
Citation: Vincent, J.-L.; van der Poll,

T.; Marshall, J.C. The End of “One

Size Fits All” Sepsis Therapies:

Toward an Individualized Approach.

Biomedicines 2022, 10, 2260.

https://doi.org/10.3390/

biomedicines10092260

Academic Editor:

Giuseppe Montrucchio

Received: 26 July 2022

Accepted: 2 September 2022

Published: 12 September 2022

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2022 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

biomedicines

Review

The End of “One Size Fits All” Sepsis Therapies: Toward an
Individualized Approach
Jean-Louis Vincent 1,* , Tom van der Poll 2,3 and John C. Marshall 4

1 Department of Intensive Care, Erasme Hospital, Université Libre de Bruxelles, 1070 Brussels, Belgium
2 Center of Experimental and Molecular Medicine, Amsterdam University Medical Centers,

Location Academic Medical Center, University of Amsterdam, 1105 AZ Amsterdam, The Netherlands
3 Division of Infectious Diseases, Amsterdam University Medical Centers, Location Academic Medical Center,

University of Amsterdam, 1105 AZ Amsterdam, The Netherlands
4 Departments of Surgery and Critical Care Medicine, St. Michael’s Hospital, Toronto, ON M5B 1W8, Canada
* Correspondence: jlvincent@intensive.org

Abstract: Sepsis, defined as life-threatening organ dysfunction caused by a dysregulated host re-
sponse to an infection, remains a major challenge for clinicians and trialists. Despite decades of
research and multiple randomized clinical trials, a specific therapeutic for sepsis is not available. The
evaluation of therapeutics targeting components of host response anomalies in patients with sepsis
has been complicated by the inability to identify those in this very heterogeneous population who are
more likely to benefit from a specific intervention. Additionally, multiple and diverse host response
aberrations often co-exist in sepsis, and knowledge of which dysregulated biological organ system or
pathway drives sepsis-induced pathology in an individual patient is limited, further complicating the
development of effective therapies. Here, we discuss the drawbacks of previous attempts to develop
sepsis therapeutics and delineate a future wherein interventions will be based on the host response
profile of a patient.
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1. Introduction

The word “sepsis” (σήψη) comes from an ancient Greek word meaning putrefaction.
It described the consequence, and not the cause, of a process. With the identification of
microorganisms as the vectors of infection in the 19th century, the word “sepsis” was sec-
onded to describe the clinical disease associated with severe infection. Terminology evolved
further to consider the condition as a clinical syndrome called the ”sepsis syndrome” [1].
This approach provided a convenient means of identifying a patient who was likely to have
a serious infection, and so might benefit not only from antibiotics, and possibly source
control, but also fluid repletion and organ support, and admission to an intensive care
unit (ICU).

The inflammatory response associated with sepsis, characterized by fever, abnormal
white blood cell count, and increased concentrations of inflammatory markers such as
C-reactive protein, suggested a role for the administration of anti-inflammatory agents
as therapies, but beneficial effects on outcomes with this strategy were limited. As the
pathophysiology of sepsis has become better understood, and with increased awareness of
the concomitant presence of an anti-inflammatory response, sepsis has come to be consid-
ered a ”dysregulated host response” [2]. Multiple attempts to control, limit, or augment
individual components of the immune response have been evaluated, but with little success
in the clinical setting. Even strategies targeting pathological processes common to most
patients with sepsis, including microvascular dysfunction associated with endothelial cell
dysfunction and coagulopathy, have shown little evidence of benefit.
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Here, we will briefly review the different approaches to modifying the host response
to sepsis and consider what lies ahead.

2. The ”Unbalanced” Immune Response of Sepsis

A balanced immune response to an infection is localized and characterized by concur-
rent inflammatory, anti-inflammatory, and reparative reactions, with pathogen eradication
and return to physiological homeostasis [3]. Sepsis represents an unbalanced immune
response, wherein the causative microorganism has surpassed the protection provided by
an adequate immune response, and the growing bacterial load continues to stimulate host
cells, causing injury and a failure to return to homeostasis [3]. Notably, in sepsis, many of
the immune mechanisms originally activated to organize a balanced response become detri-
mental, with features of excessive inflammation and immune suppression. Early attempts
to modulate the aberrant immune reaction in sepsis focused on inhibition of hyperinflam-
mation. In particular, proinflammatory cytokines, such as tumor necrosis factor (TNF) and
interleukin (IL)-1β, were considered to play major roles in the so-called cytokine storm in
acute sepsis. This assumption was primarily based on preclinical models in which high
doses of bacteria or bacterial products were administered systemically to animals; blocking
TNF or IL-1 conferred strong protective effects in such models [4]. However, strategies
targeting individual inflammatory mediators in clinical trials, for example using anti-TNF
antibodies [5], IL-1 receptor antagonists (IL-1ra) [6], or antagonists to platelet-activating
factor (PAF) [7] yielded disappointing results. Unrestrained activity of proinflammatory
cytokines is still considered to be involved in injury in sepsis, but there is now a consensus
that systemic challenge models do not resemble human sepsis.

Neutrophils play a role in the hyperinflammation in sepsis through the secretion
of proteases and reactive oxygen species. Moreover, neutrophils can release neutrophil
extracellular traps (NETs), containing chromatin, antimicrobial peptides, and proteases,
which, on the one hand, are important for antibacterial defense mechanisms, but on
the other hand, can cause harm through various mechanisms, including initiation of
intravascular thrombosis and multiple organ failure [8].

Sepsis is also associated with the activation of the coagulation and complement sys-
tems, between which, close interactions exist. Whilst complement activation is key to
protective innate immunity, unrestrained activation can damage tissues and induce organ
failure [9]. Likewise, components of the coagulation system can trigger protective innate
defense mechanisms; yet, in sepsis, activation of the coagulation system becomes unbal-
anced, causing an increased tendency to microvascular thrombosis [10]. Sepsis-induced
coagulopathy can culminate in disseminated intravascular coagulation (DIC), which can be
associated with thrombosis, and—due to consumption of clotting factors, anticoagulant
proteins, and platelets—bleeding [10]. The main initiator of coagulation in sepsis is tissue
factor, induced on endothelial cells, monocytes, and macrophages by microbial agents and
inflammatory mediators, including cytokines and complement factors [10,11]. In sepsis,
large amounts of tissue factor are present in microvesicles derived from several cellular
sources, which can bind to other cells, thereby augmenting coagulation. Inhibition of
tissue factor in humans and nonhuman primates strongly attenuated coagulation activation
after infusion of lipopolysaccharide or bacteria [10]. The prothrombotic state in sepsis is
intensified by impaired function of three main anticoagulant pathways, i.e., antithrombin,
tissue factor pathway inhibitor (TFPI), and the protein C system [10]. Decreased expression
of thrombomodulin, an endothelial cell receptor that catalyzes the production of activated
protein C, has an important role in this process.

3. The Anti-Inflammatory Approach to Sepsis Treatment

Corticosteroids are potent and readily available anti-inflammatory agents and were
among the first strategies to be proposed and evaluated in the treatment of sepsis. Early
work evaluated the effects of large doses of dexamethasone or methylprednisolone, to max-
imize their anti-inflammatory role, in patients with septic shock [12–14]. The results overall
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were disappointing [13,14], although these early trials were conducted in relatively small
patient populations. The next page in the corticosteroid story came with the suggestion
that patients with sepsis may have “relative adrenal insufficiency”, and that lower “replace-
ment” doses of corticosteroids may be effective [15]. The administration of hydrocortisone
to patients with severe septic shock was associated with reduced 90-day mortality [16] and
is recommended in recent guidelines [17]. Nonsteroidal anti-inflammatory agents, such as
ibuprofen, have not proven beneficial, even when administered to combat fever [18].

Table 1 collates some of the most studied of these interventions targeting the hyperin-
flammation of sepsis.

Table 1. Some interventions targeting the hyperinflammation of sepsis that have been assessed in
clinical trials, with some key references.

Intervention Refs Intervention Refs

Corticosteroids [13–16] Alkaline phosphatase [19,20]

Nonsteroidal anti-inflammatory agents (ibuprofen) [18] Statins [21,22]

Anti-TNF (antibodies, receptors) [5,23] Activated protein C/thrombomodulin [24–26]

Anti-IL-1 (IL-1ra) [6,27] TFPI/antithrombin [28–30]

Anti-TLR4 [31,32] Lactoferrin [33,34]

Bradykinin inhibitors [35] Levocarnitine [36]

Interferon [37] Thymosin alfa 1 [38]

Anti-PAF [7,39] Antioxidants (N-acetylcysteine) [40]

Nitric oxide inhibitors/scavengers [41,42] Vitamins [43]

Antiendotoxin (antibodies, purification) [44–48] Traditional Chinese medicines (e.g., Xuebijing) [49]

TNF: tumor necrosis factor; IL: interleukin; ra: receptor antagonist; TLR: Toll-like receptor; PAF: platelet-activating
factor; TFPI: tissue factor pathway inhibitor.

