunopharmacol. 2021. 5;93:107364.

Valverde ME, Hernandez-Pérez T, Paredes-Lopez O. Edible mushrooms: improving human health and
promoting quality life. Int J Microbiol. 2015:376387.

Zhang S, Sugawara Y, Chen S, Beelman RB, Tsuduki T, Tomata Y, Matsuyama S, Tsuji I. Mushroom
consumption and incident risk of prostate cancer in Japan: A pooled analysis of the Miyagi Cohort Study
and the Ohsaki Cohort Study. Int J Cancer. 2020. 15; 146(10):2712-2720.

Wu D, Pae M, Ren Z, Guo Z, Smith D, Meydani SN. Dietary supplementation with white button mushroom
enhances natural killer cell activity in C57BL/6 mice. J Nutr. 2007. 137(6):1472-7.

Ren Z, Guo Z, Meydani SN, Wu D. White button mushroom enhances maturation of bone marrow-derived
dendritic cells and their antigen presenting function in mice. J Nutr. 2008. 138(3):544-50.

Muszynska B, Grzywacz A, Kala K, Gdula-Argasinska J. Anti-Inflammatory Potential of In Vitro Cultures of
the White Button Mushroom, Agaricus bisporus (Agaricomycetes), in Caco-2 Cells. Int J Med Mushrooms.
2018;20(2):129-139.

Page 13/20



23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

Murphy EJ, Rezoagli E, Major |, Rowan NJ, Laffey JG. B-Glucan Metabolic and Immunomodulatory
Properties and Potential for Clinical Application. J Fungi (Basel). 2020 Dec 10;6(4):356.

Albeituni SH, Ding C, Liu M, Hu X, Luo F, Kloecker G, Bousamra M 2nd, Zhang HG, Yan J. Yeast-Derived
Particulate B-Glucan Treatment Subverts the Suppression of Myeloid-Derived Suppressor Cells (MDSC) by
Inducing Polymorphonuclear MDSC Apoptosis and Monocytic MDSC Differentiation to APC in Cancer. J
Immunol. 2016. 1;196(5):2167-80.

Tian J, Ma J, Ma K, Guo H, Baidoo SE, Zhang Y, Yan J, Lu L, Xu H, Wang S. B-Glucan enhances antitumor
immune responses by regulating differentiation and function of monocytic myeloid-derived suppressor
cells. Eur J Immunol. 2013. 43(5):1220-30.

Steimbach L, Borgmann AV, Gomar GG, Hoffmann LV, Rutckeviski R, de Andrade DR, Smiderle FR. Fungal
beta-glucans as adjuvants for treating cancer patients - A systematic review of clinical trials. Clin Nutr.
2020 Nov 28:50261-5614(20)30650-6.

Vetvicka V, Vetvickova J. Anti-infectious and Anti-tumor Activities of 3-glucans. Anticancer Res. 2020
Jun;40(6):3139-3145.

Palanisamy M, Aldars-Garcia L, Gil-Ramirez A, Ruiz-Rodriguez A, Marin FR, Reglero G, Soler-Rivas C.
Pressurized water extraction of B-glucan enriched fractions with bile acids-binding capacities obtained
from edible mushrooms. Biotechnol Prog. 2014. 30(2):391-400.

Ghazavi A, Ganji A, Keshavarzian N, Rabiemajd S, Mosayebi G. Cytokine profile and disease severity in
patients with COVID-19. Cytokine. 2021. 137:155323.

Costela-Ruiz VJ, lllescas-Montes R, Puerta-Puerta JM, Ruiz C, Melguizo-Rodriguez L. SARS-CoV-2
infection: The role of cytokines in COVID-19 disease. Cytokine Growth Factor Rev. 2020. 54:62-75.

Falck-Jones S, Vangeti S, Yu M, Falck-Jones R, Cagigi A, Badolati I, Osterberg B, Lautenbach MJ, Ahlberg
E, Lin A, Lepzien R, Szurgot |, Lenart K, Hellgren F, Maecker HT, Salde J, Albert J, Johansson N, Bell M, Lore
K, Farnert A, Smed-Sdrensen A. Functional monocytic myeloid-derived suppressor cells increase in blood
but not airways and predict COVID-19 severity. J Clin Invest. 2021. 25:144734.

