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ABSTRACT Enterococcus faecalis is a Gram-positive bacterium that normally exists
as an intestinal commensal in humans but is also a leading cause of nosocomial in-
fections. Previous work noted that growth supplementation with serum induced tol-
erance to membrane-damaging agents, including the antibiotic daptomycin. Specific
fatty acids found within serum could independently provide tolerance to daptomy-
cin (protective fatty acids), yet some fatty acids found in serum did not and had
negative effects on enterococcal physiology (nonprotective fatty acids). Here, we
measured a wide array of physiological responses after supplementation with combi-
nations of protective and nonprotective fatty acids to better understand how serum
induces daptomycin tolerance. When cells were supplemented with either nonpro-
tective fatty acid, palmitic acid, or stearic acid, there were marked defects in growth
and morphology, but these defects were rescued upon supplementation with either
protective fatty acid, oleic acid, or linoleic acid. Membrane fluidity decreased with
growth in either palmitic or stearic acid alone but returned to basal levels when a
protective fatty acid was supplied. Daptomycin tolerance could be induced if a pro-
tective fatty acid was provided with a nonprotective fatty acid, and some specific
combinations protected as well as serum supplementation. While cell envelope
charge has been associated with tolerance to daptomycin in other Gram-positive
bacteria, we concluded that it does not correlate with the fatty acid-induced protec-
tion we observed. Based on these observations, we conclude that daptomycin toler-
ance by serum is driven by specific, protective fatty acids found within the fluid.

IMPORTANCE With an increasing prevalence of antibiotic resistance in the clinic, we
strive to understand more about microbial defensive mechanisms. A nongenetic tol-
erance to the antibiotic daptomycin was discovered in Enterococcus faecalis that re-
sults in the increased survival of bacterial populations after treatment with the drug.
This tolerance mechanism likely synergizes with antibiotic resistance in the clinic.
Given that this tolerance phenotype is induced by incorporation of fatty acids pres-
ent in the host, it can be assumed that infections by this organism require a higher
dose of antibiotic for successful eradication. The mixture of fatty acids in human flu-
ids is quite diverse, with little understanding between the interplay of fatty acid
combinations and the tolerance phenotype we observe. It is crucial to understand
the effects of fatty acid combinations on E. faecalis physiology if we are to suppress
the tolerance physiology in the clinic.

KEYWORDS Enterococcus faecalis, daptomycin, fatty acid, membrane fluidity

Enterococcus faecalis is a Gram-positive bacterium known primarily as a commensal
of the mammalian intestine (1). In immunocompromised individuals, however, it

can cause a variety of complications, including surgical wound and urinary infections,
endocarditis, and bacteremia (2). E. faecalis is also resilient when exposed to a variety
of stressors, allowing it to survive outside the body for extended periods of time, which
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likely increases transfer to patients in a hospital setting (1–4). Further, E. faecalis is
resistant to a variety of antibiotics, complicating treatment strategies (4, 5).

To combat drug-resistant enterococcal infections, clinicians have utilized the anti-
biotic daptomycin (reviewed in references 6 to 8). This drug is thought to insert into
phosphatidylglycerol-dominated portions of the cell membrane in a calcium-
dependent manner, leading to ion leakage and cell death. Despite the success of
daptomycin, clinical resistance has been reported (6, 9). Studies have also shown that
the growth environment of E. faecalis can induce a physiological tolerance to this
antibiotic (10–12). Specifically, growth of E. faecalis in the presence of bile and serum,
mimicking its lifestyle as a commensal and pathogen, respectively, led to protection
from daptomycin. This tolerance was induced by specific fatty acids found within bile
or serum (11). This priming also protected E. faecalis from high concentrations of
human bile and sodium dodecyl sulfate (SDS), demonstrating that protection was not
specific to daptomycin. Further, this protection was not due to the selection of genetic
mutants but, rather, to altered cellular physiology (11, 12).

Examination of the membrane content of E. faecalis after serum supplementation
revealed a profile dominated by stearic acid (C18:0), linoleic acid (C18:2 cis 9,12), oleic acid
(C18:1 cis 9), and palmitic acid (C16:0) (10, 11). The increase in these four species led to a
decreased proportion of other native fatty acids in the membrane, most notably
cis-vaccenic acid (C18:1 cis 11). Additional analysis showed that only supplementation
with oleic acid or linoleic acid provided protection from membrane stress agents
even though stearic and palmitic acids are found natively in the membrane of E.
faecalis (11, 12).

Not only did stearic acid and palmitic acid fail to induce daptomycin tolerance, but
they also increased generation time significantly from times for control cultures, and
the morphology of these cells was greatly perturbed (12). However, the failure to
protect from daptomycin challenge was not due to a simple reduction in growth rate:
the addition of linoleic acid alone could protect cultures from the antibiotic and also
increased generation time (11, 12). Based on the differences in daptomycin tolerance
observed when a fatty acid is independently provided to cultures, we chose to define
any exogenously supplied fatty acid that induces daptomycin tolerance a protective
fatty acid and all other fatty acids as nonprotective fatty acids.

It is interesting that human serum is effective at conferring daptomycin tolerance
despite containing the nonprotective fatty acids stearic and palmitic acids. We hypoth-
esized that the eukaryotic fatty acids oleic acid and linoleic acid drive a membrane-
protective response even in the presence of nonprotective fatty acids. Within this work,
we show that the supplementation of protective and nonprotective fatty acids in
combination induces daptomycin tolerance in E. faecalis without observable negative
physiological effects.

RESULTS
Protective fatty acids rescue E. faecalis from the negative growth effects of

nonprotective fatty acids. When grown in human serum, E. faecalis OG1RF had
generation times similar to those of control cultures, despite containing palmitic and
stearic acids that, if added independently, significantly impaired growth (10–12). To
determine whether the presence of the protective fatty acids found in serum, namely,
oleic and linoleic acids, could ameliorate the negative growth impacts of palmitic and
stearic acids, we simulated the fatty acid membrane profile upon serum supplemen-
tation by adding each of these fatty acids to the culture (referred to as SLOP, i.e., stearic
acid, linoleic acid, oleic acid, and palmitic acid). Note that as the concentration of each
specific fatty acid varies in serum given the individual and the testing method, we
opted to use 5 �g ml�1 as this concentration is below what has been measured or used
in other in vitro studies (13–16).

The addition of SLOP to OG1RF cultures had no impact on generation time com-
pared to that of the solvent control or serum supplementation of cultures (Fig. 1A and
Table 1; see also Table S1 in the supplemental material), unlike the addition of either
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palmitic or stearic acid alone (see below). To confirm that the fatty acids were taken up
by OG1RF, we analyzed the membrane fatty acid content via gas chromatography of
fatty acid methyl esters (GC-FAME) (see Materials and Methods). The membrane
content of SLOP cultures had an increased proportion of palmitic acid (C16:0) over that
of the solvent control, and also contained oleic acid (C18:1 cis 9) and linoleic acid
(C18:2 cis 9,12). As expected, there was a significant reduction in the natively produced
cis-vaccenic acid (C18:1 cis 11); however, the amount of stearic acid (C18:0) trended lower
in SLOP cultures than in the solvent control (Table 2 and Table S2) (see Discussion).

We then compared growth of OG1RF with either a single nonprotective fatty acid or
paired with a protective fatty acid. When stearic acid was added independently to
cultures, the generation time was increased compared to that of the control cultures
(Table 1) (P � 0.0001). This was probably because when added alone, stearic acid was
over 46% of the total membrane composition, increasing the saturated/unsaturated
fatty acid ratio and rigidifying the membrane (Table 2) (see below). However, when
cultures were supplemented with both stearic and oleic acids, not only was growth
restored to that of control cultures but also there was notably far less stearic acid found
in the membrane (approximately 8%; P � 0.0001) than if only stearic acid was provided;
indeed, this proportion of the membrane was not significantly different from that of
solvent control cultures (Table 2 and Table S2; see also Discussion). When provided
both stearic and linoleic acids, OG1RF had a generation time to similar to that of control
cultures (Table 1 and Table S1). In this case, however, stearic acid comprised approx-
imately 31% of the total content, far higher than the proportion in the control
(P � 0.0001) or when cultures were supplemented with both stearic acid and oleic acid
(P � 0.0001) (Table 2 and Table S2; see also Discussion).