There are several reasons for the lack of success with this approach:

1. Efficacy in clinical trials of sepsis therapies has generally been measured as increased
28-day survival. However, mortality in patients with sepsis can be determined
by multiple factors, including the underlying disease, premorbid conditions and
complications, adequacy of therapy, and patient preferences in terms of end-of-life
management. Thus, only a small and unknown component of the risk of death in these
patients can be prevented by an effective treatment. The assumption that absence of a
positive effect on 28-day survival implies a lack of clinical efficacy has been a common
shortcoming in clinical trials conducted in heterogeneous ICU populations [50].

2. The biologic response mediated by TNF and other proinflammatory substances is
an evolutionarily conserved one that has enabled multicellular organisms to survive
infection. Indeed, the essential role of TNF in antimicrobial defense has been docu-
mented in several preclinical studies, especially in the context of pneumonia, the most
common source of sepsis [51,52]. Blocking this pathway may therefore negatively
affect survival.

3. There are multiple, interacting, and redundant biologic pathways, such that blocking
any one may not be sufficient, and indeed may be harmful.

4. The anti-inflammatory response actually occurs very early; for example, IL-10 is
released very early in the process of sepsis [53] and may become predominant quite
early in the process [54]. Thus, some patients may benefit from immunostimulation,
rather than anti-inflammatory treatment.

4. Moving from Anti-Inflammatory Strategies to Immunostimulating Strategies?

As the consequence, in part, of failed clinical trials seeking to inhibit inflammation
in sepsis patients, the attention of the scientific community has shifted towards immune



Biomedicines 2022, 10, 2260 4 of 13

suppressive alterations in more recent years. The immune suppression associated with
sepsis primarily results from enhanced apoptotic death of immune cells, T-cell exhaus-
tion, and reprogramming of antigen-presenting cells through epigenetic changes [55,56].
Interventions that target apoptosis exerted beneficial effects on several outcomes in pre-
clinical sepsis models [55]. Lymphocytes from patients with sepsis, either from blood or
spleen (derived from “fresh” postmortem material), had impaired capacity to produce
cytokines [57–59]. Regulatory T cells and myeloid-derived suppressor cells further shape
the anti-inflammatory setting in sepsis [59,60]. Myeloid-derived suppressor cells are a
mixed group of mostly immature myeloid cells that inhibit effector immune cells, particu-
larly T cells [61], and expansion of these cells is associated with a higher risk of secondary
infections in patients with sepsis [62]. Neutrophil function can also be impaired in sepsis,
including reduced chemotactic migration, intracellular granule content, and oxidative
burst capacity [63].

In recent years, checkpoint regulators have been implicated in immune suppression
in sepsis. Checkpoint regulators function as a second signal to orchestrate the immune
response to an antigen [64]. Programmed cell death-1 (PD-1) is a checkpoint regulator
that has been widely studied in the context of sepsis pathogenesis. Stimulation of T-cell
PD-1 triggers the secretion of immunosuppressive molecules and may induce apopto-
sis. Increased T-cell PD-1 expression was associated with impaired T-cell proliferative
capacity, greater occurrence of nosocomial infections, and a higher mortality in patients
with sepsis [65]. Sepsis patients also demonstrated elevated expression of PD-1 on blood
monocytes and granulocytes [66], PD-1 on T cells, and PD-L1 levels on antigen-presenting
cells, associated with T-cell apoptosis, lymphocytopenia, and mortality [57,65,67]. The
functional relevance of the PD-1 pathway is reinforced by studies reporting improved
survival of mice with experimentally induced sepsis in which PD-1 was either blocked or
genetically eliminated [68,69]. Consequently, these results have led to the proposition that
PD-1/PD-L1 pathway inhibitors may reverse immune suppression in sepsis. Several small
clinical trials with an anti-PD-L1 antibody have been performed in patients with sepsis,
in whom anti-PD-L1 treatment induced an increase in absolute lymphocyte counts and
monocyte HLA-DR expression [70] and was well tolerated [70–72].

Reprogramming of monocytes and macrophages, resulting in a reduced ability to
produce proinflammatory cytokines upon ex vivo stimulation and a diminished expression
of MHC class II at the cell surface, is a widely published phenomenon in sepsis [57,73–75].
Indeed, reduced expression of MHC-II on blood monocytes is considered a surrogate
marker for sepsis-induced immunosuppression, correlating with adverse outcomes such as
a higher occurrence of nosocomial infections and increased mortality [76,77]. The impaired
capacity of blood leukocytes to mount proinflammatory responses upon restimulation may
relate to deficiencies in the ability to activate the master regulator of inflammation, nuclear
factor-κB, as indicated by intracellular flow cytometry analyses of ex vivo stimulated leuko-
cyte subsets in blood of patients with sepsis [78]. Epigenetic changes, particularly through
histone modifications and DNA methylation, play an important role in the reprogramming
of immune cells in sepsis [3].

Sepsis-induced immune suppression has been linked to the increased vulnerability of
patients to secondary infections, oftentimes caused by pathogens that are weakly virulent
and/or opportunistic [75]. Similarly, patients with sepsis are more susceptible to acquiring
systemic fungal infections, most prominently candidiasis, and relatively frequently, they
display signs of reactivation of dormant viruses, such as of cytomegalovirus, herpes viruses,
and Epstein–Barr virus infections.

The documentation of immune suppression in sepsis has triggered the design and
execution of trials with immune-enhancing compounds in sepsis patients. This corollary
approach—using immunostimulating agents, such as interferon-γ, granulocyte–macrophage-
colony-stimulating factor (GM-CSF), IL-7, and anti-PD1 antibodies [75,79])—is likely to be
as ineffective as the use of anti-inflammatory strategies if it is assumed that all patients
react in the same way and follow the same immune response trajectory (Figure 1).
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Figure 1. Each patient follows their own trajectory of immune response activation during the course
of sepsis, rather than all following the same pattern. The early response is usually proinflammatory
and the later response immunosuppressive, but there are exceptions, and the time course can vary
substantially from one patient to the other. The arrows indicate some examples of time points at
which an anti-inflammatory strategy may be beneficial (1 and perhaps 2) and others when it may be
harmful (3 and 4).

Moreover, although acquired relative immunosuppression may predispose to nosoco-
mial infections, it may not substantially increase mortality [80].

5. Moving towards Personalized Strategies?

The heterogeneity evident among patients with sepsis, with variability in terms of
age, comorbidities, infecting organism, genetic predisposition, suggests that a ”one size fits
all” approach is unlikely to be successful. Applying a therapy to patients who are most
likely to respond to it in a more individualized approach is intuitively attractive. In one
case history, a patient with extensive mucormycosis, who was profoundly immunosup-
pressed, responded to immunostimulatory therapy combining interferon-γ with a PD-1
inhibitor [81]. However, how can different therapies be best matched to patients? Therapies
could be guided by biomarkers, although there are three major limitations to this approach.
First, not all cells are in an identical state at any one time; rather, proinflammatory and
immunosuppressed responses may coexist [82]; thus, the interpretation of biomarker con-
centrations can be complex. Second, a patient’s condition can evolve more rapidly than
changes in biomarkers, such that by the time altered biomarker levels are recognized,
the situation may already have changed, and the suggested treatment may no longer be
appropriate. Third, biomarkers are usually measured in the blood or bloody fluids, but the
situation in the tissues may not be the same.

Several retrospective analyses have supported the concept of biomarker-guided selec-
tion of sepsis patients for specific immunomodulatory strategies. For example, a retrospec-
tive subgroup analysis of randomized controlled trial data suggested that stratification by
baseline plasma IL-1ra concentrations resulted in more promising results, because those
with high plasma IL-1ra concentrations appeared to benefit from recombinant IL-1ra ther-
apy, whereas other patients did not [83]. An alternative approach is to identify different
phenotypes, or endotypes, which could help to identify the best therapeutic options for
individual patients [84]. In a post hoc analysis of a double-blind, randomized clinical
trial, patients categorized as having a relatively immunocompetent phenotype were more
likely to have higher mortality when treated with corticosteroids than patients with a
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relatively immunosuppressed phenotype [85]. Similarly, in a retrospective transcriptomic
study, patients with bacterial sepsis could be categorized as having an “inflammopathic”,
an “adaptive”, or a “coagulopathic” phenotype [86]. These phenotypes were associated
with different clinical severity and outcomes and may potentially respond to different
therapeutic approaches.

