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Abstract: Ferritin heavy chain (FerHCH) is a major component of ferritin and plays an important
role in maintaining iron homeostasis and redox equilibrium. Our previous studies have demon-
strated that the Bombyx mori ferritin heavy chain homolog (BmFerHCH) could respond to B. mori
nucleopolyhedrovirus (BmNPV) infection. However, the mechanism by which BmNPV regulates
the expression of BmFerHCH remains unclear. In this study, BmFerHCH increased after BmNPV
infection and BmNPV infection enhanced nuclear factor kappa B (NF-κB) activity in BmN cells. An
NF-κB inhibitor (PDTC) reduced the expression of the virus-induced BmFerHCH in BmN cells, and
overexpression of BmRelish (NF-κB) increased the expression of virus-induced BmFerHCH in BmN
cells. Furthermore, BmNPV infection enhanced BmFerHCH promoter activity. The potential NF-κB
cis-regulatory elements (CREs) in the BmFerHCH promoter were screened by using the JASPAR
CORE database, and two effective NF-κB CREs were identified using a dual luciferase reporting
system and electrophoretic mobility shift assay (EMSA). BmRelish (NF-κB) bound to NF-κB CREs and
promoted the transcription of BmFerHCH. Taken together, BmNPV promotes activation of BmRelish
(NF-κB), and activated BmRelish (NF-κB) binds to NF-κB CREs of BmFerHCH promoter to enhance
BmFerHCH expression. Our study provides a foundation for future research on the function of
BmFerHCH in BmNPV infection.
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1. Introduction

Bombyx mori is an economically important insect and serves as a model organism
of lepidopterans for studying insect resistance and immunity [1]. B. mori nucleopolyhe-
drovirus (BmNPV) is a serious pathogenic virus that specifically infects domestic silkworms,
resulting in enormous losses for the sericulture industry. BmNPV is a double-stranded
DNA baculovirus with two virion phenotypes: obliterator viruses (ODVs) and bud viruses
(BVs). ODVs are embedded in a large number of polyhedrons and remain active in harsh
environments, facilitating virus transmission between hosts. BVs are responsible for sys-
temic infection in silkworms [2]. There is currently no effective treatment available for
BmNPV infection [3].

Ferritin is a complex protein composed of heavy chain homologue (FerHCH) and light
chain homologue (FerLCH) and plays an important role in maintaining iron homeostasis [4,5].
FerHCH contains a ferroxidase centre, which consumes oxygen or hydrogen peroxide to
catalyse the oxidation of Fe2+ to Fe3+ and has important iron chelation and antioxidant
functions. FerLCH provides auxiliary functions [6,7]. Ferritin expression is influenced by
many factors, including free iron ions, oxidants and pathogenic stimuli [8]. Iron is the

Int. J. Mol. Sci. 2022, 23, 10380. https://doi.org/10.3390/ijms231810380 https://www.mdpi.com/journal/ijms

https://doi.org/10.3390/ijms231810380
https://doi.org/10.3390/ijms231810380
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/ijms
https://www.mdpi.com
https://orcid.org/0000-0003-1292-2726
https://doi.org/10.3390/ijms231810380
https://www.mdpi.com/journal/ijms
https://www.mdpi.com/article/10.3390/ijms231810380?type=check_update&version=1


Int. J. Mol. Sci. 2022, 23, 10380 2 of 13

predominant factor regulating ferritin synthesis at the transcriptional level, affecting the
binding ability of iron-regulated proteins (IRP) to bind to iron response elements (IREs) at
the 5′ untranslated region (UTR) of ferritin messenger RNA (mRNA) [9]. Further, under
oxidative pressure, Nrf2 and JunD can bind to antioxidant response elements (ARE) and
regulate FerHCH transcription [10,11], Research in Rana sylvatica indicates that the activation
of nuclear factor kappa B (NF-κB) promotes FerHCH transcription in response to oxidative
stress during freezing and thawing [12]. It was worth mentioning that a high FerHCH
expression has been reported in numerous viral infections. The hepatitis C virus could
upregulate host FerHCH to promote HCV infection [13]. The viral protein Nef mediates
NF-κB activation to induce ferritin secretion in human immunodeficiency virus type 1 (HIV-1)
infection [14]. After infection of human cells with dengue virus (DENV) and East respiratory
syndrome coronavirus (MERS-CoV), and during infection of rat cells with Theiler’s murine
encephalomyelitis virus (TMEV), host cells may release multiple inflammatory cytokines,
including tumour necrosis factor alpha (TNF-α) and interleukin 1 beta (IL-1β) [15–17]. TNF-α
and IL-1 are well-known regulators of FerHCH expression [18,19], and TNF-α regulates
FerHCH mRNA expression via NF-κB activation [20].

NF-κB is a ubiquitous transcription factor, and activated NF-κB regulates the tran-
scription of various immune-related genes [21]. In insects, there are two central immune
signalling cascades for activating NF-κB: the Toll and immune-deficient (IMD) pathways. In
the Toll pathway, cactus is an inhibitor of Dif/Dorsal (NF-κB), and once cactus is degraded,
Dif/Dorsal (NF-κB) is transferred from the cytoplasm to the nucleus to regulate down-
stream genes [22–24]. In the IMD pathway, the ANK region of the Relish protein (NF-κB) is
excised, resulting in Relish-FL being converted to Relish-act, which is transported to the
nucleus and performs its function [25]. Numerous clinical studies have demonstrated that
NF-κB activation is associated with viral infection, such as hepatitis C virus, Epstein–Barr
virus, and African swine fever virus [26–29]. According to a previous study, Antheraea
pernyi nuclear polyhedrosis virus induces proinflammatory cytokines and nitric oxide (NO)
production through mitogen-activated protein kinase (MAPK) and NF-κB pathways [30].
A study on B. mori cytoplasmic polyhedrosis (BmCPV) virus demonstrated that the viral
peptide vSP27 encoded by BmCPV circRNA could activate the ROS-NF-κB pathway [31].

In our previous research, we found that BmFerHCH expression is upregulated in
haemolymph during BmNPV infection [32]; however, the mechanism by which BmNPV
regulates BmFerHCH expression is not clear. Further, according to our previous proteomics
data, BmNPV upregulated the expression of BmRelish (NF-κB) in the midgut of two differ-
ent strains of B. mori (Table S1). The present study was conducted to determine whether
BmFerHCH expression is regulated by NF-κB during BmNPV infection. First, we measured
BmFerHCH expression and NF-κB activation after BmNPV infection. To understand the
role of NF-κB in regulating BmFerHCH expression, we analysed its expression after Bm-
NPV infection while inhibiting or enhancing NF-κB activation. Subsequently, we analysed
NF-κB cis-regulatory elements (CREs) of BmFerHCH by using a dual-luciferase reporter
system and electrophoretic mobility shift assay (EMSA). Our exploration of the regulatory
mechanism of BmFerHCH expression during virus infection provides new insight into the
innate silkworm antiviral immune mechanism.