FIG 1 Addition of a protective fatty acid rescues growth defects associated with palmitic acid or stearic acid. All fatty acids were added to a final concentration
of 5 �g ml�1, and ethanol (solvent control) was added to an equivalent final volume. (A) Addition of SLOP (stearic acid, linoleic acid, oleic acid, and palmitic
acid), human serum (15%), or individual fatty acids as indicated. (B) Addition of stearic acid combinations. (C) Addition of palmitic acid combinations. (D) Palmitic
acid was added at the time of dilution. Stasis is indicated by the black arrow. Oleic acid was added (indicated by arrows) at 30, 60, and 90 min poststasis
(indicated according to the color legend). Note, data from the same biological replicates are replotted in panels B and C. For all experiments, n � 3.
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When only palmitic acid was given to cells, OG1RF entered an early stasis period
(Fig. 1A and C) and reached stationary phase only after selection of a suppressor mutant
population (12; data not shown) (see Discussion); yet palmitic acid was a major
constituent of the membrane profile in control cultures (Table 2). When palmitic acid
was provided exogenously, over 81% of the membrane was comprised of this saturated
fatty acid, resulting in a high saturated/unsaturated fatty acid ratio (Table 2). When
palmitic acid was supplemented together with oleic acid, the percentage of palmitic
acid in these cultures was much less than if it was given alone but was still significantly
higher than that of control cultures (approximately 60% versus 43%; P � 0.0001) (Table
2 and Table S2). Similar trends were seen when linoleic acid was provided with palmitic
acid to cultures: cellular growth resembled that of control cultures or of those supple-
mented with linoleic acid alone (Table 1, Fig. 1C, and Table S1). Examination of the
membrane profile also showed decreased amounts of palmitic acid if linoleic acid was
provided simultaneously to OG1RF compared to levels in cultures given palmitic acid
alone, but levels were still higher than those of control cultures (P � 0.001) (Table 2;
Table S2).

TABLE 1 Generation times of OG1RF grown in BHI broth and the indicated supplement(s)

Medium constituent(s)a Generation time (min)b

Solvent control (ethanol) 41.85 � 0.91

Single fatty acids
C18:1 cis 9 34.91 � 1.03
C18:2 cis 9,12 37.07 � 0.97
C16:0 NA
C18:0 64.79 � 5.77

Fatty acid combinations
C18:1 cis 9 � C16:0 43.35 � 0.67
C18:1 cis 9 � C18:0 43.61 � 0.85
C18:2 cis 9,12 � C16:0 40.17 � 0.51
C18:2 cis 9,12 � C18:0 39.34 � 0.84
SLOP 37.87 � 1.05

Human serum 41.32 � 0.97
aC18:1 cis 9, oleic acid; C18:2 cis 9,12, linoleic acid; C16:0, palmitic acid; C18:0, stearic acid; SLOP, stearic, linoleic,
oleic, and palmitic acids. Ethanol (solvent control) was added to a final concentration of 0.2%. Each fatty
acid, alone or in combination, was supplemented to a final concentration of 5 �g ml�1. Human serum was
supplemented to a final concentration of 15%.

bValues are averages � standard deviations for n � 3 biological replicates (n � 6 for stearic acid due to
variability). Statistical analyses are found in Table S1 in the supplemental material. NA, not available.

TABLE 2 OG1RF membrane composition after long-term fatty acid supplementation

Fatty
acid(s)

Membrane composition (%) after supplementation with:a

Ethanol C18:1 cis 9 C18:2 cis 9,12 C16:0 C18:0

C18:1 cis 9 �
C16:0

C18:1 cis 9 �
C18:0

C18:2 cis 9,12 �
C16:0

C18:2 cis 9,12 �
C18:0 SLOP

C14:0 4.59 � 0.014 2.23 � 0.058 2.53 � 1.03 1.99 � 0.07 3.94 � 0.21 0.63 � 0.07 3.23 � 0.12 0.56 � 0.04 2.62 � 0.59 0.68 � 0.07
C16:1 cis 9 5.99 � 0.021 3.08 � 0.057 3.44 � 0.26 3.27 � 0.12 4.69 � 0.13 1.12 � 0.11 3.63 � 0.17 0.87 � 0.08 2.30 � 0.42 ND
C16:0 42.59 � 0.36 10.18 � 3.78 9.81 � 4.60 81.45 � 0.94 22.27 � 2.56 59.87 � 0.27 13.36 � 2.33 56.11 � 0.51 6.91 � 3.25 50.13 � 2.58
C18:2 ND ND 73.68 � 10.29 ND 0.19 � 0.04 ND ND 38.45 � 0.15 49.14 � 4.52 7.14 � 1.66
C18:1 cis 9 0.66 � 0.010 71.81 � 8.18 1.70 � 0.49 0.97 � 0.2 0.42 � 0.08 32.24 � 0.94 57.31 � 5.05 0.87 � 0.03 0.80 � 0.07 34.46 � 0.85
C18:1 cis 11 36.15 � 0.061 5.16 � 2.32 4.80 � 2.63 9.09 � 0.58 19.54 � 2.38 0.95 � 0.05 7.11 � 1.83 0.94 � 0.04 3.69 � 1.89 1.24 � 0.10
C18:0 6.42 � 0.026 1.84 � 0.07 1.79 � 0.16 3.22 � 0.19 46.92 � 4.48 1.39 � 0.02 8.13 � 0.19 1.00 � 0.09 31.63 � 2.60 2.56 � 0.24
Otherb 3.60 � 0.08 5.52 � 0.72 1.71 � 1.68 ND 2.09 � 0.08 3.72 � 0.89 7.09 � 0.54 0.24 � 0.34 1.86 � 0.45 3.55 � 0.70
SFA/UFAc 1.21 � 0.02 0.20 � 0.06 0.19 � 0.09 6.52 � 0.40 2.82 � 0.30 1.65 � 0.03 0.37 � 0.05 1.40 � 0.02 0.76 � 0.06 1.15 � 0.13
aC18:1 cis 9, oleic acid; C18:2 cis 9,12, linoleic acid; C16:0, palmitic acid; C18:0, stearic acid; SLOP, stearic, linoleic, oleic, and palmitic acids. Ethanol (solvent control) was
added to a final concentration of 0.2%. Each fatty acid, alone or in combination, was supplemented to a final concentration of 5 �g ml�1. Percentages of total
membrane content were determined by GC-FAME by Microbial ID, Inc. Data are the averages � standard deviations from three independent experiments. ND, not
determined. Statistical analyses are found in Table S2 in the supplemental material.

bTotal of all fatty acids comprising �3% of the total membrane content.
cSFA/UFA, ratio of total saturated fatty acids to total unsaturated fatty acids.
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Given that the addition of oleic acid could ameliorate the negative consequences of
palmitic acid on growth, we tested whether oleic acid could restore growth to cultures
that entered a palmitic acid-induced stasis. We supplied palmitic acid after cultures
were diluted, and once stasis was established, oleic acid was added. By supplementing
oleic acid as late as 90 min poststasis, the culture was able to resume growth (Fig. 1D).
Redilution of these cells indicated that oleic acid did not select for a genetic mutant
isolate as they were unable to grow in the presence of palmitic acid when challenged
again (data not shown). Given the vast array of growth impacts and the altered levels
of fatty acid incorporation within the membrane, we next examined the morphological
consequences of these supplements on OG1RF.