Some clinical trials have already attempted to enrich study populations with patients
more likely to respond to the therapy under investigation. For example, in the MONAR-
CHS trial [87], which tested the effects of an anti-TNF antibody in patients with sepsis, only
patients with high baseline IL-6 levels—reflecting enhanced systemic inflammation—were
included in the primary efficacy analysis. In the SCARLET trial [26], the platelet count
and international normalized ratio were used to enrich the population with patients more
likely to benefit from thrombomodulin administration. Several studies assessing the effects
of immune stimulants have also attempted to enrich the population, by including only
patients with immune suppression, as reflected by low expression of HLA-DR on circu-
lating monocytes and/or low lymphocyte counts [71,73,88]. “Immunsep” is an ongoing
clinical trial (NCT04990232) in which patients are stratified as having hyperinflammation
or immune paralysis according to their ferritin and HLA-DR status and treated with IL-1ra
or interferon-γ, respectively.

For the past four decades, going back to the first clinical trials of high-dose corticos-
teroids [13], sepsis clinical trials have used a common model, based on a series of common
assumptions. It was assumed that patients who might benefit from interventions that
targeted highly diverse components of a complex biologic response could be identified
on the basis of arbitrary and nonspecific physiologic criteria, in conjunction with clinical
evidence of infection and new-onset organ dysfunction. These assumptions have been
reiterated in varying forms as consensus definitions were refined [2,89,90]. They have not,
however, been fundamentally challenged: it is time to do so.

Sepsis is a complex disorder, and its therapy is multimodal. For some patients,
aggressive antifungal therapy may be life-saving, for others, it may be futile or even
harmful. Some patients benefit from emergent surgical intervention, though for most,
surgery has no role. Fluid resuscitation or intubation and mechanical ventilation may help
some patients but be unnecessary for others. Our challenge is not simply to determine
whether most patients who meet generic sepsis criteria will benefit from a particular
therapeutic strategy, but rather to determine in which patients, and at what stage of their
illness, is such an approach most likely to confer benefit.

The phrase “precision medicine” first appeared in the biomedical literature at the end
of the first decade of the 21st century [91,92]. Its emergence reflected the coalescence of
several factors: the completion of the human genome project and an evolving awareness
of intrinsic heterogeneity amongst individuals; emerging evidence of heterogeneity of
treatment effect for treatments that targeted a single disease; and evidence that biologic het-
erogeneity in specific cancers—for example, expression of estrogen receptors or Her2/Neu
in women with breast cancer—could be used to guide the use of therapies that targeted
these tumor markers [93].

Oncology can provide useful insights to advance personalized medicine in the setting
of critical illness. It is telling that oncologists do not convene regular consensus meetings
to define cancer. The World Health Organization acknowledges the inherent imprecision
of the word in its definition of cancer: “Cancer is a large group of diseases that can start
in almost any organ or tissue of the body when abnormal cells grow uncontrollably, go
beyond their usual boundaries to invade adjoining parts of the body and/or spread to
other organs.” [94]. An analogous approach to sepsis would acknowledge that sepsis is
not a single disease, but a descriptive term for a group of diseases that arise through a
dysregulated host response to infection.

Beginning with the work of Pierre Denoix in the 1940s [95], cancer researchers sought
to develop improved methods of staging and stratifying cancer, recognizing that cancers
differed not only in the cell of origin, but also in the degree of spread at the time of initial
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diagnosis. The output of this exercise was the TNM (tumor, nodes, metastasis) model
for staging cancer based on cell or tissue of origin, and extent of local, regional, and
distal spread. The system is updated on a regular basis by the Union for International
Cancer Control (UICC), and is now in its eighth iteration [96]. While these initial efforts
to stage cancer were directed towards better prognostication, the TNM model shaped
the basic approach to the multimodal treatment of a complex disease. Those cancers that
are localized can be treated, and often cured by approaches that only target the primary
cancer—surgery, and occasionally radiotherapy. Chemotherapy is reserved for cancers
where there is either evidence of spread beyond the primary site at the time of diagnosis
(typically microscopic deposits in regional lymph nodes), or for which the probability of
recurrence is high. Thus, chemotherapy is targeted towards those patients most likely
to benefit, avoiding the exposure of patients to toxic therapies that would not alter the
natural history of their disease. Cancers that have spread more widely—those with distant
metastases—are managed with more potent systemic therapies, including interventions
that modify the intracellular pathways that support abnormal cell growth.

An early effort to reproduce the TNM model in acute illness proposed an analo-
gous model based on Predisposition, Insult, Response, and Organ dysfunction—the PIRO
model [90]. While it is clear that such an approach can segregate groups of patients on the
basis of both prognosis and response to therapy [97], how best to achieve this is unclear,
because acute illnesses such as sepsis lack histologic measures of extent, and the role of the
hundreds of biomarkers of sepsis that have been described is unclear [98].

Oncology has moved beyond clinical staging with the recognition that oncogenic path-
ways and mechanisms may be shared amongst multiple tumor types. Immune checkpoint
inhibitors, exemplified by inhibitors of PD-1/PD-L1 interactions, have been shown to be
effective in the treatment of both advanced melanoma and non-small-cell lung cancer [99],
and more recently, in a small but remarkable case series, to eliminate locally advanced rectal
cancers associated with a deficiency in mismatch repair [100]. Applied to acute illness,
these insights open the door not only to identifying abnormal biologic processes that can
be targeted using specific molecular inhibitors, but also to using these approaches in dis-
eases where an abnormal host response is elicited by factors other than infection—trauma,
autoimmune disease, ischemia, and pancreatitis to name a few.

Our current approach to sepsis clinical research cannot accomplish the needed transi-
tion to models of sepsis that more reliably reflect the abnormal processes that we seek to
target. Conventional clinical trials require the recruitment of thousands of patients, and
measure activity using the crude and uninformative metric of survival. They study patients
at one time point in a disease that evolves and changes over time as a result of evolution of
the biologic process and the consequences of therapy and supportive care. They expose
patients to a fixed dose and duration of therapy and incorporate no measures of biologic
effect to titrate dose and duration. Additionally, they are driven by commercial pressures
to achieve early and substantial financial success in a disease where experience has shown
us that patient and deliberate science is needed.

We need to redefine critical illness to align disease taxonomy with therapeutic ap-
proaches [101]. This will be a mammoth undertaking, even more complex than the challenge
faced by the UICC in the 1940s when it embarked on a global effort to stage cancer. It
will require large-scale national and international collaboration, and will unfold over a
timeframe measured in decades. Advances in data science and machine learning will help
as we move towards a more effective means of personalizing the treatment of sepsis. The
challenge is substantial, but the need is undeniable, and the momentum for forging such a
collaborative effort is growing [101–103].

6. Conclusions

“Sepsis” studies as we have known them, in which therapies are administered to
large, heterogeneous populations of patients with sepsis without consideration for immune
status or likely response of individuals to that therapy, may no longer have a place in sepsis
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research. Rather, a progression toward optimizing the host response in a personalized
manner is more relevant, with treatments selected based on biomarkers that reflect the
pathological process, the phase of disease, and individual patient characteristics, as assessed
using genomics, transcriptomics, and proteomics (Table 2).

Table 2. Future evolution of “sepsis” trials.

The Past The Future

Preclinical studies

Limited data from previously
healthy animals made septic (e.g., CLP)

Limited information on the
pathophysiologic processes

Larger variety of animal studies
Better definition of the pathway of interest

More information on the pathophysiologic processes
Development of suitable biomarkers

Clinical studies

Patient selection
Severe infection

with some degree of organ failure

Patient selection
Based on the pathophysiologic process (ideally guided by a biomarker)

Infection may not be required

Treatment dose and duration
Arbitrarily defined

Treatment dose and duration
Individualized (ideally guided by the biomarker)

Primary end-point
28-day mortality

Primary end-point
Morbidity (and mortality)

CLP = cecal ligation and puncture.

Understanding and being able to monitor the pathways affected by any potential
sepsis treatment is the key to success. Mortality will remain an important end-point, but is
no longer the only one.

Author Contributions: J.-L.V. wrote the first draft. T.v.d.P. and J.C.M. revised it for critical content.
All authors have read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Bone, R.C. Sepsis, the sepsis syndrome, multi-organ failure: A plea for comparable definitions. Ann. Intern. Med.