2. Results
2.1. BmNPV Induced BmFerHCH Expression in BmN Cells

We analysed BmFerHCH transcription and translation in BmN cells with RT-qPCR
and western blotting, respectively, to determine whether BmFerHCH responds to BmNPV
infection. BmFerHCH expression increased significantly from 12 to 24 h post-injection (hpi)
compared with the control groups (Figure 1). These results suggest that BmNPV may be
responsible for inducing BmFerHCH expression.
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ative luciferase activity in BV-infected BmN cells increased significantly compared with 
the control group, indicating activation of NF-κB by BV infection (Figure 2B). Further-
more, BmFerHCH promoter activity increased significantly in BV-infected cells (Figure 
2C). We speculate that BmNPV infection could activate NF-κB, which could increase 
BmFerHCH promoter activity. 

 
Figure 2. BmNPV activated NF-κB and enhanced BmFerHCH promoter activity in BmN Cells. (A) 
The structure of the reporter plasmid pNF-κB-Luc with the NF-κB response element is shown. Ab-
breviations: 5×NF-κB, five tandem NF-κB consensus sequences; OpIE 2: constitutive promoter for 
insect cell expression. (B) Twenty-four hours after co-transfection of pNF-κB-Luc and pAc5.1-

Figure 1. BmFerHCH expression in BmN cells after BmNPV infection. (A) RT-qPCR analysis of
BmFerHCH expression in BmN cells following BmNPV infection. (B) BmFerHCH protein expression
in BmN cells following BmNPV infection in BmN cells, using anti-BmFerHCH serum. The numbers
represent the ratio of BmFerHCH to β-tubulin after grayscale analysis. The data are presented as the
mean ± standard deviation of three independent assays. ** p < 0.01.

2.2. BmNPV Infection Activated NF-κB

We constructed the NF-κB reporter gene plasmid pNF-κB-luc to detect NF-κB signal
and to evaluate the role of NF-κB during BmNPV infection. It contains a variety of NF-κB
binding sites. NF-κB activity strongly correlated with luciferase expression (Figure 2A).
Co-transfection of pNF-κB-Luc and pAc5.1-Renilla (reference plasmid stably expressing
Renilla luciferase) allowed measuring NF-κB activation in BV-infected BmN cells. The
relative luciferase activity in BV-infected BmN cells increased significantly compared with
the control group, indicating activation of NF-κB by BV infection (Figure 2B). Furthermore,
BmFerHCH promoter activity increased significantly in BV-infected cells (Figure 2C). We
speculate that BmNPV infection could activate NF-κB, which could increase BmFerHCH
promoter activity.
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Figure 2. BmNPV activated NF-κB and enhanced BmFerHCH promoter activity in BmN Cells.
(A) The structure of the reporter plasmid pNF-κB-Luc with the NF-κB response element is shown.
Abbreviations: 5×NF-κB, five tandem NF-κB consensus sequences; OpIE 2: constitutive promoter for
insect cell expression. (B) Twenty-four hours after co-transfection of pNF-κB-Luc and pAc5.1-Renilla,
BmN cells were infected with BV and luciferase activity was detected 12 hpi. (C) Twenty-four hours
after co-transfection of pGL3(−2025, +16) and pAc5.1-Renilla, BmN cells were infected with BV and
luciferase activity was detected 12 hpi. The data are presented as the mean ± standard deviation of
three independent assays. ** p < 0.01.

2.3. Inhibiting NF-κB Activation Suppressed BmFerHCH Expression Induced by BV

To investigate whether BmFerHCH upregulation induced by BmNPV infection might
be due to NF-κB activation, we treated the BmN cells with the NF-κB inhibitor PDTC and
determined NF-κB activation by using the dual luciferase reporter gene system. As shown
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in Figure 3A, cell proliferation was not affected significantly after treatment with 20 µM
PDTC for 48 h. We used the pNF-κB-Luc reporter plasmid to detect the effect of PDTC
treatment on NF-κB activity in BmN cells. PDTC treatment significantly reduced luciferase
signalling in BmN cells compared with the control group (Figure 3B), indicating that PDTC
could inhibit NF-κB activation in BmN cells. Next, we measured BmFerHCH mRNA and
protein in BmN cells pre-treated with PDTC 12 hpi. Blocking NF-κB activation significantly
downregulated BV-induced BmFerHCH expression. Further, PDTC inhibited BmFerHCH
expression in uninfected cells (Figure 3C,D).
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Figure 3. BmNPV-induced BmFerHCH expression was related to NF-κB activation. (A) Cell viability
after PDTC treatment. (B) Inhibitory effect of PDTC on NF-κB; 24 h after co-transfection of pNF-
κB-Luc and pAc5.1-Renilla, the relative luciferase activity of the cells was detected after 12 h PDTC
treatment (based on the firefly/Renilla luciferase activity ratio). BmN cells were mock infected or
infected with BV in the absence or presence of PDTC (20 µM) for 12 h, and BmFerHCH mRNA (C) and
protein (D) expression were determined. BmFerHCH protein was identified by anti-BmFerHCH
serum. The numbers on the western blotting represent the ratio of BmFerHCH to β-tubulin after
grayscale analysis. The data are presented as the mean ± standard deviation of three independent
assays. ** p < 0.01.

2.4. Enhancing BmRelish (NF-κB) Activation Promoted BmFerHCH Expression Induced by BV

BmRelish is a member of the silkworm NF-κB transcription factor family. The complete
BmRelish protein forms BmRelish-act after excision of the ANK region via processing.
Further, BmRelish-act regulates the expression of various genes [25]. To investigate whether
NF-κB positively regulates BmFerHCH transcription, we constructed an overexpression
vector (pIZ-BmRelish-act) and transfected BmN cells with it. The overexpression efficiency
of the BmRelish-act vector is shown in Figure 4A. Luciferase activity analysis revealed
that BmRelish-act overexpression significantly increased the pNF-κB-Luc reporter gene
compared with the control group (Figure 4B), indicating that BmRelish-act overexpression
could enhance NF-κB activation in BmN cells. In addition, we analysed BmFerHCH mRNA
and protein expression in BmN cells overexpressing BmRelish-act 12 hpi. BmRelish-act
overexpression significantly upregulated BmFerHCH mRNA and protein induced by BV
(Figure 4C,D). Combined with the results of NF-κB inhibitor results, we speculate that
BmNPV upregulates BmFerHCH expression by activating NF-κB.
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cells was confirmed by analysing the transcript level. (B) Overexpression of BmRelish-act enhanced
NF-κB transcriptional activity in BmN cells. The effects of BmRelish-act overexpression on BmFer-
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(D) protein levels. BmFerHCH protein was identified by anti-BmFerHCH serum. The numbers on
the western blotting represent the ratio of BmFerHCH to β-tubulin after grayscale analysis. The data
are presented as the mean ± standard deviation of three independent assays. ** p < 0.01.