Protective fatty acids prevent negative morphological effects from saturated
fatty acids. Growth in serum has little impact on the E. faecalis growth rate (10, 12; see
above) or cellular morphology. However, individual supplementation with either stearic
acid or palmitic acid caused severe distortion of cellular morphology (11, 12). We
hypothesized that serum has little impact on morphology because oleic acid and
linoleic acid are able to prevent severe cellular distortion caused by stearic or palmitic
acid.

OG1RF cultures supplemented with SLOP displayed a relatively typical diplococcal
morphology compared to that of controls (Fig. 2; Fig. S1). We did note that there was
an overall reduction in cellular length (Fig. S2) compared to that of control cultures.
However, cellular morphology was highly consistent across the culture (Fig. S1).

When given independently, the protective fatty acids oleic acid and linoleic acid also
led to a reduction in overall cellular length (Fig. S2), but otherwise the morphology
resembled that of control cultures. Cells supplemented with palmitic acid were severely
distorted in their shape, oftentimes with little or no distinction from one cell to the next.
Unlike the characteristic diplococcus shape, we observed what appeared to be curved
cells branching from nonpolar ends, reminiscent of expanding dough (Fig. 2). Cells
supplemented with palmitic acid in conjunction with oleic acid or linoleic acid, how-
ever, had a morphology similar to that of control cells, with apparent normal septum
placement, though they were reduced in overall cell length (Fig. S2).

Stearic acid supplementation also led to apparent misplacement of septa and
improper cellular division, similar to characteristics of palmitic acid-supplemented cells
(Fig. 2). The cells also appeared wrinkled, which may be due to cell wall defects (see
Discussion). However, when stearic acid was given in combination with oleic or linoleic
acids, cellular morphology was similar to that of control cells. As seen with other fatty
acid combinations, the addition of either protective fatty acid led to an overall
reduction of cellular length (Fig. S2). In combinations, oleic or linoleic acid prevented
the negative cellular morphology associated with supplementation of the saturated,
nonprotective fatty acids palmitic and stearic acid.

Addition of protective fatty acids allow for growth in the presence of a de novo
fatty acid biosynthesis inhibitor. Previous work has demonstrated that E. faecalis can
overcome inhibition of de novo fatty acid biosynthesis if grown in the presence of
human serum, oleic acid, or linoleic acid but not of palmitic or stearic acid (12, 17). We
thus examined if fatty acid combinations could support growth of E. faecalis in the
presence of the de novo fatty acid biosynthesis inhibitor cerulenin.

As shown, cells grown in the presence of cerulenin and our synthetic serum fatty
acid mixture, SLOP, grew as well as cultures lacking the drug (Fig. S3). Further, as long
as either oleic or linoleic acid was present in cultures, OG1RF supplemented with a
nonprotective fatty acid was also able to grow in the presence of cerulenin (Fig. S3). We
therefore conclude that unsaturated fatty acids are required for proper membrane
function and cellular viability.

Fatty acid supplementation causes a varied response to cell envelope charge.
An increase in overall cellular charge via elevated levels of the positively charged
phospholipid lysl-phosphatidylglycerol has been associated with a reduction in ion
leakage caused by cationic antimicrobial peptides in Staphylococcus aureus (18–20) and
increased resistance to daptomycin in Bacillus subtilis (21). We observed alterations in
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the polar head group composition of OG1RF dependent upon supplementation with
oleic or linoleic acid (data not shown), and the addition of either could induce
daptomycin tolerance (11, 12). Thus, we examined whether addition of exogenous fatty
acids resulted in an altered overall cellular charge via interactions with the positively
charged protein cytochrome c (22).

Surprisingly, not all conditions impacted cellular charge in comparison to results in
control cultures (Fig. S4). The addition of SLOP caused a modest but significant increase
in cell charge (P � 0.0001), as indicated by the larger amount of unbound cytochrome
c. Supplementation with oleic acid caused no change relative to the level in the control,
while growth in linoleic acid caused a significant decrease in cell charge (P � 0.05).
Examination of the nonprotective fatty acids also did not correlate with cellular charge
differences: stearic acid supplementation alone resembled that of control cultures,
whereas the addition of palmitic acid led to a significant increase in charge (P � 0.05).

Nonprotective fatty acids alter membrane fluidity. The cellular membrane ad-
justs its fluidity upon changing environmental conditions to maintain both a protective
barrier and functioning membrane proteins (23, 24). Alterations, then, in the ratio of
saturated to unsaturated fatty acids may impact membrane fluidity and the subsequent

FIG 2 Fatty acids induce altered morphology of OG1RF. Scanning electron micrographs of exponential-phase cells after
long-term supplementation with fatty acids (5 �g ml�1 of each) or solvent control (ethanol) are shown. Images were taken
at a magnification of 45,000 and at 5.0 keV. Scale bar, 0.5 �m. Sample images of n � 2 biological replicates are shown, and
a minimum of 10 fields per replicate were observed.
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effectiveness of daptomycin. We performed anisotropy using the dye DPH (1,6-
diphenyl-1,3,5-hexatriene) to determine membrane fluidity on protoplasts to ensure
proper interaction of the dye with the cellular membrane (25). Further, given the severe
growth effects for some fatty acid supplements, we performed short-term supplemen-
tation in which exponential cultures were exposed to fatty acids for 30 min (12; also
Materials and Methods). As noted previously, short-term supplementation led to al-
tered membrane composition from that of the control (Table 3 and Table S2); overall,
however, exogenous fatty acids did not comprise as large a portion of total membrane
content as they did when cells were supplemented with fatty acids from dilution,
similar to what was noted previously with long-term supplementation (Table 2) (12).

The fluidity of cultures supplemented with SLOP resembled that of the solvent
control (Fig. 3). Further, cells exposed to oleic acid or linoleic acid had fluidity similar to
that of each other and control cultures. Cells supplemented solely with either of the
saturated fatty acids palmitic or stearic acid gave a statistically significant higher r value
(P � 0.0001), indicative of a more rigid membrane than that of the control and all other
conditions examined (Fig. 3). This correlated well with the saturated/unsaturated fatty
acid ratio of such cells (Table 3). Combining a protective and nonprotective fatty acid,

TABLE 3 OG1RF membrane composition after short-term fatty acid supplementation

Fatty
acid(s)