1991, 114, 332–333. [CrossRef]
2. Singer, M.; Deutschman, C.S.; Seymour, C.W.; Shankar-Hari, M.; Annane, D.; Bauer, M.; Bellomo, R.; Bernard, G.R.; Chiche, J.D.;

Coopersmith, C.M.; et al. The Third International Consensus Definitions for Sepsis and Septic Shock (Sepsis-3). JAMA
2016, 315, 801–810. [CrossRef] [PubMed]

3. Van der Poll, T.; van de Veerdonk, F.L.; Scicluna, B.P.; Netea, M.G. The immunopathology of sepsis and potential therapeutic
targets. Nat. Rev. Immunol. 2017, 17, 407–420. [CrossRef] [PubMed]

4. Wiersinga, W.J.; Leopold, S.J.; Cranendonk, D.R.; van der Poll, T. Host innate immune responses to sepsis. Virulence 2014, 5, 36–44.
[CrossRef] [PubMed]

5. Abraham, E.; Anzueto, A.; Gutierrez, G.; Tessler, S.; San Pedro, G.; Wunderink, R.; Dal Nogare, A.; Nasraway, S.; Berman, S.;
Cooney, R.; et al. Double-blind randomised controlled trial of monoclonal antibody to human tumor necrosis factor in treatment
of septic shock. Lancet 1998, 351, 929–933. [CrossRef]

6. Opal, S.M.; Fisher, C.J., Jr.; Dhainaut, J.F.; Vincent, J.L.; Brase, R.; Lowry, S.F.; Sadoff, J.C.; Slotman, G.J.; Levy, H.; Balk, R.A.; et al.
Confirmatory interleukin-1 receptor antagonist trial in severe sepsis: A phase III, randomized, double-blind, placebo-controlled,
multicenter trial. Crit. Care Med. 1997, 25, 1115–1124. [CrossRef] [PubMed]

http://doi.org/10.7326/0003-4819-114-4-332
http://doi.org/10.1001/jama.2016.0287
http://www.ncbi.nlm.nih.gov/pubmed/26903338
http://doi.org/10.1038/nri.2017.36
http://www.ncbi.nlm.nih.gov/pubmed/28436424
http://doi.org/10.4161/viru.25436
http://www.ncbi.nlm.nih.gov/pubmed/23774844
http://doi.org/10.1016/S0140-6736(05)60602-2
http://doi.org/10.1097/00003246-199707000-00010
http://www.ncbi.nlm.nih.gov/pubmed/9233735


Biomedicines 2022, 10, 2260 9 of 13

7. Dhainaut, J.F.; Tenaillon, A.; Hemmer, M.; Damas, P.; Le Tulzo, Y.; Radermacher, P.; Schaller, M.D.; Sollet, J.P.; Wolff, M.;
Holzapfel, L.; et al. Confirmatory platelet-activating factor receptor antagonist trial in patients with severe gram-negative bacterial
sepsis: A phase III, randomized, double-blind, placebo-controlled, multicenter trial. BN 52021 sepsis investigator group.
Crit. Care Med. 1998, 26, 1963–1971. [CrossRef] [PubMed]

8. McDonald, B.; Davis, R.P.; Kim, S.J.; Tse, M.; Esmon, C.T.; Kolaczkowska, E.; Jenne, C.N. Platelets and neutrophil extracellular
traps collaborate to promote intravascular coagulation during sepsis in mice. Blood 2017, 129, 1357–1367. [CrossRef]

9. Merle, N.S.; Noe, R.; Halbwachs-Mecarelli, L.; Fremeaux-Bacchi, V.; Roumenina, L.T. Complement system Part II: Role in
immunity. Front. Immunol. 2015, 6, 257. [CrossRef]

10. Levi, M.; van der Poll, T. Coagulation and sepsis. Thromb. Res. 2017, 149, 38–44. [CrossRef]
11. Grover, S.P.; Mackman, N. Tissue factor: An essential mediator of hemostasis and trigger of thrombosis. Arter. Thromb. Vasc. Biol.

2018, 38, 709–725. [CrossRef] [PubMed]
12. Schumer, W. Steroids in the treatment of clinical septic shock. Ann. Surg. 1976, 184, 333–341. [CrossRef] [PubMed]
13. Bone, R.C.; Fisher, C.J.J.; Clemmer, T.P.; Slotman, G.J.; Metz, C.A.; Balk, R.A. A controlled clinical trial of high-dose methylpred-

nisolone in the treatment of severe sepsis and septic shock. N. Engl. J. Med. 1987, 317, 653–658. [CrossRef] [PubMed]
14. Sprung, C.L.; Caralis, P.V.; Marcial, E.H.; Pierce, M.; Gelbard, M.A. The effects of high-dose corticosteroids in patients with septic

shock. N. Engl. J. Med. 1984, 311, 1137–1143. [CrossRef]
15. Annane, D.; Sebille, V.; Charpentier, C.; Bollaert, P.E.; Francois, B.; Korach, J.M.; Capellier, G.; Cohen, Y.; Azoulay, E.;

Troche, G.; et al. Effect of treatment with low doses of hydrocortisone and fludrocortisone on mortality in patients with septic
shock. JAMA 2002, 288, 862–871. [CrossRef]

16. Annane, D.; Renault, A.; Brun-Buisson, C.; Megarbane, B.; Quenot, J.P.; Siami, S.; Cariou, A.; Forceville, X.; Schwebel, C.;
Martin, C.; et al. Hydrocortisone plus fludrocortisone for adults with septic shock. N. Engl. J. Med. 2018, 378, 809–818. [CrossRef]

17. Evans, L.; Rhodes, A.; Alhazzani, W.; Antonelli, M.; Coopersmith, C.M.; French, C.; Machado, F.R.; McIntyre, L.; Ostermann, M.;
Prescott, H.C.; et al. Surviving sepsis campaign: International guidelines for management of sepsis and septic shock 2021.
Intensive Care Med. 2021, 47, 1181–1247. [CrossRef]

18. Bernard, G.R.; Wheeler, A.P.; Russell, J.A.; Schein, R.; Summer, W.R.; Steinberg, K.P.; Fulkerson, W.J.; Wright, P.E.; Christman, B.W.;
Dupont, W.D.; et al. The effects of ibuprofen on the physiology and survival of patients with sepsis. The Ibuprofen in Sepsis
Study Group. N. Engl. J. Med. 1997, 336, 912–918. [CrossRef]

19. Heemskerk, S.; Masereeuw, R.; Moesker, O.; Bouw, M.P.; van der Hoeven, J.G.; Peters, W.H.; Russel, F.G.; Pickkers, P. Alkaline
phosphatase treatment improves renal function in severe sepsis or septic shock patients. Crit. Care Med. 2009, 37, 417.e1.
[CrossRef]

20. Pickkers, P.; Mehta, R.L.; Murray, P.T.; Joannidis, M.; Molitoris, B.A.; Kellum, J.A.; Bachler, M.; Hoste, E.A.J.; Hoiting, O.;
Krell, K.; et al. Effect of human recombinant alkaline phosphatase on 7-day creatinine clearance in patients with sepsis-associated
acute kidney injury: A randomized clinical trial. JAMA 2018, 320, 1998–2009. [CrossRef]

21. Papazian, L.; Roch, A.; Charles, P.E.; Penot-Ragon, C.; Perrin, G.; Roulier, P.; Goutorbe, P.; Lefrant, J.Y.; Wiramus, S.; Jung, B.; et al.
Effect of statin therapy on mortality in patients with ventilator-associated pneumonia: A randomized clinical trial. JAMA
2013, 310, 1692–1700. [CrossRef]

22. Truwit, J.D.; Bernard, G.R.; Steingrub, J.; Matthay, M.A.; Liu, K.D.; Albertson, T.E.; Brower, R.G.; Shanholtz, C.; Rock, P.;
Douglas, I.S.; et al. Rosuvastatin for sepsis-associated acute respiratory distress syndrome. N. Engl. J. Med. 2014, 370, 2191–2200.

23. Abraham, E.; Laterre, P.F.; Garbino, J.; Pingleton, S.; Butler, T.; Dugernier, T.; Margolis, B.; Kudsk, K.; Zimmerli, W.;
Anderson, P.; et al. Lenercept (p55 tumor necrosis factor receptor fusion protein) in severe sepsis and early septic shock: A
randomized, double-blind, placebo-controlled, multicenter phase III trial with 1,342 patients. Crit. Care Med. 2001, 29, 503–510.
[CrossRef]

24. Bernard, G.R.; Vincent, J.L.; Laterre, P.F.; LaRosa, S.P.; Dhainaut, J.F.; Lopez-Rodriguez, A.; Steingrub, J.S.; Garber, G.E.;
Helterbrand, J.D.; Ely, E.W.; et al. Efficacy and safety of recombinant human activated protein C for severe sepsis. N. Engl. J. Med.
2001, 344, 699–709. [CrossRef]

25. Ranieri, V.M.; Thompson, B.T.; Barie, P.S.; Dhainaut, J.F.; Douglas, I.S.; Finfer, S.; Gardlund, B.; Marshall, J.C.; Rhodes, A.;
Artigas, A.; et al. Drotrecogin alfa (activated) in adults with septic shock. N. Engl. J. Med. 2012, 366, 2055–2064. [CrossRef]

26. Vincent, J.L.; Francois, B.; Zabolotskikh, I.; Daga, M.K.; Lascarrou, J.B.; Kirov, M.Y.; Pettila, V.; Wittebole, X.; Meziani, F.;
Mercier, E.; et al. Effect of a recombinant human soluble thrombomodulin on mortality in patients with sepsis-associated coagu-
lopathy: The SCARLET randomized clinical trial. JAMA 2019, 321, 1993–2002. [CrossRef]