2.5. Enhancing BmRelish (NF-κB) Activation Promoted BmFerHCH Expression Induced by BV

We screened potential NF-κB CREs in the BmFerHCH promoter by comparing the
NF-κB sequences of multiple species in the JASPAR CORE database accessed on 1 January
2020 (https://jaspar.genereg.net/). This endeavour revealed the presence of six hypo-
thetical NF-κB CREs: CRE1, −134/−125; CRE2, −254/−245; CRE3, −532/−522; CRE4,
−562/−553; CRE5, −991/−982; and CRE6, −1632/−1623 (Figure 5A,B). We constructed a
series of luciferase reporter vectors containing BmFerHCH promoters of different lengths
to determine which NF-κB CREs regulate transcription. We transfected BmN cells with
each NF-κB-CRE pGL3 vector and pIZ-BmRelish-act. We measured the luciferase activity
48 h after transfection using a dual-luciferase reporter system. The promoter of BmFerHCH
could respond to BmRelish-act. However, the gradual reduction of NF-κB CREs did not
affect the BmFerHCH promoter response to BmRelish-act in the first rounds of progressive
promoter deletions. These data indicate that NF-κB CREs may be close to the transcription
initiation site or contain more than one efficient NF-κB CRE in the BmFerHCH promoter
(Figure 5C).

Subsequently, we linked individual wild-type or mutated CREs to luciferase reporter
vectors containing core promoters and measured their response to NF-κB based on lu-
ciferase activity. BmRelish-act significantly increased the BmFerHCH promoter transcrip-
tional activity through CRE1–CRE3 and CRE 4, and the promoter region containing CRE1–
CRE3 had the highest transcriptional activity (Figure 6A), suggesting that CRE1–CRE3
and CRE4 are active. To confirm the BmFerHCH promoter contains the NF-κB CREs, we
mutated CRE1, CRE2, CRE3 and CRE4 and determined the activity of the mutant pro-
moter. When CRE2 and CRE4 were mutated, the BmFerHCH promoter did not respond to
BmRelish-act (Figure 6B,C). Hence, we believe that the CRE2 and CRE4 in the BmFerHCH
promoter region are NF-κB CREs.

https://jaspar.genereg.net/
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activity of BmFerHCH promoters containing different NF-κB CREs and the response to BmRelish-act
nucleotide −957 and −521 were detected by dual luciferase activity. (B) The promoter activity
and the ability to respond to BmRelish-act after CRE4 mutations between nucleotide −957 and-521
were detected by dual luciferase activity. (C) The promoter activity and the ability to respond to
BmRelish-act after CRE1, CRE2 or CRE3 mutations between nucleotide −540 and +16 were detected
by dual luciferase activity. Yellow circles represent predicted NF-κB CREs and white circles represent
mutated NF-κB CREs. The data are presented as the mean ± standard deviation of three independent
assays. * p < 0.05; ** p < 0.01; ns indicates no significant difference.
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2.6. BmRelish Binds to NF-κB CRE2 and CRE4 in the BmFerHCH Promoter

We expressed and purified the recombinant RHD domain of BmRelish to determine
whether BmRelish could bind to NF-κB CRE2 and CRE 4 in the BmFerHCH promoter
(Figure 7A). The wild-type and mutated probe sequences are shown in Figure 7C. EMSA
revealed that the recombinant RelRHD protein could bind to biotin-labelled probes of CRE2
and CRE4. The binding bands were weakened after the addition of unlabelled CRE2 and
CRE4 probes. In contrast, the addition of mutated probes did not affect the binding bands
(Figure 7B). These results indicate that CRE2/CRE4 probes interact specifically with the
RHD domain of BmRelish.
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3. Discussion

BmNPV is a major pathogen of B. mori, causing severe losses to the sericulture industry
each year. In recent years, numerous genes and proteins, including ferritin, have been found
to be involved in BmNPV infection [32]. Our laboratory has demonstrated that BmFerHCH
expression is upregulated in the haemolymph after ODV feeding infection, and the natural
ferritin complex extracted from haemolymph interacts directly with BmNPV [32]. In the
present study, we found that BmFerHCH mRNA and protein expression was induced by
BmNPV infection of BmN cells (Figure 1). In recent years, researchers have found that
ferritin is involved in viral infections. For example, HCV inhibits apolipoprotein B100
expression by upregulating host FerHCH, changes that are beneficial to viral replication [13].
After Procambarus clarkii is attacked by the white spot syndrome virus, ferritin mRNA
and protein expression increase significantly in blood cells and the hepato-pancreas [33].
Therefore, we consider that BmNPV could induce BmFerHCH expression.
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BmRelish is a transcription factor that is part of the B. mori NF-κB family. Activated
BmRelish can enter the nucleus and bind to gene promoters to regulate gene transcrip-
tion [34]. By analysing previous proteomics data from our lab, we discovered that BmNPV
upregulated the expression of BmRelish protein in the midgut of two different strains of
B. mori (Table S1). In the present study, luciferase activity of NF-κB reporter gene assay
showed enhanced NF-κB activation in BV-infected BmN cells (Figure 2B). Consistently,
Hua et al. [35] found that BmNPV infection facilitates the conversion of BmRelish-FL to
BmRelish-act, leading to increased NF-κB activity in BmE cells. Based on these results, it
can be concluded that BmNPV infection enhances NF-κB activity by regulating BmRelish.

