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Corrigendum

A new class of antibacterials, the imidazopyrazinones,
reveal structural transitions involved in DNA gyrase
poisoning and mechanisms of resistance
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The authors would like to point out that the DNA substrate used in the enzyme reactions in this paper was plasmid pNO1
(1), not pBR322 as stated in the paper. These two plasmids are very similar and this error has no impact on the results and
conclusions of the paper.
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