27. Fisher, C.J.; Dhainaut, J.F.; Opal, S.M.; Pribble, J.P.; Balk, R.A.; Slotman, G.J.; Iberti, T.J.; Rackow, E.C.; Shapiro, M.J.;
Greenman, R.L.; et al. Recombinant human interleukin 1 receptor antagonist in the treatment of patients with sepsis syndrome.
JAMA 1994, 271, 1836–1843. [CrossRef]

28. Abraham, E.; Reinhart, K.; Opal, S.; Demeyer, I.; Doig, C.; Rodriguez, A.L.; Beale, R.; Svoboda, P.; Laterre, P.F.; Simon, S.; et al.
Efficacy and safety of tifacogin (recombinant tissue factor pathway inhibitor) in severe sepsis: A randomized controlled trial.
JAMA 2003, 290, 238–247. [CrossRef]

29. Warren, B.L.; Eid, A.; Singer, P.; Pillay, S.S.; Carl, P.; Novak, I.; Chalupa, P.; Atherstone, A.; Penzes, I.; Kubler, A.; et al. Caring for
the critically ill patient. High-dose antithrombin III in severe sepsis: A randomized controlled trial. JAMA 2001, 286, 1869–1878.
[CrossRef]

http://doi.org/10.1097/00003246-199812000-00021
http://www.ncbi.nlm.nih.gov/pubmed/9875905
http://doi.org/10.1182/blood-2016-09-741298
http://doi.org/10.3389/fimmu.2015.00257
http://doi.org/10.1016/j.thromres.2016.11.007
http://doi.org/10.1161/ATVBAHA.117.309846
http://www.ncbi.nlm.nih.gov/pubmed/29437578
http://doi.org/10.1097/00000658-197609000-00011
http://www.ncbi.nlm.nih.gov/pubmed/786190
http://doi.org/10.1056/NEJM198709103171101
http://www.ncbi.nlm.nih.gov/pubmed/3306374
http://doi.org/10.1056/NEJM198411013111801
http://doi.org/10.1001/jama.288.7.862
http://doi.org/10.1056/NEJMoa1705716
http://doi.org/10.1007/s00134-021-06506-y
http://doi.org/10.1056/NEJM199703273361303
http://doi.org/10.1097/CCM.0b013e31819598af
http://doi.org/10.1001/jama.2018.14283
http://doi.org/10.1001/jama.2013.280031
http://doi.org/10.1097/00003246-200103000-00006
http://doi.org/10.1056/NEJM200103083441001
http://doi.org/10.1056/NEJMoa1202290
http://doi.org/10.1001/jama.2019.5358
http://doi.org/10.1001/jama.1994.03510470040032
http://doi.org/10.1001/jama.290.2.238
http://doi.org/10.1001/jama.286.15.1869


Biomedicines 2022, 10, 2260 10 of 13

30. Wiedermann, C.J.; Hoffmann, J.N.; Juers, M.; Ostermann, H.; Kienast, J.; Briegel, J.; Strauss, R.; Keinecke, H.O.; Warren, B.L.;
Opal, S.M. High-dose antithrombin III in the treatment of severe sepsis in patients with a high risk of death: Efficacy and safety.
Crit. Care Med. 2006, 34, 285–292. [CrossRef]

31. Rice, T.W.; Wheeler, A.P.; Bernard, G.R.; Vincent, J.L.; Angus, D.C.; Aikawa, N.; Demeyer, I.; Sainati, S.; Amlot, N.;
Cao, C.; et al. A randomized, double-blind, placebo-controlled trial of TAK-242 for the treatment of severe sepsis. Crit. Care Med.
2010, 38, 1685–1694. [CrossRef] [PubMed]

32. Opal, S.M.; Laterre, P.F.; Francois, B.; LaRosa, S.P.; Angus, D.C.; Mira, J.P.; Wittebole, X.; Dugernier, T.; Perrotin, D.;
Tidswell, M.; et al. Effect of eritoran, an antagonist of MD2-TLR4, on mortality in patients with severe sepsis: The ACCESS
randomized trial. JAMA 2013, 309, 1154–1162. [CrossRef] [PubMed]

33. Vincent, J.L.; Marshall, J.; Dellinger, R.P.; Simonson, S.G.; Guntupalli, K.; Levy, M.M.; Singer, M.; Malik, R. Talactoferrin in sepsis:
Results from the phase II/III OASIS trial. Crit. Care Med. 2015, 43, 1832–1838. [CrossRef] [PubMed]

34. Guntupalli, K.; Dean, N.; Morris, P.E.; Bandi, V.; Margolis, B.; Rivers, E.; Levy, M.; Lodato, R.F.; Ismail, P.M.; Reese, A.; et al. A
phase 2 randomized, double-blind, placebo-controlled study of the safety and efficacy of talactoferrin in patients with severe
sepsis. Crit. Care Med. 2013, 41, 706–716. [CrossRef] [PubMed]

35. Fein, A.M.; Bernard, G.R.; Criner, G.J.; Fletcher, E.C.; Good, J.T., Jr.; Knaus, W.A.; Levy, H.; Matuschak, G.M.; Shanies, H.M.;
Taylor, R.W.; et al. Treatment of severe systemic inflammatory response syndrome and sepsis with a novel bradykinin antagonist,
deltibant (CP-0127). Results of a randomized, double-blind, placebo-controlled trial. CP-0127 SIRS and Sepsis Study Group.
JAMA 1997, 277, 482–487. [CrossRef] [PubMed]

36. Jones, A.E.; Puskarich, M.A.; Shapiro, N.I.; Guirgis, F.W.; Runyon, M.; Adams, J.Y.; Sherwin, R.; Arnold, R.; Roberts, B.W.;
Kurz, M.C.; et al. Effect of levocarnitine vs placebo as an adjunctive treatment for septic shock: The rapid administration of
carnitine in sepsis (RACE) randomized clinical trial. JAMA Netw. Open 2018, 1, e186076. [CrossRef]

37. Ranieri, V.M.; Pettila, V.; Karvonen, M.K.; Jalkanen, J.; Nightingale, P.; Brealey, D.; Mancebo, J.; Ferrer, R.; Mercat, A.;
Patroniti, N.; et al. Effect of intravenous interferon beta-1a on death and days free from mechanical ventilation among pa-
tients with moderate to severe acute respiratory distress syndrome: A randomized clinical trial. JAMA 2020, 323, 725–733.
[CrossRef]

38. Wu, J.; Zhou, L.; Liu, J.; Ma, G.; Kou, Q.; He, Z.; Chen, J.; Ou-Yang, B.; Chen, M.; Li, Y.; et al. The efficacy of thymosin alpha 1 for
severe sepsis (ETASS): A multicenter, single-blind, randomized and controlled trial. Crit. Care 2013, 17, R8. [CrossRef]

39. Opal, S.; Laterre, P.F.; Abraham, E.; Francois, B.; Wittebole, X.; Lowry, S.; Dhainaut, J.F.; Warren, B.; Dugernier, T.; Lopez, A.; et al.
Recombinant human platelet-activating factor acetylhydrolase for treatment of severe sepsis: Results of a phase III, multicenter,
randomized, double-blind, placebo-controlled, clinical trial. Crit. Care Med. 2004, 32, 332–341. [CrossRef]

40. Spapen, H.D.; Diltoer, M.W.; Nguyen, D.N.; Hendrickx, I.; Huyghens, L.P. Effects of N-acetylcysteine on microalbuminuria and
organ failure in acute severe sepsis: Results of a pilot study. Chest 2005, 127, 1413–1419. [CrossRef]

41. Lopez, A.; Lorente, J.A.; Steingrub, J.; Bakker, J.; McLuckie, A.; Willatts, S.; Brockway, M.; Anzueto, A.; Holzapfel, L.;
Breen, D.; et al. Multiple-center, randomized, placebo-controlled, double-blind study of the nitric oxide synthase inhibitor
546C88: Effect on survival in patients with septic shock. Crit. Care Med. 2004, 32, 21–30. [CrossRef]

42. Vincent, J.L.; Privalle, C.T.; Singer, M.; Lorente, J.A.; Boehm, E.; Meier-Hellmann, A.; Darius, H.; Ferrer, R.; Sirvent, J.M.;
Marx, G.; et al. Multicenter, randomized, placebo-controlled phase III study of pyridoxalated hemoglobin polyoxyethylene in
distributive shock (PHOENIX). Crit. Care Med. 2015, 43, 57–64. [CrossRef]