BmFerHCH was induced by BmNPV infection, and BmNPV infection enhanced
BmRelish (NF-κB) activity in BmN cells. We hypothesise that BmFerHCH expression is
regulated by BmRelish (NF-κB) in silkworms. It has been reported that in macrophages,
the HIV-1 protein Nef mediates NF-κB activation and induces ferritin secretion [14]. The
inhibition of constitutively activated NF-κB suppresses the expression of the heavy ferritin
chain in cutaneous T-cell lymphoma [36]. We also evaluated whether BmNPV-induced
BmFerHCH expression is related to BmRelish activation. We found that the NF-κB in-
hibitor PDTC eliminated the ability of the virus to induce BmFerHCH. It significantly
inhibited mRNA and protein expression of BmFerHCH in infected and uninfected BmN
cells (Figure 3). On the other hand, overexpression of activated BmRelish could significantly
enhance NF-κB signalling and promote the expression of BmFerHCH in uninfected and
virus-infected BmN cells (Figure 4). These results suggest that BmRelish (NF-κB) plays an
essential role in maintaining BmFerHCH expression; the virus may regulate BmFerHCH
expression by affecting BmRelish (NF-κB) activity. Moreover, BmFerHCH promoter activity
was significantly increased in BV-infected cells (Figure 2C). Hence, it is necessary to investi-
gate the promoter of BmFerHCH to determine whether NF-κB could regulate transcription
by affecting the promoter activity.

Eukaryotic gene promoters contain numerous CREs for binding transcription factors;
CREs play an important role in gene expression regulation [37,38]. We searched for potential
NF-κB CREs in the BmFerHCH promoter and investigated their function. A comparison
of luciferase activity before and after mutation of a single NF-κB CREs demonstrated that
CRE2 and CRE4 are critical elements of the BmFerHCH promoter response to BmRelish-act
(Figure 6). EMSA indicates that the RHD domain of BmRelish can bind to the NF-κB CRE2
and CRE4 (Figure 7). It is not unusual for a promoter to contain more than one active
and similar set of CREs. Zhang et al. [39] studied the BmIGFLP gene and discovered that
signal transducer and activator of transcription (STAT) CRE1 and CRE3 in the promoter
region of BmIGFLP have a cumulative effect on transcription. There is increasing evidence
that NF-κB-mediated innate immunity plays an important role in bacterial and some viral
infections in invertebrates [40]. E. coli induces the expression of epidermal protein BmCPT1
through NF-κB, and BmCPT1 participates in immunity by promoting the expression of
antimicrobial peptides [22]. Moreover, bacterial or viral infection may significantly increase
the transcription of BmFerHCH and BmFerLCH in silkworm haemolymph [32]. Based on
this information and our data, we hypothesise that ferritin expression induced by BmNPV
or bacterial infection involves activating NF-κB.

In conclusion, NF-κB activity is essential for maintaining the regular expression of
BmFerHCH in silkworms. BmNPV infection boosts the NF-κB activity by processing Bm-
Relish; the activated Relish enters the nucleus and binds to NF-κB CRE2/CRE4 to enhance
BmFerHCH transcription. BmNPV infection could lead to cytopathic effects by enhancing
reactive oxygen species (ROS) production, and the increased expressed BmFerHCH could
suppress the ROS induced by BmNPV [41,42]. Therefore, we speculate that the expression
of BmFerHCH involved in BmNPV infection is dependent on NF-κB and facilitates BmNPV
proliferation by inhibiting ROS (Figure 8). These findings should help to elucidate the
regulatory pathway of ferritin in NPV invasion and other baculovirus pathogenesis.
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Figure 8. Diagram of the proposed molecular regulation of BmFerHCH expression by BmNPV
via BmRelish. After BV invasion, BmRelish/NF-κB is activated by BmSTING-BmDedd. Activated
BmRelish binds to the promoter region of BmFerHCH in the nucleus and enhances its transcrip-
tion, ultimately leading to elevated BmFerHCH protein. On the other hand, BmNPV infection
enhances ROS production in the host. High BmFerHCH expression can inhibit ROS, thereby affecting
viral replication.

4. Materials and Methods
4.1. Cell Cultures, Virus and Transfection

BmN cell lines were maintained in TC-100 insect medium (AppliChem, Darmstadt,
Germany) supplemented with 10% foetal bovine serum (Excell, Shanghai, China). The cells
were incubated at 27.5 ◦C. BmNPV BV was stored in our laboratory. The viral titres were
calculated and expressed as 50% tissue culture infectious doses (TCID50) per mL according
to Kaerber’s method. Cells were infected with BV at a multiplicity of infection (MOI) of
2. The Bombyx mori nucleopolyhedrovirus (BmNPV) genomes accessed on 6 May 2009,
taxid:271108 (https://www.ncbi.nlm.nih.gov/).The B. mori ovarian cell line (BmN) accessed
on 23 September 2021, Accession: CVCL_Z633 (https://web.expasy.org/cellosaurus/).

4.2. Protein Expression, Purification and Antibody Preparation

The pET-30a-BmFerHCH and pET-30a-RelRHD plasmids were introduced into Es-
cherichia coli BL21 for protein expression. B. mori ferritin subunit precursor (GenBank
record: NM_001044115) and B. mori NF-κB p110 subunit (BmRelish) (GenBank record:
XM_038012673) were cloned by polymerase chain reaction (PCR) with primers based on
conserved sequences among different species (Table S2) and inserted into the pET-30a
plasmid. Following this, the recombinant plasmids were sequenced and transformed into
E. coli BL21 competent cells (TransGen, Beijing, China). Recombinant protein expression
was induced using 1 mM isopropyl-β-thiogalactopyranoside (IPTG) at 37 ◦C (180 rpm)
overnight. After centrifugation at 7500× g for 5 min at room temperature, the E. coli cells
were washed three times using phosphate-buffered saline (PBS, pH 7.4) and lysed by the
BeyoLytic™ Bacterial Native Protein Extraction Reagent (Beyotime, Shanghai, China) for
20 min at room temperature. After centrifugation at 12,000× g for 10 min at 4 ◦C. The

https://www.ncbi.nlm.nih.gov/
https://web.expasy.org/cellosaurus/
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6 × His-tagged recombinant protein in the supernatant was bound using High Affinity
Ni-NTA Resin (GenScript, Nanjing, China) and washed two times using wash solution (15,
30, 60 and 120 mM imidazole). After that, the protein is eluted using the eluent (250 mM
imidazole) and transferred to PBS using dialysis membranes. The molecular weight of
the purified protein was analysed by 12% sodium dodecyl sulfate-polyacrylamide gel
electrophoresis (SDS-PAGE) followed by staining with Coomassie Brilliant Blue R250, and
purity of the protein was analysed using imagej software; purity greater than 85% was con-
sidered eligible. Rabbit-derived antiserum against BmFerHCH (anti-BmFerHCH-serum)
was prepared by HuaAn Biotechnology Ltd. (Hangzhou, China).

