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[ Abstract ] Background and objective It has been proven that metastasis associated protein 1 (MTA1) was
correlated with tumor invasion and migration and poor prognosis of several malignant carcinomas. The prognostic role
of MTA1 expression in lung cancer remained controversial, we performed this meta-analysis to assess the prognostic
value of MTALI expression in lung cancer. Methods A systematic literature search was conducted to identify eligible
studies which dealing with the relationship between MTAI expression and prognosis of lung cancer in PubMed, Em-
base, Wanfang databases, China Biology Medicine disc and China National Knowledge Infrastructure. The pooled
hazard ratio (HR) were used to assess the relationship between MTA1 expression and prognosis of lung cancer. All
data were analysed using the Stata 12.0 software. Results A total of 712 Chinese lung cancer patients from 8 studies
were included in this meta-analysis. There was significant heterogeneity existed in these studies (I’=59.0%, P=0.017),
so we used a random effects model to calculate the pooled HR=2.07 (95%CI: 1.42-3.02, P<0.001). At the same time,
we observed through stratified analysis by histology that there was no significant heterogeneity in non-small cell lung
cancer (NSCLC), and the fixed effects model was used to calculate the pooled HR=1.66 (95%CI: 1.27-2.18, P<0.001).
Conclusion Overexpression of MTAI could be a marker of poor prognosis in Chinese NSCLC patients, but not in
lung cancer or small cell lung cancer. Additional studies with larger samples and well-designed were required to derive
the more precise outcome.
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Tab 1 Main characteristics of the included studies in our meta-analysis
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M Egger'sii AT e R Aap A il , M H U =} &1 S /s AE
Jifi i S NSCLC 42Kk W W] 8 A AN X FR, LIS, 3L
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INEEWECNRRE . ATE, L4,

First Year Country Patient Histology Stage Follow-up time (mo) Analysis of HR (95%Cl) NOS
author number variable
MaK 2017 China 54 NSCLC I-IvV 96-120 Multivariate 1.820 (0.717-4.618) 7
LiS 2016 China 125 NSCLC 111l 16-90 Multivariate 1.300 (0.773-2.256) 7
ZhouN 2015 China 118 NSCLC+SCLC 11Nl >60 Multivariate 4.960 (2.400-10.250) 7
Li SH 2011 China 102 NSCLC | 16-110 Multivariate 2.170 (1.105-4.247) 8
YuY 2010 China 60 NSCLC I 12-64 Multivariate 5.226 (1.575-17.338) 7
ZhangN 2007 China 101 NSCLC I-1V 1-101 Multivariate 1.040 (0.610-1.780) 6
ChenYT 2014 China 52 SCLC - 26-62 Univariate 1.910 (1.030-3.540) 6
Zhu X 2010 China 100 NSCLC -1V 1.4-59.3 Univariate 2.452 (1.324-4.543) 6
NSCLC: non-small cell lung cancer; SCLC: small cell lung cancer; NOS: Newcastle-Ottawa scale.
R 2 UFRAZEXNMERMTAIRES2EFRAXRHITHES
Tab 2 Stratifiedanalysis of MTA1 expression and overall survival in lung cancer
Variable No. of studies HR (95%Cl) P Heterogeneity Model used
I? 2N
Analysis of variable
Multivariate 6 2.09(1.23-3.54) 0.006 69.30% 0.006 Random
Univariate 2 2.16 (1.40-3.35) 0.001 0 0.575 Fixed
Tumor stage
| 2 2.68 (1.49-4.82) 0.001 36.30% 0.21 Fixed
I-1v 5 1.92 (1.12-3.28) 0.018 71.20% 0.008 Random
Histology
NSCLC 6 1.66 (1.27-2.18) <0.001 47.00% 0.093 Fixed
NSCLC+SCLC 2 3.02(1.19-7.68) 0.021 74.00% 0.05 Random
Patient numbers
>100 4 1.88 (1.00-3.56) 0.051 77.00% 0.005 Random
<100 4 2.29(1.58-3.34) 0.001 0 0.488 Fixed
Quality score
>6 5 2.47 (1.41-4.34) 0.002 62.60% 0.03 Random
<6 3 1.66 (0.99-2.79) 0.054 56.90% 0.098 Random
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Fig 1 Flow chart of search strategy and study selection
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Fig 2 Forest plot showing the pooled HR for overall survival in lung cancer (A) and
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3 Begg'simst Bt R (A) SNSCLC (B) HEEMKLRER
Fig 3 Begg’s funnel plot to assess potential publication in lung cancer
(A) and NSCLC (B)
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