43. Lamontagne, F.; Masse, M.H.; Menard, J.; Sprague, S.; Pinto, R.; Heyland, D.K.; Cook, D.J.; Battista, M.C.; Day, A.G.;
Guyatt, G.H.; et al. Intravenous vitamin C in adults with sepsis in the intensive care unit. N. Engl. J. Med. 2022, 386, 2387–2398.
[CrossRef]

44. Angus, D.C.; Birmingham, M.C.; Balk, R.A.; Scannon, P.J.; Collins, D.; Kruse, J.A.; Graham, D.R.; Dedhia, H.V.; Homann, S.;
MacIntyre, N. E5 murine monoclonal antiendotoxin antibody in gram-negative sepsis: A randomized controlled trial. E5 Study
Investigators. JAMA 2000, 283, 1723–1730. [CrossRef]

45. Ziegler, E.J.; Fisher, C.J., Jr.; Sprung, C.L.; Straube, R.C.; Sadoff, J.C.; Foulke, G.E.; Wortel, C.H.; Fink, M.P.; Dellinger, R.P.;
Teng, N.N.; et al. Treatment of gram-negative bacteremia and septic shock with HA-1A human monoclonal antibody against endo-
toxin. A randomized, double-blind, placebo-controlled trial. The HA-1A Sepsis Study Group. N. Engl. J. Med. 1991, 324, 429–436.
[CrossRef]

46. Cruz, D.N.; Antonelli, M.; Fumagalli, R.; Foltran, F.; Brienza, N.; Donati, A.; Malcangi, V.; Petrini, F.; Volta, G.;
Bobbio Pallavicini, F.M.; et al. Early use of polymyxin B hemoperfusion in abdominal septic shock: The EUPHAS randomized
controlled trial. JAMA 2009, 301, 2445–2452. [CrossRef]

47. Dellinger, R.P.; Bagshaw, S.M.; Antonelli, M.; Foster, D.M.; Klein, D.J.; Marshall, J.C.; Palevsky, P.M.; Weisberg, L.S.; Schorr, C.A.;
Trzeciak, S.; et al. Effect of targeted polymyxin B hemoperfusion on 28-day mortality in patients with septic shock and elevated
endotoxin level: The EUPHRATES randomized clinical trial. JAMA 2018, 320, 1455–1463. [CrossRef]

48. Livigni, S.; Bertolini, G.; Rossi, C.; Ferrari, F.; Giardino, M.; Pozzato, M.; Remuzzi, G. Efficacy of coupled plasma filtration
adsorption (CPFA) in patients with septic shock: A multicenter randomised controlled clinical trial. BMJ Open 2014, 4, e003536.
[CrossRef]

http://doi.org/10.1097/01.CCM.0000194731.08896.99
http://doi.org/10.1097/CCM.0b013e3181e7c5c9
http://www.ncbi.nlm.nih.gov/pubmed/20562702
http://doi.org/10.1001/jama.2013.2194
http://www.ncbi.nlm.nih.gov/pubmed/23512062
http://doi.org/10.1097/CCM.0000000000001090
http://www.ncbi.nlm.nih.gov/pubmed/26010687
http://doi.org/10.1097/CCM.0b013e3182741551
http://www.ncbi.nlm.nih.gov/pubmed/23425819
http://doi.org/10.1001/jama.1997.03540300050033
http://www.ncbi.nlm.nih.gov/pubmed/9020273
http://doi.org/10.1001/jamanetworkopen.2018.6076
http://doi.org/10.1001/jama.2019.22525
http://doi.org/10.1186/cc11932
http://doi.org/10.1097/01.CCM.0000108867.87890.6D
http://doi.org/10.1378/chest.127.4.1413
http://doi.org/10.1097/01.CCM.0000105581.01815.C6
http://doi.org/10.1097/CCM.0000000000000554
http://doi.org/10.1056/NEJMoa2200644
http://doi.org/10.1001/jama.283.13.1723
http://doi.org/10.1056/NEJM199102143240701
http://doi.org/10.1001/jama.2009.856
http://doi.org/10.1001/jama.2018.14618
http://doi.org/10.1136/bmjopen-2013-003536


Biomedicines 2022, 10, 2260 11 of 13

49. Li, C.; Wang, P.; Zhang, L.; Li, M.; Lei, X.; Liu, S.; Feng, Z.; Yao, Y.; Chang, B.; Liu, B.; et al. Efficacy and safety of Xuebijing
injection (a Chinese patent) for sepsis: A meta-analysis of randomized controlled trials. J. Ethnopharmacol. 2018, 224, 512–521.
[CrossRef]

50. Santacruz, C.A.; Pereira, A.J.; Celis, E.; Vincent, J.L. Which multicenter randomized controlled trials in critical care medicine have
shown reduced mortality? A systematic review. Crit. Care Med. 2019, 47, 1680–1691. [CrossRef]

51. Van der Poll, T.; Keogh, C.V.; Buurman, W.A.; Lowry, S.F. Passive immunization against tumor necrosis factor-alpha impairs host
defense during pneumococcal pneumonia in mice. Am. J. Respir. Crit. Care Med. 1997, 155, 603–608. [CrossRef] [PubMed]

52. Lorente, J.A.; Marshall, J.C. Neutralization of tumor necrosis factor in preclinical models of sepsis. Shock 2005, 24 (Suppl. S1), 107–119.
[CrossRef] [PubMed]

53. Marchant, A.; Deviere, J.; Byl, B.; De Groote, D.; Vincent, J.L.; Goldman, M. Interleukin-10 production during septicaemia. Lancet
1994, 343, 707–708. [CrossRef]

54. Davenport, E.E.; Burnham, K.L.; Radhakrishnan, J.; Humburg, P.; Hutton, P.; Mills, T.C.; Rautanen, A.; Gordon, A.C.; Garrard, C.;
Hill, A.V.S.; et al. Genomic landscape of the individual host response and outcomes in severe sepsis. Lancet Respir. Med.
2016, 4, 259–271. [CrossRef]

55. Hotchkiss, R.S.; Monneret, G.; Payen, D. Sepsis-induced immunosuppression: From cellular dysfunctions to immunotherapy.
Nat. Rev. Immunol. 2013, 13, 862–874. [CrossRef]

56. Van der Poll, T.; Shankar-Hari, M.; Wiersinga, W.J. The immunology of sepsis. Immunity 2021, 54, 2450–2464. [CrossRef]
57. Boomer, J.S.; To, K.; Chang, K.C.; Takasu, O.; Osborne, D.F.; Walton, A.H.; Bricker, T.L.; Jarman, S.D.; Kreisel, D.;

Krupnick, A.S.; et al. Immunosuppression in patients who die of sepsis and multiple organ failure. JAMA 2011, 306, 2594–2605.
[CrossRef]

58. Heidecke, C.D.; Hensler, T.; Weighardt, H.; Zantl, N.; Wagner, H.; Siewert, J.R.; Holzmann, B. Selective defects of T lymphocyte
function in patients with lethal intraabdominal infection. Am. J. Surg. 1999, 178, 288–292. [CrossRef]

59. Venet, F.; Pachot, A.; Debard, A.L.; Bohe, J.; Bienvenu, J.; Lepape, A.; Monneret, G. Increased percentage of CD4+CD25+ regulatory
T cells during septic shock is due to the decrease of CD4+. Crit. Care Med. 2004, 32, 2329–2331. [CrossRef]

60. Huang, L.F.; Yao, Y.M.; Dong, N.; Yu, Y.; He, L.X.; Sheng, Z.Y. Association between regulatory T cell activity and sepsis and
outcome of severely burned patients: A prospective, observational study. Crit. Care 2010, 14, R3. [CrossRef]

61. Ost, M.; Singh, A.; Peschel, A.; Mehling, R.; Rieber, N.; Hartl, D. Myeloid-derived suppressor cells in bacterial infections. Front. Cell
Infect. Microbiol. 2016, 6, 37. [CrossRef]

62. Uhel, F.; Azzaoui, I.; Gregoire, M.; Pangault, C.; Dulong, J.; Tadie, J.M.; Gacouin, A.; Camus, C.; Cynober, L.; Fest, T.; et al. Early
expansion of circulating granulocytic myeloid-derived suppressor cells predicts development of nosocomial infections in patients
with sepsis. Am. J. Respir. Crit. Care Med. 2017, 196, 315–327. [CrossRef]

63. Demaret, J.; Venet, F.; Friggeri, A.; Cazalis, M.A.; Plassais, J.; Jallades, L.; Malcus, C.; Poitevin-Later, F.; Textoris, J.; Lepape, A.; et al.
Marked alterations of neutrophil functions during sepsis-induced immunosuppression. J. Leukoc. Biol. 2015, 98, 1081–1090.
[CrossRef]

64. Wakeley, M.E.; Gray, C.C.; Monaghan, S.F.; Heffernan, D.S.; Ayala, A. Check point inhibitors and their role in immunosuppression
in sepsis. Crit. Care Clin. 2020, 36, 69–88. [CrossRef]