Sacchi A, Grassi G, Bordoni V, Lorenzini P, Cimini E, Casetti R, Tartaglia E, Marchioni L, Petrosillo N,
Palmieri F, D'Offizi G, Notari S, Tempestilli M, Capobianchi MR, Nicastri E, Maeurer M, Zumla A, Locatelli F,
Antinori A, Ippolito G, Agrati C. Early expansion of myeloid-derived suppressor cells inhibits SARS-CoV-2
specific T-cell response and may predict fatal COVID-19 outcome. Cell Death Dis. 2020. 27;11(10):921.

Montopoli M, Zumerle S, Vettor R, Rugge M, Zorzi M, Catapano CV, Carbone GM, Cavalli A, Pagano F,
Ragazzi E, Prayer-Galetti T, Alimonti A. Androgen-deprivation therapies for prostate cancer and risk of
infection by SARS-CoV-2: a population-based study (N = 4532). Ann Oncol. 2020. 31(8):1040-1045.
Lazzeri M, Duga S, Azzolini E, Fasulo V, Buffi N, Saita A, Lughezzani G, Paraboschi EM, Hurle R, Nobili A,
Cecconi M, Guazzoni G, Casale P, Asselta R; Humanitas COVID-19 Task Force; The Humanitas Gavazzeni
COVID-19 Task Force. Impact of chronic exposure to 5-alpha reductase inhibitors on the risk of
hospitalization for COVID-19: a case-control study in male population from two COVID-19 regional centers
of Lombardy (ltaly). Minerva Urol Nefrol. 2021. 13.

Cadegiani FA, McCoy J, Wambier CG, Kovacevic M, Shapiro J, Sinclair R, Goren A. Proxalutamide
(GT0918) Reduces the Rate of Hospitalization and Death in COVID-19 Male Patients: A Randomized
Double-Blinded Placebo-Controlled Trial. Preprint from Research Square, 28 Dec 2020.

Page 14/20



36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

Li F, Han M, Dai P, Xu W, He J, Tao X, Wu Y, Tong X, Xia X, Guo W, Zhou Y, Li Y, Zhu Y, Zhang X, Liu Z, Aji R,
Cai X, Li Y,Qu D, Chen Y, Jiang S, Wang Q, Ji H, Xie Y, Sun Y, Lu L, Gao D. Distinct mechanisms for
TMPRSS2 expression explain organ-specific inhibition of SARS-CoV-2 infection by enzalutamide. Nat
Commun. 2021 Feb 8;12(1):866.

Leach DA, Mohr A, Giotis ES, Isac AM, Yates LL, Barclay WS, Zwacka RM, Bevan CL, Brooke GN.
Enzalutamide, a prostate cancer therapeutic, downregulates TMPRSS2 in lung and reduces cellular entry
of SARS-CoV-2. Preprint from Research Square, 03 Jan 2021.

Leach DA, Isac A, Bevan CL, Brooke GN. TMPRSS2, required for SARS-CoV-2 entry, is downregulated in
lung cells by enzalutamide, a prostate cancer therapeutic. Preprint from Research Square, 09 Jun 2020.

Qiao Y, Wang XM, Mannan R, Pitchiaya S, Zhang Y, Wotring JW, Xiao L, Robinson DR, Wu YM, Tien JC,
Cao X, Simko SA, Apel IJ, Bawa P, Kregel S, Narayanan SP, Raskind G, Ellison SJ, Parolia A, Zelenka-Wang
S, McMurry L, Su F, Wang R, Cheng Y, Delekta AD, Mei Z, Pretto CD, Wang S, Mehra R, Sexton JZ,
Chinnaiyan AM. Targeting transcriptional regulation of SARS-CoV-2 entry factors ACE2 and TMPRSS2.
Proc Natl Acad Sci U S A. 2020. 11;118(1):€2021450118.

Dong M, Zhang J, Ma X, Tan J, Chen L, Liu S, Xin Y, Zhuang L. ACE2, TMPRSS2 distribution and
extrapulmonary organ injury in patients with COVID-19. Biomed Pharmacother. 2020. 131:110678.