Membrane composition (%) after supplementation with:a

Ethanol C18:1 cis 9 C18:2 cis 9,12 C16:0 C18:0

C18:1 cis 9 �
C16:0

C18:1 cis 9 �
C18:0

C18:2 cis 9,12 �
C16:0

C18:2 cis 9,12 �
C18:0 SLOP

C14:0 3.61 � 0.61 4.51 � 0.35 2.98 � 0.59 2.06 � 0.29 3.86 � 0.32 3.03 � 0.44 4.44 � 0.52 3.20 � 0.14 3.61 � 0.42 3.05 � 0.03
C16:1 cis 9 5.04 � 0.60 4.26 � 0.36 4.00 � 0.59 2.88 � 0.28 4.47 � 0.36 3.61 � 0.51 4.56 � 0.42 4.43 � 0.23 4.66 � 0.28 3.60 � 0.19
C16:0 42.09 � 0.13 28.48 � 1.60 35.50 � 2.07 65.20 � 1.84 28.40 � 0.82 42.74 � 0.98 24.33 � 0.032 44.97 � 1.22 28.85 � 0.66 46.88 � 0.68
C18:2 ND ND 19.88 � 5.80 ND ND ND ND 13.87 � 1.54 25.96 � 1.10 3.97 � 0.90
C18:1 cis 9 0.55 � 0.05 34.01 � 3.37 0.78 � 0.10 0.48 � 0.04 0.41 � 0.03 27.02 � 2.24 34.87 � 3.83 0.85 � 0.07 0.80 � 0.06 8.42 � 0.68
C18:1 cis 11 37.21 � 0.19 20.21 � 0.99 26.96 � 2.01 20.70 � 1.28 24.92 � 0.86 17.84 � 1.74 19.73 � 0.27 25.27 � 0.62 24.86 � 0.11 21.40 � 1.12
C18:0 7.47 � 1.49 3.98 � 0.72 6.10 � 0.40 6.44 � 1.31 35.50 � 2.15 3.54 � 0.05 8.88 � 2.29 4.85 � 0.24 8.09 � 0.60 6.76 � 0.05
Otherb 3.93 � 0.09 3.44 � 1.84 3.79 � 0.88 2.13 � 0.17 2.44 � 0.30 2.12 � 0.28 3.13 � 0.53 2.56 � 0.46 3.16 � 0.60 5.80 � 0.89
SFA/UFAc 1.17 � 0.04 0.61 � 0.06 0.83 � 0.09 2.90 � 0.14 2.16 � 0.13 1.00 � 0.03 0.63 � 0.08 1.17 � 0.06 0.70 � 0.01 1.37 � 0.04
aC18:1 cis 9, oleic acid; C18:2 cis 9,12, linoleic acid; C16:0, palmitic acid; C18:0, stearic acid; SLOP, stearic, linoleic, oleic, and palmitic acids. Ethanol (solvent control) was
added to a final concentration of 0.2%. Each fatty acid, alone or in combination, was supplemented to a final concentration of 5 �g ml�1. Percentages of total
membrane content were determined by GC-FAME by Microbial ID, Inc. Data are the averages � standard deviations from three independent experiments. ND, not
determined. Statistical analyses are found in Table S2 in the supplemental material.

bTotal of all fatty acids comprising �3% of the total membrane content.
cSFA/UFA, ratio of total saturated fatty acids to total unsaturated fatty acids.

FIG 3 Membrane fluidity of OG1RF after short-term supplementation with fatty acids. Cells were grown
to mid-log phase supplemented either with 5 �g ml�1 of each fatty acid, 15% human serum, or an
equivalent volume of ethanol (solvent control) for 30 min. Upon formation of protoplasts, anisotropy was
determined using DPH at an excitation wavelength of 350 nm and emission wavelength of 428 nm. ****,
P � 0.0001, as determined via Tukey’s range test (n � 3).
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we noted that membrane fluidity returned to that of control cultures (Fig. 3). Thus,
while saturated fatty acids rigidified the overall membrane, growth with protective fatty
acids appeared to have no impact (see Discussion).

Protection from daptomycin by beneficial fatty acid supplements is not hin-
dered by the presence of palmitic or stearic acids. Our data are supportive of
protective fatty acids driving cellular physiology when they are given with nonprotec-
tive fatty acids. Therefore, we examined the induction of daptomycin tolerance by our
mixtures (12).

When comparing cells pregrown in either serum or SLOP, we saw a significant
increase (P � 0.0001) in fold protection over that of the controls (Fig. 4A). There was no
statistical difference in the log ratio of survivors of serum versus that of SLOP-grown
cells. Thus, protection against daptomycin via serum supplementation was likely due to
the direct or indirect presence of protective fatty acids found within the mixture.

The addition of either oleic acid or linoleic acid led to a 2-log increase in survival
after daptomycin treatment compared to survival in the solvent control (P � 0.0001)
(Fig. 4A). This was in contrast to supplementation with either palmitic or stearic acid,
which had a survival rate similar to that of the solvent control (Fig. 4A). However,

FIG 4 Oleic or linoleic acid can induce daptomycin tolerance in the presence of nonprotective fatty acids. (A) Supplementation with SLOP (stearic
acid, linoleic acid, oleic acid, and palmitic acid), human serum (15%), oleic acid, or linoleic acid led to an increase in the survival rate for all time
points (P � 0.0001). Cultures supplemented with oleic acid did not differ from cultures supplemented with oleic acid mixtures. (B) Supplemen-
tation with oleic acid or linoleic acid in combination with stearic acid led to an increase in the survival rate at all time points (P � 0.0001). (C)
Supplementation with oleic acid or linoleic acid in combination with palmitic acid led to an increase in the survival rate at all time points
(P � 0.0001). Note, data for the same biological replicates are replotted in the different panels (n � 3 biological replicates).
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addition of oleic acid with either palmitic or stearic acid resulted in protection similar
to that of oleic acid alone (Fig. 4B and C). Despite this, protection induced by human
serum was significantly greater than that from the addition of either oleic acid or the
oleic acid combinations (P � 0.0001).

Supplementation with linoleic acid or a linoleic acid combination also led to a
significant increase in the survival rate over that of the controls (P � 0.0001). However,
the addition of SLOP induced significantly higher tolerance than all supplements with
the exception of human serum (P � 0.05) (Fig. 4A). These findings reinforce the
conclusion that host-derived fatty acids are sufficient to provide protection from
daptomycin (10–12). These data also demonstrate that a single protective fatty acid is
both necessary and sufficient for increased survival when cells are challenged with
daptomycin in the presence of a nonprotective fatty acid.

DISCUSSION

Previously, we had noted that growth of E. faecalis in either serum or bile resulted
in increased proportions of palmitic, stearic, oleic, and linoleic acids within the mem-
brane and induced tolerance to daptomycin (11). However, supplementation with
individual fatty acids resulted in two distinctive phenotypes: daptomycin protective
and nonprotective (11, 12). We found that we could simulate the effects of serum by
supplementation with a mixture of the four dominant fatty acids (SLOP) found within
the fluid. Further, a combination containing at least one protective fatty acid induced
protection from daptomycin and prevented negative physiological effects that were
observed after supplementation with a saturated, nonprotective fatty acid (Fig. 4). In
particular, we noted that membrane fluidity was restored to control culture levels (Fig.
3), which likely improved the overall health of these cells. Changes in cellular charge did
not correlate with restored cellular health and daptomycin tolerance, indicating that
this feature may not be the main driver in E. faecalis for fatty acid-induced tolerance
(see Fig. S3 in the supplemental material).

Supplementation of cells with either palmitic acid or stearic acid alone resulted in
severe morphological deformities (Fig. 2). Cells appeared with altered placement of
septa and clear problems with proper cellular division. This morphology is reminiscent
of that of E. faecalis with nonfunctioning DivIVA, which localizes to cell poles and septa
to mediate proper cell division (26). It is possible that the increased saturated fatty acids
within the membrane led to DivIVA mislocalization (Fig. 1 and Table 1). This aberrant
cell morphology was rescued by addition of either protective fatty acid, suggesting that
unsaturated fatty acids are needed for proper membrane protein localization and/or
function.

Cells that were supplemented with palmitic acid underwent initial rounds of cellular
division (Fig. 1A and C) before growth stasis occurred. Why were the effects of palmitic
acid delayed? Upon dilution back from stationary phase, cells contain their preformed
lipid molecules with the optimal fatty acid tail composition. As cells grow, these
preformed lipids will comprise a portion of the membrane while newly synthesized
lipids are generated to ensure proper size of the daughter cell. E. faecalis will utilize the
exogenously supplied palmitic acid to generate these new lipids, and eventually, the
old lipids will be diluted out such that daughter cells contain new lipids harboring
mainly palmitic acid tails (Table 2). This will lead to decreased membrane fluidity (Fig.
3) and growth stasis. Genetic suppressors can be isolated that escape this cellular stasis
(11, 12). Experiments are ongoing to elucidate the mechanism(s) of suppression; it is
likely that these isolates are defective in their use of exogenously supplied fatty acids
or in their ability to repress de novo fatty acid biosynthesis (see below).