65. Guignant, C.; Lepape, A.; Huang, X.; Kherouf, H.; Denis, L.; Poitevin, F.; Malcus, C.; Cheron, A.; Allaouchiche, B.;
Gueyffier, F.; et al. Programmed death-1 levels correlate with increased mortality, nosocomial infection and immune dysfunctions
in septic shock patients. Crit. Care 2011, 15, R99. [CrossRef]

66. Monaghan, S.F.; Thakkar, R.K.; Tran, M.L.; Huang, X.; Cioffi, W.G.; Ayala, A.; Heffernan, D.S. Programmed death 1 expression as
a marker for immune and physiological dysfunction in the critically ill surgical patient. Shock 2012, 38, 117–122. [CrossRef]

67. Chang, K.; Svabek, C.; Vazquez-Guillamet, C.; Sato, B.; Rasche, D.; Wilson, S.; Robbins, P.; Ulbrandt, N.; Suzich, J.; Green, J.; et al.
Targeting the programmed cell death 1: Programmed cell death ligand 1 pathway reverses T cell exhaustion in patients with
sepsis. Crit. Care 2014, 18, R3. [CrossRef]

68. Huang, X.; Venet, F.; Wang, Y.L.; Lepape, A.; Yuan, Z.; Chen, Y.; Swan, R.; Kherouf, H.; Monneret, G.; Chung, C.S.; et al. PD-1
expression by macrophages plays a pathologic role in altering microbial clearance and the innate inflammatory response to sepsis.
Proc. Natl. Acad. Sci. USA 2009, 106, 6303–6308. [CrossRef]

69. Brahmamdam, P.; Inoue, S.; Unsinger, J.; Chang, K.C.; McDunn, J.E.; Hotchkiss, R.S. Delayed administration of anti-PD-1 antibody
reverses immune dysfunction and improves survival during sepsis. J. Leukoc. Biol. 2010, 88, 233–240. [CrossRef]

70. Watanabe, E.; Nishida, O.; Kakihana, Y.; Odani, M.; Okamura, T.; Harada, T.; Oda, S. Pharmacokinetics, pharmacodynamics,
and safety of nivolumab in patients with sepsis-induced immunosuppression: A multicenter, open-label phase 1/2 study. Shock
2020, 53, 686–694. [CrossRef]

71. Hotchkiss, R.S.; Colston, E.; Yende, S.; Angus, D.C.; Moldawer, L.L.; Crouser, E.D.; Martin, G.S.; Coopersmith, C.M.;
Brakenridge, S.; Mayr, F.B.; et al. Immune checkpoint inhibition in sepsis: A phase 1b randomized, placebo-controlled, single
ascending dose study of antiprogrammed cell death-ligand 1 antibody (BMS-936559). Crit. Care Med. 2019, 47, 632–642. [CrossRef]
[PubMed]

72. Hotchkiss, R.S.; Colston, E.; Yende, S.; Crouser, E.D.; Martin, G.S.; Albertson, T.; Bartz, R.R.; Brakenridge, S.C.; Delano, M.J.;
Park, P.K.; et al. Immune checkpoint inhibition in sepsis: A Phase 1b randomized study to evaluate the safety, tolerability,
pharmacokinetics, and pharmacodynamics of nivolumab. Intensive Care Med. 2019, 45, 1360–1371. [CrossRef] [PubMed]

http://doi.org/10.1016/j.jep.2018.05.043
http://doi.org/10.1097/CCM.0000000000004000
http://doi.org/10.1164/ajrccm.155.2.9032201
http://www.ncbi.nlm.nih.gov/pubmed/9032201
http://doi.org/10.1097/01.shk.0000191343.21228.78
http://www.ncbi.nlm.nih.gov/pubmed/16374382
http://doi.org/10.1016/S0140-6736(94)91584-9
http://doi.org/10.1016/S2213-2600(16)00046-1
http://doi.org/10.1038/nri3552
http://doi.org/10.1016/j.immuni.2021.10.012
http://doi.org/10.1001/jama.2011.1829
http://doi.org/10.1016/S0002-9610(99)00183-X
http://doi.org/10.1097/01.CCM.0000145999.42971.4B
http://doi.org/10.1186/cc8232
http://doi.org/10.3389/fcimb.2016.00037
http://doi.org/10.1164/rccm.201606-1143OC
http://doi.org/10.1189/jlb.4A0415-168RR
http://doi.org/10.1016/j.ccc.2019.08.006
http://doi.org/10.1186/cc10112
http://doi.org/10.1097/SHK.0b013e31825de6a3
http://doi.org/10.1186/cc13176
http://doi.org/10.1073/pnas.0809422106
http://doi.org/10.1189/jlb.0110037
http://doi.org/10.1097/SHK.0000000000001443
http://doi.org/10.1097/CCM.0000000000003685
http://www.ncbi.nlm.nih.gov/pubmed/30747773
http://doi.org/10.1007/s00134-019-05704-z
http://www.ncbi.nlm.nih.gov/pubmed/31576433


Biomedicines 2022, 10, 2260 12 of 13

73. Docke, W.D.; Randow, F.; Syrbe, U.; Krausch, D.; Asadullah, K.; Reinke, P.; Volk, H.D.; Kox, W. Monocyte deactivation in septic
patients: Restoration by IFN-gamma treatment. Nat. Med. 1997, 3, 678–681. [CrossRef] [PubMed]

74. Presneill, J.J.; Harris, T.; Stewart, A.G.; Cade, J.F.; Wilson, J.W. A randomized phase II trial of granulocyte-macrophage colony-
stimulating factor therapy in severe sepsis with respiratory dysfunction. Am. J. Respir. Crit. Care Med. 2002, 166, 138–143.
[CrossRef]

75. Torres, L.K.; Pickkers, P.; van der Poll, T. Sepsis-induced immunosuppression. Annu. Rev. Physiol. 2022, 84, 157–181. [CrossRef]
76. Leijte, G.P.; Rimmele, T.; Kox, M.; Bruse, N.; Monard, C.; Gossez, M.; Monneret, G.; Pickkers, P.; Venet, F. Monocytic HLA-

DR expression kinetics in septic shock patients with different pathogens, sites of infection and adverse outcomes. Crit. Care
2020, 24, 110. [CrossRef]

77. Landelle, C.; Lepape, A.; Voirin, N.; Tognet, E.; Venet, F.; Bohe, J.; Vanhems, P.; Monneret, G. Low monocyte human leukocyte
antigen-DR is independently associated with nosocomial infections after septic shock. Intensive Care Med. 2010, 36, 1859–1866.
[CrossRef]

78. Hoogendijk, A.J.; Garcia-Laorden, M.I.; van Vught, L.A.; Wiewel, M.A.; Belkasim-Bohoudi, H.; Duitman, J.; Horn, J.; Schultz, M.J.;
Scicluna, B.P.; van ‘t Veer, C.; et al. Sepsis patients display a reduced capacity to activate nuclear factor-kappaB in multiple cell
types. Crit. Care Med. 2017, 45, e524–e531. [CrossRef]

79. Vincent, J.L.; Grimaldi, D. Novel Interventions—What’s new and the future. Crit. Care Clin. 2018, 34, 161–173. [CrossRef]
80. Van Vught, L.A.; Klein Klouwenberg, P.M.; Spitoni, C.; Scicluna, B.P.; Wiewel, M.A.; Horn, J.; Schultz, M.J.; Nurnberg, P.;

Bonten, M.J.; Cremer, O.L.; et al. Incidence, risk factors, and attributable mortality of secondary infections in the intensive care
unit after admission for sepsis. JAMA 2016, 315, 1469–1479. [CrossRef]

81. Grimaldi, D.; Pradier, O.; Hotchkiss, R.S.; Vincent, J.L. Nivolumab plus interferon-gamma in the treatment of intractable
mucormycosis. Lancet Infect. Dis. 2017, 17, 18. [CrossRef]

82. Van Vught, L.A.; Wiewel, M.A.; Hoogendijk, A.J.; Frencken, J.F.; Scicluna, B.P.; Klouwenberg, P.M.C.K.; Zwinderman, A.H.;
Lutter, R.; Horn, J.; Schultz, M.J.; et al. The host response in patients with sepsis developing intensive care unit-acquired secondary
infections. Am. J. Respir. Crit. Care Med. 2017, 196, 458–470. [CrossRef]

83. Meyer, N.J.; Reilly, J.P.; Anderson, B.J.; Palakshappa, J.A.; Jones, T.K.; Dunn, T.G.; Shashaty, M.G.S.; Feng, R.; Christie, J.D.;
Opal, S.M.; et al. Mortality benefit of recombinant human Iinterleukin-1 receptor antagonist for sepsis varies by initial interleukin-
1 receptor antagonist plasma concentration. Crit. Care Med. 2018, 46, 21–28. [CrossRef]