4.3. Western Blotting

A total of 1 × 106 cells were collected and washed three times with precooled
phosphate-buffered saline (PBS). In total, 300 µL of Cell Lysis Buffer for Western and
IP (Beyotime, Shanghai, China) was added to the cells. They were incubated for 20 min
and then centrifuged at 4 ◦C at 12,000 rpm for 10 min; the supernatant containing pro-
tein was removed. The protein concentration of the sample was calculated according to
standard curve analysis. An appropriate amount of 5× sodium dodecyl sulphate (SDS)
loading buffer was added and heated for 5 min at 100 ◦C. Total protein was isolated by 12%
SDS–polyacrylamide gel electrophoresis. After electrophoresis, the protein was transferred
to polyvinylidene difluoride (PVDF) membrane with a semi-dry rotary instrument at 15 V
for 15 min. The membranes were incubated with primary antibodies or antiserum, namely
anti-BmFerHCH serum (1:500) and anti-β-tubulin (1:5000, TransGen). The secondary anti-
bodies were anti-rabbit IgG conjugated to horseradish peroxidase (HRP) (1:5000, TransGen)
or anti-mouse IgG conjugated to HRP (1:5000, TransGen). The HRP-DAB Chromogenic Kit
(Tiangen, Beijing, China) was used to develop the protein bands. Three biological replicates
were performed.

4.4. Reverse Transcription–Quantitative Real-Time Polymerase Chain Reaction (RT-qPCR)

Total RNA was extracted from BmN cells using the TRIzol reagent (Invitrogen, Carls-
bad, CA, USA) following the manufacturer’s protocol and then reverse transcribed into com-
plementary DNA (cDNA). The instruments and reagents used in this study for RT-qPCR
were described by Cao et al. [43]. Relative quantification of target genes was calculated
using the 2−∆∆Ct method. Table S2 presents the primer sequences.

4.5. Cell Viability Assay

In order to determine the effect of the experiment processing on cell activity, the cell
counting kit-8 (CCK8, Biosharp, Hefei, China) was used according to the manufacturer’s
instructions. Cells were inoculated in 96-well plates at a fusion degree of about 90%. The
corresponding concentration of inhibitor was added and incubated for 12 h. Then, 10 µL of
CCK8 reagent was added to each well and incubated for 2 h at 27 ◦C. The absorbance was
measured at 450 nm.

4.6. Construction of a Recombinant DNA Plasmid

Following Yang et al. [44], pNF-κB-Luc was generated by inserting the OpIE 2 pro-
moter and five classic NF-κB CREs in tandem between the XhoI and HindIII restriction
sites of the pGL3-basic vector. The OpIE 2 promoter was amplified by PCR using the
pIZT/V5-His vector as a template. Based on the predicted information, specific primers
were used to amplify the sequence (−2025, +16 nt) near the translation initiation site
(ATG) of BmFerHCH by PCR. The PCR product was cloned into the pGL3-basic firefly
luciferase reporter vector (Promega, Madison, WI, USA) using XhoI and HindIII restriction
enzyme sites. The vector was named pGL3(−2025, +16). A series of vectors containing
BmFerHCH promoter fragments were constructed using pGL3(−2025, +16) as a template,
namely pGL3(−1220, +16), pGL3(−975, +16), pGL3(−540, +16), pGL3(−2025, −1199)-
TATA, pGL3(−1220, −939)-TATA and pGL3(−957, −521)-TATA. TATA is the sequence that
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contains the core promoter region near the BmFerHCH translation initiation site (−243, +16).
To construct the mutant vectors pGL3(−540, +16)-MutCRE1, pGL3(−540, +16)-MutCRE2,
pGL3 (−540, +16)-MutCRE3 pGL3 (−957, −521)-MutCRE4, we used the Quick Mutation
Plus Site Directed Mutagenesis Kit (Beyotime, Shanghai, China). All of the specific primers
are shown in Table S3.

4.7. Analysis of NF-κB Activity

BmN cells were seeded onto 12-well cell culture plates 24 h prior to transfection.
Transfection was performed using the Neofect DNA transfection reagent (Neofect, Beijing,
China). The pNF-κB-Luc were co-transfected with Renilla luciferase reporter plasmid
PAC5.1-Renilla (100 ng) after 24 h. The cells were infected with BV or treated with PDTC
(an NF-κB inhibitor) for 12 h. The NF-κB-dependent luciferase activity of cell extracts from
each sample was measured using Dualucif Firefly and Renilla Assay Kit (UE, Shanghai,
China) according to the manufacturer’s protocol. The activity of luciferase was assessed in
three independent experiments.

4.8. Dual Luciferase Assay

BmN cells were seeded onto 12-well cell culture plates 24 h prior to transfection.
pIZ-BmRelish-act (1000 ng) or pIZ/V5-His (1000 ng) was co-transfected with the pGL3
vector containing different promoter fragments (500 ng), and the Renilla luciferase ref-
erence reporter plasmid PAC5.1-Renilla (100 ng). Three replicates were performed for
each group. Forty-eight hours after transfection, chemiluminescence was detected by a
microplate reader according to the instructions of the Dualucif Firefly and Renilla Assay
Kit. Furthermore, the relative fluorescence activity was determined by dividing the firefly
fluorescence signal by the sea kidney fluorescence signal. The fluorescence activity was
normalised to the pGL3-basic control group.

4.9. Electrophoretic Mobility Shift Assay (EMSA)

To detect the binding of the RHD domain of the Relish recombinant protein to the NF-
κB site in the BmFerHCH promoter, we used the Chemiluminescent EMSA Kit (Beyotime,
Shanghai, China) according to the manufacturer’s instructions. The wild-type oligonu-
cleotide sequences are probe-CRE2: AATGTAGGTTATTTCCATCTCG and probe-CRE4:
AATAAGTGGGAATCTCTCCATCTCGC; each probe is labelled with biotin at the 5′ end.
The mutant oligonucleotide sequences are Mut-CRE 2: AATGTACATTATCTCCATCTCG
and Mut-CRE 4: AATAAGTGCCAAACACTCCATCTCGC. The reverse complementary
sequences were synthesised by Sangon Biotech (Shanghai, China) and annealed to produce
double-stranded DNA sequences. A competitive experiment was conducted using mutated
and unlabelled wild-type probes (cold probes).

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms231810380/s1.

Author Contributions: Conceptualisation, L.Z., S.L. and J.X.; data curation, L.Z.; investigation, L.Z.,
Y.L., A.W. and X.C.; methodology, L.Z., X.C., H.Z., Z.H. and H.C.; supervision, J.X. and S.L.; writing—
original draft, L.Z. and Y.L.; writing—review and editing, L.Z., S.L. and J.X. All authors have read
and agreed to the published version of the manuscript.