A recent investigation into the mechanism of daptomycin killing revealed that
membrane fluid microdomains of Bacillus subtilis were disrupted, leading to delocal-
ization of the membrane-associated machinery vital for cell division (27). Daptomycin
is thought to decrease fluidity after insertion, so a more fluid membrane is theoretically
less sensitive to the membrane-disrupting effects of this proposed mechanism (7).
While we did not observe increased fluidity after protective fatty acid supplementation,
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it is possible that we encountered a technical lower limit while using anisotropy.
Further, anisotropy measures total fluidity, not that of localized regions. While it is
surprising that the addition of unsaturated fatty acids, which can alter the saturated/
unsaturated fatty acid ratio, did not alter fluidity, perhaps alterations in membrane
protein concentration and/or composition compensated for these changes, maintain-
ing fluidity at normal levels.

Our fluidity data do provide some interesting insights into the basic membrane
physiology of E. faecalis. Even a brief (30-min) exposure to saturated fatty acids led to
decreases in membrane fluidity (Fig. 3). This suggests that E. faecalis does not have a
system expressed under these conditions with which to increase membrane fluidity.
Under a different physiological condition, B. subtilis can increase its membrane fluidity
in response to cold shock through production of Des, a desaturase (23, 28). Des targets
preformed lipids, forming unsaturated fatty acid bonds in saturated fatty acids. Its
production is induced via the two-component system DesKR (23). DesK, a membrane-
bound sensor kinase, has a conformation in the membrane that is sensitive to mem-
brane compression upon decreased fluidity, stimulating a phosphorelay (29, 30). Again,
while our cells did not experience cold shock, the rigidification of their membranes
through the addition of excess saturated fatty acids did not induce a similar pathway
(Tables 2 and 3; Fig. 3). Note that Des is not annotated in the OG1RF genome, and our
attempts to identify a Des homolog using PSI-BLAST as well as domain predictions were
unsuccessful, suggesting that if E. faecalis does have a membrane-sensing protein, it is
unique. Past analysis showed that OG1RF decreased its saturated/unsaturated fatty acid
ratio in response to growth at low temperatures, but this likely occurred at the de novo
biosynthesis level (11). Interestingly, increasing the proportion of unsaturated fatty
acids within the membrane did not cause significant issues for growth and viability,
suggesting that E. faecalis can adjust to a too fluid membrane though how it adjusts is
not known (11, 12).

Other membrane alterations, besides fluidity, have implicated a role for the cell
envelope in daptomycin repulsion. Increases in the cellular envelope charge appear to
prevent drug interaction with the membrane and/or block the formation of pores
(reviewed in references 6 to 8). Our own observations (data not shown) demonstrate
that growth with oleic acid can lead to an increase in specific lysyl-phosphatidylglycerol
species in the membrane, which could reduce the negative charge of the enterococcal
cellular envelope. Enterococcal mutant strains lacking mprF2 have greatly reduced
lysyl-phosphatidylglycerol in the membrane and are more susceptible to cationic
antimicrobial peptides (CAMPs) (31). Similarly, in S. aureus, upregulation of the dlt
operon, which adds D-alanyl to lipoteichoic acid resulting in an increased cell wall
charge, has been associated with tolerance to daptomycin (22, 32). However, under our
conditions, there did not seem to be a correlation in overall cell charge and protection
from daptomycin.

An unexpected finding of this study was the two different mechanisms by which
oleic acid negates the growth effects associated with saturated fatty acid supplemen-
tation. When provided alone, stearic acid comprised a significantly larger portion of
membrane composition than that in control cultures (Table 2). However, when stearic
acid (C18:0) was given with oleic acid from lag phase, the amount found within the
membrane was significantly lower than that in control cultures (Table 2). This implies
that oleic acid blocks incorporation of stearic acid by OG1RF. Yet this does not seem to
be the case for palmitic acid: when C16:0 was given with oleic acid, levels were still
elevated above the level in the control (Table 2 and Table S2). Further, in SLOP-
supplemented cells, the level of stearic acid was again found to be lower than that in
the controls. When linoleic acid and stearic acid were provided together in the medium,
the membrane composition for OG1RF showed a significant increase in stearic acid
in the membrane (Table 2), supporting the idea that there is competition between
stearic acid and oleic acid for use in the membrane.

How could oleic acid block stearic acid uptake in the membrane? In S. aureus and
Streptococcus pneumoniae, exogenous fatty acids that associate with the membrane are
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bound by a specific FakB binding protein that, in concert with FakA, phosphorylates the
fatty acid, activating it for use in lipid biosynthesis (33). Biochemical analyses suggest
that there is a specific FakB binding protein for saturated fatty acids, another one for
unsaturated fatty acids, and, in the case of S. pneumoniae, a third for polyunsaturated
fatty acids (13, 34). As oleic acid addition seems to prevent utilization of stearic acid by
OG1RF, this may suggest that the specificity of the FakB proteins in E. faecalis does not
follow that of S. aureus or S. pneumoniae. Oleic acid has also been shown to repress de
novo fatty acid biosynthesis in E. faecalis (35). Alternatively, then, the reduced amounts
of stearic acid observed in cultures supplemented with SLOP or oleic and stearic acid
may be due to transcriptional repression of de novo synthesis. Additional evidence
supports a block in de novo synthesis: when cultures were supplemented for only
30 min with stearic and oleic acid, the levels of stearic acid were not nearly as reduced
as during long-term supplementation (compare data in Tables 2 and 3).

Here, we showed that oleic acid and linoleic acid are able to rescue E. faecalis from
the negative physiological effects of nonprotective fatty acids and are solely respon-
sible for providing the protection observed after supplementation with human serum.
The presence of either oleic or linoleic acid within fatty acid mixtures likely leads to
improved membrane protein activities and functions that are sensitive to membrane
fluidity (27, 36–41).

MATERIALS AND METHODS
Bacterial growth conditions. E. faecalis OG1RF was grown statically at 37°C in brain heart infusion

(BHI) broth for all experimental conditions. Overnight cultures were diluted to an optical density at 600
nm (OD600) of 0.01 before experimentation. For long-term supplementation, fatty acids were added at
the time of dilution (11). For short-term supplementation, fatty acids were added to cultures during
exponential phase, an OD600 of 0.25 (12). Unless otherwise noted, cells were harvested at an OD600 of 0.3
for long-term supplementation and 30 min after fatty acid addition for short-term supplementation.
Growth was monitored by the OD600, and all fatty acids (Millipore-Sigma) were supplemented to a final
concentration of 5 �g ml�1, as follows: oleic acid (C18:1 cis 9) 17.7 �M; linoleic acid (C18:2 cis 9,12) 17.82 �M;
palmitic acid (C16:0) 19.49 �M; stearic acid (C18:0) 17.58 �M. Human serum (MP Biomedicals) was supple-
mented at a final concentration of 15%. Comparison of generation times was via Tukey’s range test (see
Table S1 in the supplemental material).

GC-FAME. Cells were grown using both the long-term and short-term supplementation methods
described above. Cultures (15 ml) were harvested by centrifugation at 2,739 � g for 10 min, washed
extensively in 1� phosphate-buffered saline (PBS) twice, pelleted, and stored at �80°C. Gas chroma-
tography of fatty acid methyl esters (GC-FAME) was performed by Microbial ID (Newark, DE) using
methods described previously (42). Comparisons of fatty acid membrane profiles was via Tukey’s
range test (Table S2).