Deng, Qu and Rasool, Reyaz Ur and Russell, Ronnie and Natesan, Ramakrishnan and Asangani, Irfan
Ahmed, Targeting Androgen Regulation of TMPRSS2 and ACE2 as a Therapeutic Strategy to Combat
COVID-19. Available at SSRN: http://dx.doi.org/10.2139/ssrn.3728140

Kim JS, Lee JY, Yang JW, Lee KH, Effenberger M, Szpirt W, Kronbichler A, Shin JI. Immunopathogenesis
and treatment of cytokine storm in COVID-19. Theranostics. 2021. 1;11(1):316-329.

Cavalcante-Silva LHA, Carvalho DCM, Lima EA, Galvao JGFM, da Silva JSF, Sales-Neto JM, Rodrigues-
Mascarenhas S. Neutrophils and COVID-19: The road so far. Int Inmunopharmacol. 2021. 90:107233.
Sarikonda G, von Herrath MG. Immunosuppressive mechanisms during viral infectious diseases. Methods
Mol Biol. 2011;677:431-47.

Fleming V, Hu X, Weber R, Nagibin V, Groth C, Altevogt P, Utikal J, Umansky V. Targeting Myeloid-Derived
Suppressor Cells to Bypass Tumor-Induced Immunosuppression. Front Immunol. 2018. 2;,9:398.

Geller A, Yan J. Could the Induction of Trained Immunity by B-Glucan Serve as a Defense Against COVID-
19? Front Immunol. 2020.14;11:1782.

Rao KS, Suryaprakash V, Senthilkumar R, Preethy S, Katoh S, Ikewaki N, Abraham SJK. Role of Immune
Dysregulation in Increased Mortality Among a Specific Subset of COVID-19 Patients and Immune-
Enhancement Strategies for Combatting Through Nutritional Supplements. Front Immunol. 2020.
9:;11:1548.

Muramatsu D, Iwai A, Aoki S, Uchiyama H, Kawata K, Nakayama Y, Nikawa Y, Kusano K, Okabe M,
Miyazaki T. B-Glucan derived from Aureobasidium pullulans is effective for the prevention of influenza in
mice. PLoS One. 2012;7(7):e41399.

Bergendiova K, Tibenska E, Majtan J. Pleuran (B-glucan from Pleurotus ostreatus) supplementation,

cellularimmune response and respiratory tract infections in athletes. Eur J Appl Physiol. (2011)
111:2033-40.

Page 15/20


http://dx.doi.org/10.2139/ssrn.3728140

50. Ahn DG, Shin HJ, Kim MH, Lee S, Kim HS, Myoung J, Kim BT, Kim SJ. Current Status of Epidemiology,
Diagnosis, Therapeutics, and Vaccines for Novel Coronavirus Disease 2019 (COVID-19). J Microbiol
Biotechnol. 2020. 28;30(3):313-324.

51. Digre A, Lindskog C. The Human Protein Atlas-Spatial localization of the human proteome in health and
disease. Protein Sci. 2021. 30(1):218-233.

Figures
A 8 g ™ AR mm TMRPSS2 mm ACE2 B == AR == TMPRSS2 mm ACE2
S §-
250
& : g
E = 50 % l T
(S 8 / N E 5
® 1 oEe M )
e N\ E 2. y
= 2+ |} s
o Yan
2 LS ﬁli i llll II
_— o_
& & 2
N P OFES 2O
N oe‘%""‘ <27 & S E L ESEE @ e A .8 2 sy W@ & A
FVES FNEES S S N S S
< (\\‘:‘\ gl \\\'C'\ iR ‘\\\'5'“ "+ <& ‘\'&o“q}z" <« ‘\'&o"q}h‘ & Vs
S & < & & S
=) ) () %‘e- 96“ ﬁ,@
C

AR TMPRSS2 ACE2

TMPRSS2

Prostate

Intestine

i

Intestine

Kidney

Figure 1

Tissue expression and distribution of AR, TMPRSS2, and ACE2 in mice versus in humans. A) The relative
mMRNA expressions of Ar, Tmprss,2 and Ace2 in prostate, lungs, small intestine, and kidneys in 8-week-old
intact male C57BL/6 mice were quantified by qRT-PCR. B) The mRNA expression levels of Ar, Tmprss2, and
Ace?2 in prostate, lungs, small intestine, and kidneys in adult humans. TPM: transcripts per million; pTPM: all
TPM values per sample scaled to a sum of 1 million TPM. C) Immunohistochemistry (IHC) of AR, TMPRSS2,
and ACE2 in prostate, lungs, small intestine, and kidneys in 8-week-old intact male C57BL/6 mice; D) IHC of
AR, TMPRSS2, and ACEZ2 in prostate, lungs, small intestine, and kidneys in adult humans. Scale bar of
representative images is 40X by 100 pm.
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Figure 2