Funding: This research was funded by the Natural Science Foundation of China (No. 31973002) and
the International Cooperation Project of Anhui Province (No. 202104b11020002) and Innovation Team
Project of Anhui Academy of Agricultural Sciences (No. 2019YL030) and the Graduate Innovation
Foundation of Anhui Agricultural University (No. 2021yjs-67).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

https://www.mdpi.com/article/10.3390/ijms231810380/s1
https://www.mdpi.com/article/10.3390/ijms231810380/s1


Int. J. Mol. Sci. 2022, 23, 10380 12 of 13

References
1. Ma, Y.; Luo, Q.; Ou, Y.; Tang, Y.; Zeng, W.; Wang, H.; Hu, J.; Xu, H. New insights into the proteins interacting with the promoters

of silkworm fibroin genes. Sci. Rep. 2021, 11, 15880. [CrossRef] [PubMed]
2. Xu, W.; Kong, X.; Liu, H.; Wang, H.; Wu, X. Bombyx mori nucleopolyhedrovirus F-like protein Bm14 is a type I integral membrane

protein that facilitates ODV attachment to the midgut epithelial cells. J. Gen. Virol. 2020, 101, 309–321. [CrossRef] [PubMed]
3. Jiang, L.; Goldsmith, M.R.; Xia, Q. Advances in the Arms Race Between Silkworm and Baculovirus. Front. Immunol. 2021,

12, 628151. [CrossRef] [PubMed]
4. Arosio, P.; Carmona, F.; Gozzelino, R.; Maccarinelli, F.; Poli, M. The importance of eukaryotic ferritins in iron handling and

cytoprotection. Biochem. J. 2015, 472, 48645. [CrossRef]
5. Pham, D.Q.; Winzerling, J.J. Insect ferritins: Typical or atypical? Biochim. Biophys. Acta 2010, 1800, 824–833. [CrossRef]
6. Theil, E.C. Ferritin protein nanocages use ion channels, catalytic sites, and nucleation channels to manage iron/oxygen chemistry.

Curr. Opin. Chem. Biol. 2011, 15, 304–311. [CrossRef]
7. Arosio, P.; Ingrassia, R.; Cavadini, P. Ferritins: A family of molecules for iron storage, antioxidation and more. Biochim. Biophys.

Acta 2009, 1790, 589–599. [CrossRef]
8. Cao, X.; Li, Y.; Li, S.; Tang, T.; Liu, F. Two ferritin genes (MdFerH and MdFerL) are involved in iron homeostasis, antioxidation

and immune defense in housefly Musca domestica. J. Insect Physiol. 2020, 124, 104073. [CrossRef]
9. Yanatori, I.; Richardson, D.R.; Dhekne, H.S.; Toyokuni, S.; Kishi, F. CD63 is regulated by iron via the IRE-IRP system and is

important for ferritin secretion by extracellular vesicles. Blood 2021, 138, 1490–1503. [CrossRef]
10. Pietsch, E.C.; Chan, J.Y.; Torti, F.M.; Torti, S.V. Nrf2 mediates the induction of ferritin H in response to xenobiotics and cancer

chemopreventive dithiolethiones. J. Biol. Chem. 2003, 278, 2361–2369. [CrossRef]
11. Tsuji, Y. JunD activates transcription of the human ferritin H gene through an antioxidant response element during oxidative

stress. Oncogene 2005, 24, 7567–7578. [CrossRef] [PubMed]
12. Gupta, A.; Brooks, C.; Storey, K.B. Regulation of NF-kappaB, FHC and SOD2 in response to oxidative stress in the freeze tolerant

wood frog, Rana sylvatica. Cryobiology 2020, 97, 28–36. [CrossRef] [PubMed]
13. Mancone, C.; Montaldo, C.; Santangelo, L.; Di Giacomo, C.; Costa, V.; Amicone, L.; Ippolito, G.; Pucillo, L.P.; Alonzi, T.; Tripodi,

M. Ferritin heavy chain is the host factor responsible for HCV-induced inhibition of apoB-100 production and is required for
efficient viral infection. J. Proteome Res. 2012, 11, 2786–2797. [CrossRef]

14. Swingler, S.; Zhou, J.; Swingler, C.; Dauphin, A.; Greenough, T.; Jolicoeur, P.; Stevenson, M. Evidence for a pathogenic determinant
in HIV-1 Nef involved in B cell dysfunction in HIV/AIDS. Cell Host Microbe 2008, 4, 63–76. [CrossRef] [PubMed]

15. Naranjo-Gómez, J.S.; Castillo-Ramírez, J.A.; Velilla-Hernández, P.A.; Castaño-Monsalve, D.M. Inmunopatología del dengue:
Importancia y participación de los monocitos y sus subpoblaciones. Iatreia 2019, 32, 204–216. [CrossRef]

16. Al-Kofahi, M.; Omura, S.; Tsunoda, I.; Sato, F.; Becker, F.; Gavins, F.N.E.; Woolard, M.D.; Pattillo, C.; Zawieja, D.; Muthuchamy,
M.; et al. IL-1 beta reduces cardiac lymphatic muscle contraction via COX-2 and PGE(2) induction: Potential role in myocarditis.
Biomed. Pharmacother. 2018, 107, 1591–1600. [CrossRef] [PubMed]

17. Lau, S.K.P.; Lau, C.C.Y.; Chan, K.H.; Li, C.P.Y.; Chen, H.; Jin, D.Y.; Chan, J.F.W.; Woo, P.C.Y.; Yuen, K.Y. Delayed induction
of proinflammatory cytokines and suppression of innate antiviral response by the novel Middle East respiratory syndrome
coronavirus: Implications for pathogenesis and treatment. J. Gen. Virol. 2013, 94, 2679–2690. [CrossRef]

18. Torti, F.M.; Torti, S.V. Regulation of ferritin genes and protein. Blood 2002, 99, 3505–3516. [CrossRef]
19. Festa, L.; Gutoskey, C.J.; Graziano, A.; Waterhouse, B.D.; Meucci, O. Induction of Interleukin-1beta by Human Immunodeficiency

Virus-1 Viral Proteins Leads to Increased Levels of Neuronal Ferritin Heavy Chain, Synaptic Injury, and Deficits in Flexible
Attention. J. Neurosci. 2015, 35, 10550–10561. [CrossRef]