Scanning electron microscopy. Bacterial cultures (50 ml) were grown using the long-term supple-
mentation methods described above. The cells were harvested by centrifugation at 2,739 � g for 10 min,
washed in 1� PBS, and fixed in 500 �l of 3% glutaraldehyde for 60 min. Cells were washed three times
in 10 ml of sterile water, decanted, and resuspended in the remaining water. An aliquot (20 �l) of each
sample was fixed to a 5- by 5-mm silicon chip with polylysine and then dehydrated using a series of
ethanol washes (25, 50, 70, 95, and 100%) for 10 min each. After ethanol washes, the cells were placed
in a Ladd critical point dryer for three cycles of 10 min each. The dried samples were then coated with
iridium using a sputter coater and visualized using a Zeiss Auriga 40 instrument at the Center for
Advanced Microscopy and Imaging at the University of Tennessee at 5.0 keV. Biological duplicates were
performed for each growth condition, and a minimum of 10 fields were imaged for each sample. The
average length of 30 cells (10 cells across 3 images) was determined via ImageJ, and statistical
comparisons were made via Tukey’s range test.

Determination of cellular charge. The overall charge of the bacterial cells was determined using a
previously described method with modifications (22). Bacterial cultures were grown using the short-term
supplementation methods described above. Cells were washed twice with PBS, resuspended to a final
OD600 of 3.0 in 3.0 ml of 20 mM 3-(N-morpholino) propanesulfonic acid (MOPS) with 1 mg ml�1 cyto-
chrome c (Millipore-Sigma), and incubated at room temperature for 10 min. The samples were centri-
fuged at 2,739 � g for 10 min, the supernatant was extracted, and the OD530 was measured. The
concentration of cytochrome c was determined via a standard curve of known cytochrome c concen-
trations. The percentage of unbound cytochrome c was calculated for three biological replicates, and
statistical differences were determined via Tukey’s range test. A higher percentage of unbound cyto-
chrome c represents a more positively charged population of cells.

Protoplast generation. Protoplast generation was as described previously with modifications (43).
Cultures of OG1RF (10 ml) were grown under short-term supplementation conditions. Cultures were
harvested by centrifugation (10 min, 2,739 � g), washed with 1� PBS, and resuspended in half (5 ml) the
original volume with isotonic buffer (20% sucrose, 0.145 M NaCl, 50 mM Tris-HCl). Samples were
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incubated with 1 mg ml�1 lysozyme for 60 min at 37°C. Removal of the cell wall was verified by Gram
staining.

Anisotropy. Protoplasts in isotonic solution were incubated with 2 nM DPH (1,6-diphenyl 1,3,5
hexatriene) at 37°C for 30 min. An Agilent Technologies Cary Eclipse fluorescence spectrophotometer
was used to measure the r value at an excitation wavelength of 350 nm and emission wavelength of
428 nm. The observed biological range of values for anisotropy using DPH is 0.1 to 0.3, with a lower
number equivalent to a more fluid membrane (25). Statistical comparisons of membrane fluidity were
performed with Tukey’s range test.

Cerulenin rescue assay. Cultures were grown as described above for long-term supplementation
with 5 �g ml�1 cerulenin as indicated in Fig. S3 (12). Shown are the averages and standard deviations
of three biological replicates.

Daptomycin challenge assay. Cultures were grown and harvested using the short-term supple-
mentation method described above, with the exception that cultures grown in the presence of serum
were grown via the long-term supplementation method. Immediately after harvest, cells were spun at
2,739 � g, decanted, and washed with 1� PBS twice. Cells were resuspended in an equivalent volume
BHI broth with 1.5 mM calcium chloride and then treated with 30 �g ml�1 of daptomycin (11). After
addition of daptomycin, cells were incubated at 37°C; aliquots were removed at 15, 30, and 60 min and
serially diluted with 0.9% sodium chloride (NaCl). The dilution series was plated on BHI agar plates and
grown for 16 to 20 h at 37°C, and CFU were enumerated. The log number of survivors was plotted against
time for three biological replicates, and Tukey’s range test was used to compare survival rates.

SUPPLEMENTAL MATERIAL
Supplemental material is available online only.
SUPPLEMENTAL FILE 1, PDF file, 0.8 MB.
SUPPLEMENTAL FILE 2, XLSX file, 0.1 MB.

ACKNOWLEDGMENTS
We thank T. Reynolds and S. Wilhelm for helpful discussions. We are also grateful to

Rachel Johnston for her helpful critiques and M. Melchionna and J. Dunlap for technical
assistance.

Funding for this work was through NIH/NIAID grant R01AI116571 to E.M.F.

REFERENCES
1. Fisher K, Phillips C. 2009. The ecology, epidemiology and virulence of

Enterococcus. Microbiology 155:1749 –1757. https://doi.org/10.1099/mic
.0.026385-0.

2. Garsin DA, Frank KL, Silanpaa J, Ausubel FM, Hartke A, Shankar N, Murray BE.
2014. Pathogenesis and models of enterococcal infection. In Gilmore MS,
Clewell DB, Ike Y, Shankar N (ed), Enterococci: from commensals to leading
causes of drug resistant infection. Massachusetts Eye and Ear Infirmary,
Boston, MA. https://www.ncbi.nlm.nih.gov/books/NBK190424/.

3. Arias CA, Murray BE. 2012. The rise of the enterococcus: beyond vanco-
mycin resistance. Nat Rev Microbiol 10:266 –278. https://doi.org/10.
1038/nrmicro2761.

4. Garcia-Solache M, Rice LB. 2019. The enterococcus: a model of adapt-
ability to Its environment. Clin Microbiol Rev 32:e00058-18. https://doi
.org/10.1128/CMR.00058-18.

5. Kristich CJ, Rice LB, Arias CA. 2014. Enterococcal infection-treatment and
antibiotic resistance. In Gilmore MS, Clewell DB, Ike Y, Shankar N (ed),
Enterococci: from commensals to leading causes of drug resistant infec-
tion. Massachusetts Eye and Ear Infirmary, Boston, MA. https://www.ncbi
.nlm.nih.gov/books/NBK190424/.

6. Bayer AS, Schneider T, Sahl HG. 2013. Mechanisms of daptomycin resis-
tance in Staphylococcus aureus: role of the cell membrane and cell wall.
Ann N Y Acad Sci 1277:139 –158. https://doi.org/10.1111/j.1749-6632
.2012.06819.x.

7. Gray DA, Wenzel M. 2020. More than a pore: a current perspective on the
in vivo mode of action of the lipopeptide antibiotic daptomycin. Anti-
biotics (Basel) 9:17. https://doi.org/10.3390/antibiotics9010017.

8. Heidary M, Khosravi AD, Khoshnood S, Nasiri MJ, Soleimani S, Goudarzi
M. 2018. Daptomycin. J Antimicrob Chemother 73:1–11. https://doi.org/
10.1093/jac/dkx349.

9. Arias CA, Panesso D, McGrath DM, Qin X, Mojica MF, Miller C, Diaz L, Tran
TT, Rincon S, Barbu EM, Reyes J, Roh JH, Lobos E, Sodergren E, Pasqualini
R, Arap W, Quinn JP, Shamoo Y, Murray BE, Weinstock GM. 2011. Genetic
basis for in vivo daptomycin resistance in enterococci. N Engl J Med
365:892–900. https://doi.org/10.1056/NEJMoa1011138.

10. Harp JR, Saito HE, Bourdon AK, Reyes J, Arias CA, Campagna SR, Fozo EM.

2016. Exogenous fatty acids protect Enterococcus faecalis from
daptomycin-induced membrane stress independently of the response
regulator LiaR. Appl Environ Microbiol 82:4410 – 4420. https://doi.org/10
.1128/AEM.00933-16.

11. Saito HE, Harp JR, Fozo EM. 2014. Incorporation of exogenous fatty acids
protects Enterococcus faecalis from membrane-damaging agents. Appl
Environ Microbiol 80:6527– 6538. https://doi.org/10.1128/AEM.02044-14.