84. DeMerle, K.M.; Angus, D.C.; Baillie, J.K.; Brant, E.; Calfee, C.S.; Carcillo, J.; Chang, C.H.; Dickson, R.; Evans, I.; Gordon, A.C.; et al.
Sepsis subclasses: A framework for development and interpretation. Crit. Care Med. 2021, 49, 748–759. [CrossRef]

85. Antcliffe, D.B.; Burnham, K.L.; Al-Beidh, F.; Santhakumaran, S.; Brett, S.J.; Hinds, C.J.; Ashby, D.; Knight, J.C.; Gordon, A.C.
Transcriptomic signatures in sepsis and a differential response to steroids: From the VANISH randomized trial. Am. J. Respir. Crit.
Care Med. 2018, 199, 980–986. [CrossRef]

86. Sweeney, T.E.; Azad, T.D.; Donato, M.; Haynes, W.A.; Perumal, T.M.; Henao, R.; Bermejo-Martin, J.F.; Almansa, R.; Tamayo, E.;
Howrylak, J.A.; et al. Unsupervised analysis of transcriptomics in bacterial sepsis across multiple datasets reveals three robust
clusters. Crit. Care Med. 2018, 46, 915–925. [CrossRef]

87. Panacek, E.A.; Marshall, J.C.; Albertson, T.E.; Johnson, D.H.; Johnson, S.; MacArthur, R.D.; Miller, M.; Barchuk, W.T.; Fischkoff, S.;
Kaul, M.; et al. Efficacy and safety of the monoclonal anti-tumor necrosis factor antibody F(ab’)2 fragment afelimomab in patients
with severe sepsis and elevated interleukin-6 levels. Crit. Care Med. 2004, 32, 2173–2182. [CrossRef]

88. Francois, B.; Jeannet, R.; Daix, T.; Walton, A.H.; Shotwell, M.S.; Unsinger, J.; Monneret, G.; Rimmele, T.; Blood, T.; Morre, M.; et al.
Interleukin-7 restores lymphocytes in septic shock: The IRIS-7 randomized clinical trial. JCI Insight 2018, 3, e98960. [CrossRef]

89. Bone, R.C.; Balk, R.A.; Cerra, F.B.; Dellinger, R.P.; Fein, A.M.; Knaus, W.A.; Schein, R.M.; Sibbald, W.J. Definitions for sepsis and
organ failure and guidelines for the use of innovative therapies in sepsis. The ACCP/SCCM Consensus Conference Committee.
American College of Chest Physicians/Society of Critical Care Medicine. Chest 1992, 101, 1644–1655. [CrossRef]

90. Levy, M.M.; Fink, M.P.; Marshall, J.C.; Abraham, E.; Angus, D.; Cook, D.; Cohen, J.; Opal, S.M.; Vincent, J.L.; Ramsay, G.
2001 SCCM/ESICM/ACCP/ATS/SIS International Sepsis Definitions Conference. Crit. Care Med. 2003, 31, 1250–1256. [CrossRef]

91. National Research Council; Committee on A Framework for Developing a New Taxonomy of Disease. Toward Precision
Medicine: Building a Knowledge Network for Biomedical Research and a New Taxonomy of Disease; National Academies Press:
Washington, DC, USA, 2011.

92. Mirnezami, R.; Nicholson, J.; Darzi, A. Preparing for precision medicine. N. Engl. J. Med. 2012, 366, 489–491. [CrossRef] [PubMed]
93. Arnedos, M.; Vicier, C.; Loi, S.; Lefebvre, C.; Michiels, S.; Bonnefoi, H.; Andre, F. Precision medicine for metastatic breast

cancer–limitations and solutions. Nat. Rev. Clin. Oncol. 2015, 12, 693–704. [CrossRef] [PubMed]
94. World Health Organization. Cancer. Available online: https://www.who.int/health-topics/cancer#tab=tab_1 (accessed on

30 August 2022).
95. Gospodarowicz, M.; Benedet, L.; Hutter, R.V.; Fleming, I.; Henson, D.E.; Sobin, L.H. History and international developments in

cancer staging. Cancer Prev. Control. 1998, 2, 262–268. [PubMed]
96. Brierley, J.D.; Gospodarowicz, M.K.; Wittekind, C. TNM Classification of Malignant Tumours, 8th ed.; Wiley-Blackwell:

Chichester, UK, 2016.
97. Marshall, J.C. The PIRO (predisposition, insult, response, organ dysfunction) model: Toward a staging system for acute illness.

Virulence 2014, 5, 27–35. [CrossRef] [PubMed]

http://doi.org/10.1038/nm0697-678
http://www.ncbi.nlm.nih.gov/pubmed/9176497
http://doi.org/10.1164/rccm.2009005
http://doi.org/10.1146/annurev-physiol-061121-040214
http://doi.org/10.1186/s13054-020-2830-x
http://doi.org/10.1007/s00134-010-1962-x
http://doi.org/10.1097/CCM.0000000000002294
http://doi.org/10.1016/j.ccc.2017.08.012
http://doi.org/10.1001/jama.2016.2691
http://doi.org/10.1016/S1473-3099(16)30541-2
http://doi.org/10.1164/rccm.201606-1225OC
http://doi.org/10.1097/CCM.0000000000002749
http://doi.org/10.1097/CCM.0000000000004842
http://doi.org/10.1164/rccm.201807-1419OC
http://doi.org/10.1097/CCM.0000000000003084
http://doi.org/10.1097/01.CCM.0000145229.59014.6C
http://doi.org/10.1172/jci.insight.98960
http://doi.org/10.1378/chest.101.6.1644
http://doi.org/10.1097/01.CCM.0000050454.01978.3B
http://doi.org/10.1056/NEJMp1114866
http://www.ncbi.nlm.nih.gov/pubmed/22256780
http://doi.org/10.1038/nrclinonc.2015.123
http://www.ncbi.nlm.nih.gov/pubmed/26196250
https://www.who.int/health-topics/cancer#tab=tab_1
http://www.ncbi.nlm.nih.gov/pubmed/10470455
http://doi.org/10.4161/viru.26908
http://www.ncbi.nlm.nih.gov/pubmed/24184604


Biomedicines 2022, 10, 2260 13 of 13

98. Pierrakos, C.; Velissaris, D.; Bisdorff, M.; Marshall, J.C.; Vincent, J.L. Biomarkers of sepsis: Time for a reappraisal. Crit. Care
2020, 24, 287. [CrossRef]

99. La-Beck, N.M.; Jean, G.W.; Huynh, C.; Alzghari, S.K.; Lowe, D.B. Immune checkpoint inhibitors: New insights and current place
in cancer therapy. Pharmacotherapy 2015, 35, 963–976. [CrossRef]

100. Cercek, A.; Lumish, M.; Sinopoli, J.; Weiss, J.; Shia, J.; Lamendola-Essel, M.; El Dika, I.H.; Segal, N.; Shcherba, M.; Sugarman, R.; et al.
PD-1 blockade in mismatch repair-deficient, locally advanced rectal cancer. N. Engl. J. Med. 2022, 386, 2363–2376. [CrossRef]

101. Maslove, D.M.; Tang, B.; Shankar-Hari, M.; Lawler, P.R.; Angus, D.C.; Baillie, J.K.; Baron, R.M.; Bauer, M.; Buchman, T.G.;
Calfee, C.S.; et al. Redefining critical illness. Nat. Med. 2022, 28, 1141–1148. [CrossRef]

102. Seymour, C.W.; Kennedy, J.N.; Wang, S.; Chang, C.H.; Elliott, C.F.; Xu, Z.; Berry, S.; Clermont, G.; Cooper, G.; Gomez, H.; et al.
Derivation, validation, and potential treatment implications of novel clinical phenotypes for sepsis. JAMA 2019, 321, 2003–2017.
[CrossRef]

103. Casey, J.D.; Beskow, L.M.; Brown, J.; Brown, S.M.; Gayat, E.; Ng, G.M.; Harhay, M.O.; Jaber, S.; Jentzer, J.C.; Laterre, P.F.; et al. Use
of pragmatic and explanatory trial designs in acute care research: Lessons from COVID-19. Lancet Respir. Med. 2022, 10, 700–714.
[CrossRef]

http://doi.org/10.1186/s13054-020-02993-5
http://doi.org/10.1002/phar.1643
http://doi.org/10.1056/NEJMoa2201445
http://doi.org/10.1038/s41591-022-01843-x
http://doi.org/10.1001/jama.2019.5791
http://doi.org/10.1016/S2213-2600(22)00044-3

	Introduction 
	The ”Unbalanced” Immune Response of Sepsis 
	The Anti-Inflammatory Approach to Sepsis Treatment 
	Moving from Anti-Inflammatory Strategies to Immunostimulating Strategies? 
	Moving towards Personalized Strategies? 
	Conclusions 
	References