20. Pham, C.G.; Bubici, C.; Zazzeroni, F.; Papa, S.; Jones, J.; Alvarez, K.; Jayawardena, S.; De Smaele, E.; Cong, R.; Beaumont, C.; et al.
Ferritin heavy chain upregulation by NF-kappaB inhibits TNFalpha-induced apoptosis by suppressing reactive oxygen species.
Cell 2004, 119, 529–542. [CrossRef]

21. Sokolova, O.; Naumann, M. NF-kappaB Signaling in Gastric Cancer. Toxins 2017, 9, 119. [CrossRef] [PubMed]
22. Liang, J.; Wang, T.; Xiang, Z.; He, N. Tweedle cuticular protein BmCPT1 is involved in innate immunity by participating in

recognition of Escherichia coli. Insect Biochem. Mol. Biol. 2015, 58, 76–88. [CrossRef] [PubMed]
23. Liu, T.; Zhang, L.; Joo, D.; Sun, S.C. NF-kappaB signaling in inflammation. Signal Transduct. Target. Ther. 2017, 2, 17023. [CrossRef]

[PubMed]
24. Tanaka, H.; Sagisaka, A.; Nakajima, Y.; Fujita, K.; Imanishi, S.; Yamakawa, M. Correlation of Differential Expression of Silkworm

Antimicrobial Peptide Genes with Different Amounts of Rel Family Proteins and Their Gene Transcriptional Activity. Biosci.
Biotechnol. Biochem. 2009, 73, 599–606. [CrossRef] [PubMed]

25. Pietri, J.E.; Potts, R. Effects of NF-kB Signaling Inhibitors on Bed Bug Resistance to Orally Provisioned Entomopathogenic Bacteria.
Insects 2021, 12, 303. [CrossRef]

26. Chang, S.; Dolganiuc, A.; Szabo, G. Toll-like receptors 1 and 6 are involved in TLR2-mediated macrophage activation by hepatitis
C virus core and NS3 proteins. J. Leukoc. Biol. 2007, 82, 479–487. [CrossRef]

27. Gaudreault, E.; Fiola, S.; Olivier, M.; Gosselin, J. Epstein-Barr virus induces MCP-1 secretion by human monocytes via TLR2. J.
Virol. 2007, 81, 8016–8024. [CrossRef] [PubMed]

http://doi.org/10.1038/s41598-021-95400-0
http://www.ncbi.nlm.nih.gov/pubmed/34354143
http://doi.org/10.1099/jgv.0.001389
http://www.ncbi.nlm.nih.gov/pubmed/32003710
http://doi.org/10.3389/fimmu.2021.628151
http://www.ncbi.nlm.nih.gov/pubmed/33633750
http://doi.org/10.1042/BJ20150787
http://doi.org/10.1016/j.bbagen.2010.03.004
http://doi.org/10.1016/j.cbpa.2011.01.004
http://doi.org/10.1016/j.bbagen.2008.09.004
http://doi.org/10.1016/j.jinsphys.2020.104073
http://doi.org/10.1182/blood.2021010995
http://doi.org/10.1074/jbc.M210664200
http://doi.org/10.1038/sj.onc.1208901
http://www.ncbi.nlm.nih.gov/pubmed/16007120
http://doi.org/10.1016/j.cryobiol.2020.10.012
http://www.ncbi.nlm.nih.gov/pubmed/33080279
http://doi.org/10.1021/pr201128s
http://doi.org/10.1016/j.chom.2008.05.015
http://www.ncbi.nlm.nih.gov/pubmed/18621011
http://doi.org/10.17533/udea.iatreia.09
http://doi.org/10.1016/j.biopha.2018.08.004
http://www.ncbi.nlm.nih.gov/pubmed/30257377
http://doi.org/10.1099/vir.0.055533-0
http://doi.org/10.1182/blood.V99.10.3505
http://doi.org/10.1523/JNEUROSCI.4403-14.2015
http://doi.org/10.1016/j.cell.2004.10.017
http://doi.org/10.3390/toxins9040119
http://www.ncbi.nlm.nih.gov/pubmed/28350359
http://doi.org/10.1016/j.ibmb.2014.11.004
http://www.ncbi.nlm.nih.gov/pubmed/25449127
http://doi.org/10.1038/sigtrans.2017.23
http://www.ncbi.nlm.nih.gov/pubmed/29158945
http://doi.org/10.1271/bbb.80685
http://www.ncbi.nlm.nih.gov/pubmed/19270376
http://doi.org/10.3390/insects12040303
http://doi.org/10.1189/jlb.0207128
http://doi.org/10.1128/JVI.00403-07
http://www.ncbi.nlm.nih.gov/pubmed/17522215


Int. J. Mol. Sci. 2022, 23, 10380 13 of 13

28. Rodriguez, C.I.; Nogal, M.L.; Carrascosa, A.L.; Salas, M.L.; Fresno, M.; Revilla, Y. African swine fever virus IAP-like protein
induces the activation of nuclear factor kappa B. J. Virol. 2002, 76, 3936–3942. [CrossRef]

29. Song, K.; Li, S. The Role of Ubiquitination in NF-kappaB Signaling during Virus Infection. Viruses 2021, 13, 145. [CrossRef]
30. Han, Y.; Niu, M.; An, L.; Li, W. Upregulation of proinflammatory cytokines and NO production in BV-activated avian macrophage-

like cell line (HD11) requires MAPK and NF-kappaB pathways. Int. Immunopharmacol. 2009, 9, 817–823. [CrossRef]
31. Zhang, Y.; Zhang, X.; Dai, K.; Zhu, M.; Liang, Z.; Pan, J.; Zhang, Z.; Xue, R.; Cao, G.; Hu, X.; et al. Bombyx mori Akirin hijacks a

viral peptide vSP27 encoded by BmCPV circRNA and activates the ROS-NF-kappaB pathway against viral infection. Int. J. Biol.
Macromol. 2022, 194, 223–232. [CrossRef] [PubMed]

32. Fei, D.Q.; Yu, H.Z.; Xu, J.P.; Zhang, S.Z.; Wang, J.; Li, B.; Yang, L.A.; Hu, P.; Xu, X.; Zhao, K.; et al. Isolation of ferritin and its
interaction with BmNPV in the silkworm, Bombyx mori. Dev. Comp. Immunol. 2018, 86, 130–137. [CrossRef] [PubMed]

33. Yang, H.; Liu, Z.; Jiang, Q.; Xu, J.; An, Z.; Zhang, Y.; Xiong, D.; Wang, L. A novel ferritin gene from Procambarus clarkii involved
in the immune defense against Aeromonas hydrophila infection and inhibits WSSV replication. Fish Shellfish Immunol. 2019,
86, 882–891. [CrossRef] [PubMed]