12. Saito HE, Harp JR, Fozo EM. 2017. Enterococcus faecalis responds to
individual exogenous fatty acids independently of their degree of sat-
uration or chain length. Appl Environ Microbiol 84:e01633-17. https://
doi.org/10.1128/AEM.01633-17.

13. Gullett JM, Cuypers MG, Frank MW, White SW, Rock CO. 2019. A fatty
acid-binding protein of Streptococcus pneumoniae facilitates the acqui-
sition of host polyunsaturated fatty acids. J Biol Chem 294:16416 –16428.
https://doi.org/10.1074/jbc.RA119.010659.

14. Kish-Trier E, Schwarz EL, Pasquali M, Yuzyuk T. 2016. Quantitation of total
fatty acids in plasma and serum by GC-NCI-MS. Clin Mass Spectrom
2:11–17. https://doi.org/10.1016/j.clinms.2016.12.001.

15. Parsons JB, Frank MW, Subramanian C, Saenkham P, Rock CO. 2011.
Metabolic basis for the differential susceptibility of Gram-positive patho-
gens to fatty acid synthesis inhibitors. Proc Natl Acad Sci U S A 108:
15378 –15383. https://doi.org/10.1073/pnas.1109208108.

16. Ren J, Mozurkewich EL, Sen A, Vahratian AM, Ferreri TG, Morse AN, Djuric
Z. 2013. Total serum fatty acid analysis by GC-MS: assay validation and
serum sample stability. Curr Pharm Anal 9:331–339. https://doi.org/10
.2174/1573412911309040002.

17. Brinster S, Lamberet G, Staels B, Trieu-Cuot P, Gruss A, Poyart C. 2009. Type
II fatty acid synthesis is not a suitable antibiotic target for Gram-positive
pathogens. Nature 458:83–86. https://doi.org/10.1038/nature07772.

18. Andra J, Goldmann T, Ernst CM, Peschel A, Gutsmann T. 2011. Multiple
peptide resistance factor (MprF)-mediated Resistance of Staphylococcus
aureus against antimicrobial peptides coincides with a modulated pep-
tide interaction with artificial membranes comprising lysyl-
phosphatidylglycerol. J Biol Chem 286:18692–18700. https://doi.org/10.
1074/jbc.M111.226886.

Brewer et al. Applied and Environmental Microbiology

October 2020 Volume 86 Issue 20 e01178-20 aem.asm.org 12

https://doi.org/10.1099/mic.0.026385-0
https://doi.org/10.1099/mic.0.026385-0
https://www.ncbi.nlm.nih.gov/books/NBK190424/
https://doi.org/10.1038/nrmicro2761
https://doi.org/10.1038/nrmicro2761
https://doi.org/10.1128/CMR.00058-18
https://doi.org/10.1128/CMR.00058-18
https://www.ncbi.nlm.nih.gov/books/NBK190424/
https://www.ncbi.nlm.nih.gov/books/NBK190424/
https://doi.org/10.1111/j.1749-6632.2012.06819.x
https://doi.org/10.1111/j.1749-6632.2012.06819.x
https://doi.org/10.3390/antibiotics9010017
https://doi.org/10.1093/jac/dkx349
https://doi.org/10.1093/jac/dkx349
https://doi.org/10.1056/NEJMoa1011138
https://doi.org/10.1128/AEM.00933-16
https://doi.org/10.1128/AEM.00933-16
https://doi.org/10.1128/AEM.02044-14
https://doi.org/10.1128/AEM.01633-17
https://doi.org/10.1128/AEM.01633-17
https://doi.org/10.1074/jbc.RA119.010659
https://doi.org/10.1016/j.clinms.2016.12.001
https://doi.org/10.1073/pnas.1109208108
https://doi.org/10.2174/1573412911309040002
https://doi.org/10.2174/1573412911309040002
https://doi.org/10.1038/nature07772
https://doi.org/10.1074/jbc.M111.226886
https://doi.org/10.1074/jbc.M111.226886
https://aem.asm.org


19. Khatib TO, Stevenson H, Yeaman MR, Bayer AS, Pokorny A. 2016. Binding of
daptomycin to anionic lipid vesicles is reduced in the presence of lysyl-
phosphatidylglycerol. Antimicrob Agents Chemother 60:5051–5053. https://
doi.org/10.1128/AAC.00744-16.

20. Kilelee E, Pokorny A, Yeaman MR, Bayer AS. 2010. Lysyl-phospha-
tidylglycerol attenuates membrane perturbation rather than surface asso-
ciation of the cationic antimicrobial peptide 6W-RP-1 in a model membrane
system: implications for daptomycin resistance. Antimicrob Agents Che-
mother 54:4476–4479. https://doi.org/10.1128/AAC.00191-10.

21. Hachmann AB, Angert ER, Helmann JD. 2009. Genetic analysis of factors
affecting susceptibility of Bacillus subtilis to daptomycin. Antimicrob Agents
Chemother 53:1598–1609. https://doi.org/10.1128/AAC.01329-08.

22. Peschel A, Otto M, Jack RW, Kalbacher H, Jung G, Gotz F. 1999. Inacti-
vation of the dlt operon in Staphylococcus aureus confers sensitivity to
defensins, protegrins, and other antimicrobial peptides. J Biol Chem
274:8405– 8410. https://doi.org/10.1074/jbc.274.13.8405.

23. Fozo EM, Rucks EA. 2016. The making and taking of lipids: the role of
bacterial lipid synthesis and the harnessing of host lipids in bacterial
pathogenesis. Adv Microb Physiol 69:51–155. https://doi.org/10.1016/bs
.ampbs.2016.07.001.

24. Zhang YM, Rock CO. 2008. Membrane lipid homeostasis in bacteria. Nat
Rev Microbiol 6:222–233. https://doi.org/10.1038/nrmicro1839.

25. Zaritsky A, Parola AH, Abdah M, Masalha H. 1985. Homeoviscous adap-
tation, growth rate, and morphogenesis in bacteria. Biophys J 48:
337–339. https://doi.org/10.1016/S0006-3495(85)83788-7.

26. Ramirez-Arcos S, Liao M, Marthaler S, Rigden M, Dillon JR. 2005. Entero-
coccus faecalis divIVA: an essential gene involved in cell division, cell
growth and chromosome segregation. Microbiology 151:1381–1393.
https://doi.org/10.1099/mic.0.27718-0.

27. Muller A, Wenzel M, Strahl H, Grein F, Saaki TNV, Kohl B, Siersma T,
Bandow JE, Sahl HG, Schneider T, Hamoen LW. 2016. Daptomycin inhib-
its cell envelope synthesis by interfering with fluid membrane microdo-
mains. Proc Natl Acad Sci U S A 113:E7077–E7086. https://doi.org/10
.1073/pnas.1611173113.

28. Aguilar PS, Cronan JE, Jr, de Mendoza D. 1998. A Bacillus subtilis gene
induced by cold shock encodes a membrane phospholipid desaturase. J
Bacteriol 180:2194–2200. https://doi.org/10.1128/JB.180.8.2194-2200.1998.

29. Cybulski LE, Ballering J, Moussatova A, Inda ME, Vazquez DB, Wassenaar
TA, de Mendoza D, Tieleman DP, Killian JA. 2015. Activation of the
bacterial thermosensor DesK involves a serine zipper dimerization motif
that is modulated by bilayer thickness. Proc Natl Acad Sci U S A
112:6353– 6358. https://doi.org/10.1073/pnas.1422446112.

30. Inda ME, Vandenbranden M, Fernandez A, de Mendoza D, Ruysschaert
JM, Cybulski LE. 2014. A lipid-mediated conformational switch modu-
lates the thermosensing activity of DesK. Proc Natl Acad Sci U S A
111:3579 –3584. https://doi.org/10.1073/pnas.1317147111.