WBM suppresses DHT-induced AR-TMPRSS?2 expression in putative COVID-19 impacted organs in mice. A) 8-
weeks-old male C57BL/6 mice were subcutaneously grafted pellets (3 mice with placebo pellets versus 12
mice with DHT pellets). The 3 mice with placebo pellets were gavaged daily with 100 pL PBS for 2 weeks
(Placebo group). The 12 mice with DHT pellets were randomly divided into 3 groups and treated daily for 2
weeks as follows: 3 mice with 100 uL PBS (DHT group), 3 mice with 300 pg enzalutamide (DHT+Enza group),
and 6 mice with 6 mg WBM (DHT+WBM group). B) The mRNA levels of Ar, Tmprss2, and Ace2 in prostate,
lungs, small intestine, and kidneys of each group were quantified by gRT-PCR. p values were determined by
multiple Student's t-tests. (*p<0.05, **p<0.01, ***p<0.001. ns. No significant difference.)
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Figure 3

Histological evaluation of AR-ACE2-TMPRSS?2 expression in putative COVID-19 impacted organs in response
to DHT or WBM treatments. 8-weeks-old male C57BL/6 mice were subcutaneously grafted pellets (3 mice with
placebo pellets versus 12 mice with DHT pellets). The 3 mice with placebo pellets were gavaged daily with
100 pL PBS (Placebo group). The 12 mice with DHT pellets were randomly divided into 3 groups and treated
daily for 2 weeks as follows: 3 mice with 100 pyL PBS (DHT group), 3 mice with 300 pg enzalutamide
(DHT+Enza group), and 6 mice with 6 mg WBM (DHT+WBM group). Hematoxylin and eosin (H&E) and IHC of
AR, TMPRSS2, and ACE2 in A) prostate, B) lungs, C) small intestine, and D) kidneys in each group. Scale bar
of representative images is 20X by 200 pym.
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Figure 4

WBM attenuates pro-inflammatory cytokines in the serum of mice. A) 15 intact C57BL/6 mice were randomly
divided into 3 groups and treated daily for 2 weeks as follows: 5 mice in Ctrl group were gavaged with 100 pL
PBS, 5 mice in Letinan (LT) group were gavaged with 6 mg Lentinan, and 5 mice in WBM group were gavaged
with 6 mg WBM. B) Proteome Profiler Mouse XL Cytokine Array Kit was used to semi-quantify 111 mouse
cytokines, chemokines growth factors, and other soluble proteins in the serum from each group. The image of
dot spots represents the changing levels of cytokines. WBM-regulated cytokines were labeled with a purple-
blue color, while LT-regulated cytokines were labeled with a light yellow color. C) The Quick Spots software was
applied to measure the mean spot pixel density and significant changes (treatments versus control) were
defined as up-regulated (log2 fold change = 0.5, p<0.05) versus down-regulated (log2 fold change < 0.5,
p<0.05). D) The overlapping cytokines between WBM versus LT treatment were displayed by Venn diagram
using Venny 2.1.
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Figure 5

WBM decreases MSDC counts in spleen and blood of mice. BD Accuri C6 Plus flow cytometer was used to
identify myeloid-derived suppressor cells (MDSCs) in A) spleen and in B) blood. BD Accuri C6 system software
was used to analyze the data. Mouse monocytic MDSCs (M-MDSCs/CD45+/CD11b+/Gr-1low/mid) and
granulocytic MDSCs (PMN-MDSCs/CD45+/CD11b+/Gr-Thigh) were gated to show the two population of
MDSCs. p values were determined by multiple Student's t-tests. (*p<0.05, **p<0.01, ***p<0.001. ns. No
significant difference.)

Supplementary Files

This is a list of supplementary files associated with this preprint. Click to download.

 GraphicalAbstract.jpg

Page 20/20


https://assets.researchsquare.com/files/rs-244245/v1/9e1c34a0fe77574f2ba2e94b.jpg