34. Tanaka, H.; Matsuki, H.; Furukawa, S.; Sagisaka, A.; Kotani, E.; Mori, H.; Yamakawa, M. Identification and functional analysis of
Relish homologs in the silkworm, Bombyx mori. Biochim. Biophys. Acta 2007, 1769, 559–568. [CrossRef] [PubMed]

35. Hua, X.; Li, B.; Song, L.; Hu, C.; Li, X.; Wang, D.; Xiong, Y.; Zhao, P.; He, H.; Xia, Q.; et al. Stimulator of interferon genes
(STING) provides insect antiviral immunity by promoting Dredd caspase-mediated NF-kappaB activation. J. Biol. Chem. 2018,
293, 11878–11890. [CrossRef]

36. Kiessling, M.K.; Klemke, C.D.; Kaminski, M.M.; Galani, I.E.; Krammer, P.H.; Gulow, K. Inhibition of constitutively activated
nuclear factor-kappaB induces reactive oxygen species- and iron-dependent cell death in cutaneous T-cell lymphoma. Cancer Res.
2009, 69, 2365–2374. [CrossRef] [PubMed]

37. Fiore, C.; Cohen, B.A. Interactions between pluripotency factors specify cis-regulation in embryonic stem cells. Genome Res. 2016,
26, 778–786. [CrossRef]

38. King, D.M.; Hong, C.K.Y.; Shepherdson, J.L.; Granas, D.M.; Maricque, B.B.; Cohen, B.A. Synthetic and genomic regulatory
elements reveal aspects of cis-regulatory grammar in mouse embryonic stem cells. Elife 2020, 9, e41279. [CrossRef]

39. Zhang, X.J.; Li, D.D.; Xu, G.F.; Chen, Y.Q.; Zheng, S.C. Signal transducer and activator of transcription is involved in the expression
regulation of ecdysteroid-induced insulin-like growth factor-like peptide in the pupal wing disc of silkworm, Bombyx mori.
Insect Sci. 2020, 27, 1186–1197. [CrossRef]

40. Cheung, Y.P.; Park, S.; Pagtalunan, J.; Maringer, K. The antiviral role of NF-kappaB-mediated immune responses and their
antagonism by viruses in insects. J. Gen. Virol. 2022, 103, 001741. [CrossRef]

41. Kong, X.; Xu, W.; Chen, N.; Li, Y.; Shen, Y.; Wu, X. Bombyx mori nucleopolyhedrovirus F-like protein Bm14 is a factor for
viral-induced cytopathic effects via regulating oxidative phosphorylation and cellular ROS levels. Virology 2021, 552, 83–93.
[CrossRef] [PubMed]

42. Liu, Y.-X.; Zhu, L.-B.; Guo, Z.-X.; Zhu, H.-D.; Huang, Z.-H.; Cao, H.-H.; Yu, H.-Z.; Liu, S.-H.; Xu, J.-P. Bombyx mori ferritin
heavy-chain homolog facilitates BmNPV proliferation by inhibiting reactive oxygen species–mediated apoptosis. Int. J. Biol.
Macromol. 2022, 217, 842–852. [CrossRef] [PubMed]

43. Cao, H.H.; Zhang, S.Z.; Zhu, L.B.; Wang, J.; Liu, Y.X.; Wang, Y.L.; Kong, X.; You, L.L.; Toufeeq, S.; Liu, S.H.; et al. The digestive
proteinase trypsin, alkaline A contributes to anti-BmNPV activity in silkworm (Bombyx mori). Dev. Comp. Immunol. 2021,
119, 104035. [CrossRef] [PubMed]

44. Yang, H.; He, X.; Yang, J.; Deng, X.; Liao, Y.; Zhang, Z.; Zhu, C.; Shi, Y.; Zhou, N. Activation of cAMP-response element-binding
protein is positively regulated by PKA and calcium-sensitive calcineurin and negatively by PKC in insect. Insect Biochem. Mol.
Biol. 2013, 43, 1028–1036. [CrossRef]

http://doi.org/10.1128/JVI.76.8.3936-3942.2002
http://doi.org/10.3390/v13020145
http://doi.org/10.1016/j.intimp.2009.03.008
http://doi.org/10.1016/j.ijbiomac.2021.11.201
http://www.ncbi.nlm.nih.gov/pubmed/34875309
http://doi.org/10.1016/j.dci.2018.05.012
http://www.ncbi.nlm.nih.gov/pubmed/29793044
http://doi.org/10.1016/j.fsi.2018.12.022
http://www.ncbi.nlm.nih.gov/pubmed/30553892
http://doi.org/10.1016/j.bbaexp.2007.07.001
http://www.ncbi.nlm.nih.gov/pubmed/17714806
http://doi.org/10.1074/jbc.RA117.000194
http://doi.org/10.1158/0008-5472.CAN-08-3221
http://www.ncbi.nlm.nih.gov/pubmed/19258503
http://doi.org/10.1101/gr.200733.115
http://doi.org/10.7554/eLife.41279
http://doi.org/10.1111/1744-7917.12736
http://doi.org/10.1099/jgv.0.001741
http://doi.org/10.1016/j.virol.2020.10.001
http://www.ncbi.nlm.nih.gov/pubmed/33120224
http://doi.org/10.1016/j.ijbiomac.2022.07.169
http://www.ncbi.nlm.nih.gov/pubmed/35905762
http://doi.org/10.1016/j.dci.2021.104035
http://www.ncbi.nlm.nih.gov/pubmed/33535067
http://doi.org/10.1016/j.ibmb.2013.08.011

	Introduction 
	Results 
	BmNPV Induced BmFerHCH Expression in BmN Cells 
	BmNPV Infection Activated NF-B 
	Inhibiting NF-B Activation Suppressed BmFerHCH Expression Induced by BV 
	Enhancing BmRelish (NF-B) Activation Promoted BmFerHCH Expression Induced by BV 
	Enhancing BmRelish (NF-B) Activation Promoted BmFerHCH Expression Induced by BV 
	BmRelish Binds to NF-B CRE2 and CRE4 in the BmFerHCH Promoter 

	Discussion 
	Materials and Methods 
	Cell Cultures, Virus and Transfection 
	Protein Expression, Purification and Antibody Preparation 
	Western Blotting 
	Reverse Transcription–Quantitative Real-Time Polymerase Chain Reaction (RT-qPCR) 
	Cell Viability Assay 
	Construction of a Recombinant DNA Plasmid 
	Analysis of NF-B Activity 
	Dual Luciferase Assay 
	Electrophoretic Mobility Shift Assay (EMSA) 

	References

