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Corrigendum

Kollector: transcript-informed, targeted de novo
assembly of gene loci

Erdi Kucuk, Justin Chu, Benjamin P. Vandervalk, S. Austin Hammond,
René L. Warren and Inanc Birol

Bioinformatics (2017) 33(12), 1782-1788 accession SRP041401 and Genome Annotation from the high-
confidence genes are available at ftp:/ftp.bcgsc.ca/supplementary/
PG29_20140822/high_confidence_genes.fasta”. The paper has now
been corrected online.

The authors of the above article wish to inform readers that the
following was omitted after Table 1:

“The white spruce whole-genome shotgun sequence read data
reported in Table 1 dataset no. 3 is available at the SRA under
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