31. Bao Y, Sakinc T, Laverde D, Wobser D, Benachour A, Theilacker C, Hartke
A, Huebner J. 2012. Role of mprF1 and mprF2 in the pathogenicity of
Enterococcus faecalis. PLoS One 7:e38458. https://doi.org/10.1371/
journal.pone.0038458.

32. Mechler L, Bonetti EJ, Reichert S, Flotenmeyer M, Schrenzel J, Bertram R,
Francois P, Gotz F. 2016. Daptomycin tolerance in the Staphylococcus aureus

pitA6 mutant is due to upregulation of the dlt operon. Antimicrob Agents
Chemother 60:2684–2691. https://doi.org/10.1128/AAC.03022-15.

33. Parsons JB, Broussard TC, Bose JL, Rosch JW, Jackson P, Subramanian C,
Rock CO. 2014. Identification of a two-component fatty acid kinase
responsible for host fatty acid incorporation by Staphylococcus aureus.
Proc Natl Acad Sci U S A 111:10532–10537. https://doi.org/10.1073/pnas
.1408797111.

34. Cuypers MG, Subramanian C, Gullett JM, Frank MW, White SW, Rock CO.
2019. Acyl-chain selectivity and physiological roles of Staphylococcus
aureus fatty acid-binding proteins. J Biol Chem 294:38 – 49. https://doi
.org/10.1074/jbc.RA118.006160.

35. Zhu L, Zou Q, Cao X, Cronan JE. 2019. Enterococcus faecalis encodes an
atypical auxiliary acyl carrier protein required for efficient regulation of
fatty acid synthesis by exogenous fatty acids. mBio 10:e00577-19.
https://doi.org/10.1128/mBio.00577-19.

36. Barak I, Muchova K, Wilkinson AJ, O’Toole PJ, Pavlendova N. 2008. Lipid
spirals in Bacillus subtilis and their role in cell division. Mol Microbiol
68:1315–1327. https://doi.org/10.1111/j.1365-2958.2008.06236.x.

37. Fozo EM, Quivey RG, Jr. 2004. The fabM gene product of Streptococcus
mutans is responsible for the synthesis of monounsaturated fatty acids
and is necessary for survival at low pH. J Bacteriol 186:4152– 4158.
https://doi.org/10.1128/JB.186.13.4152-4158.2004.

38. Lin TY, Gross WS, Auer GK, Weibel DB. 2019. Cardiolipin alters Rhodo-
bacter sphaeroides cell shape by affecting peptidoglycan precursor bio-
synthesis. mBio 10:e02401-18. https://doi.org/10.1128/mBio.02401-18.

39. Ma Y, Marquis RE. 1997. Thermophysiology of Streptococcus mutans and
related lactic-acid bacteria. Antonie Van Leeuwenhoek 72:91–100.
https://doi.org/10.1023/a:1000290426248.

40. Romantsov T, Gonzalez K, Sahtout N, Culham DE, Coumoundouros C,
Garner J, Kerr CH, Chang L, Turner RJ, Wood JM. 2018. Cardiolipin
synthase A colocalizes with cardiolipin and osmosensing transporter
ProP at the poles of Escherichia coli cells. Mol Microbiol 107:623– 638.
https://doi.org/10.1111/mmi.13904.

41. Romantsov T, Helbig S, Culham DE, Gill C, Stalker L, Wood JM. 2007.
Cardiolipin promotes polar localization of osmosensory transporter ProP
in Escherichia coli. Mol Microbiol 64:1455–1465. https://doi.org/10.1111/
j.1365-2958.2007.05727.x.

42. Sasser M, Kunitsky C, Jackoway G, Ezzell JW, Teska JD, Harper B, Parker
S, Barden D, Blair H, Breezee J, Carpenter J, Cheek WV, DeMartino M,
Evans B, Ezzell JW, Francesconi S, Franko E, Gardner W, Glazier M, Greth
K, Harper B, Hart T, Hodel M, Holmes-Talbot K, Hopkins KL, Iqbal A,
Johnson D, Krader P, Madonna A, McDowell M, McKee ML, Park M, Parker
S, Pentella M, Radosevic J, Robison RA, Rotzoll B, Scott K, Smith M, Syed
N, Tang J, Teska JD, Trinh H, Williams LI, Wolcott M, AOAC. 2005.
Identification of Bacillus anthracis from culture using gas chromato-
graphic analysis of fatty acid methyl esters. J AOAC Int 88:178 –181.
https://doi.org/10.1093/jaoac/88.1.178.

43. Bayer AS, Prasad R, Chandra J, Koul A, Smriti M, Varma A, Skurray RA,
Firth N, Brown MH, Koo SP, Yeaman MR. 2000. In vitro resistance of
Staphylococcus aureus to thrombin-induced platelet microbicidal protein
is associated with alterations in cytoplasmic membrane fluidity. Infect
Immun 68:3548 –3553. https://doi.org/10.1128/iai.68.6.3548-3553.2000.

Fatty Acid Mixtures Induce Daptomycin Tolerance Applied and Environmental Microbiology

October 2020 Volume 86 Issue 20 e01178-20 aem.asm.org 13

https://doi.org/10.1128/AAC.00744-16
https://doi.org/10.1128/AAC.00744-16
https://doi.org/10.1128/AAC.00191-10
https://doi.org/10.1128/AAC.01329-08
https://doi.org/10.1074/jbc.274.13.8405
https://doi.org/10.1016/bs.ampbs.2016.07.001
https://doi.org/10.1016/bs.ampbs.2016.07.001
https://doi.org/10.1038/nrmicro1839
https://doi.org/10.1016/S0006-3495(85)83788-7
https://doi.org/10.1099/mic.0.27718-0
https://doi.org/10.1073/pnas.1611173113
https://doi.org/10.1073/pnas.1611173113
https://doi.org/10.1128/JB.180.8.2194-2200.1998
https://doi.org/10.1073/pnas.1422446112
https://doi.org/10.1073/pnas.1317147111
https://doi.org/10.1371/journal.pone.0038458
https://doi.org/10.1371/journal.pone.0038458
https://doi.org/10.1128/AAC.03022-15
https://doi.org/10.1073/pnas.1408797111
https://doi.org/10.1073/pnas.1408797111
https://doi.org/10.1074/jbc.RA118.006160
https://doi.org/10.1074/jbc.RA118.006160
https://doi.org/10.1128/mBio.00577-19
https://doi.org/10.1111/j.1365-2958.2008.06236.x
https://doi.org/10.1128/JB.186.13.4152-4158.2004
https://doi.org/10.1128/mBio.02401-18
https://doi.org/10.1023/a:1000290426248
https://doi.org/10.1111/mmi.13904
https://doi.org/10.1111/j.1365-2958.2007.05727.x
https://doi.org/10.1111/j.1365-2958.2007.05727.x
https://doi.org/10.1093/jaoac/88.1.178
https://doi.org/10.1128/iai.68.6.3548-3553.2000
https://aem.asm.org

	RESULTS
	Protective fatty acids rescue E. faecalis from the negative growth effects of nonprotective fatty acids. 
	Protective fatty acids prevent negative morphological effects from saturated fatty acids. 
	Addition of protective fatty acids allow for growth in the presence of a de novo fatty acid biosynthesis inhibitor. 
	Fatty acid supplementation causes a varied response to cell envelope charge. 
	Nonprotective fatty acids alter membrane fluidity. 
	Protection from daptomycin by beneficial fatty acid supplements is not hindered by the presence of palmitic or stearic acids. 

	DISCUSSION
	MATERIALS AND METHODS
	Bacterial growth conditions. 
	GC-FAME. 
	Scanning electron microscopy. 
	Determination of cellular charge. 
	Protoplast generation. 
	Anisotropy. 
	Cerulenin rescue assay. 
	Daptomycin challenge assay. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

