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Supplemental Figure 1. Survival and Hematologic Profiles of Leukemic
Vehicle- and AZA-treated Immunodeficient Mice. C1498 leukemia cells (80,000)
were implanted in NSG immunodeficient mice via tail vein injection. Treatment with
DMSO in diluent (Vehicle) (n=9) or 5mg/kg/mouse AZA (n=10) by intraperitoneal
injection began on day 3 after implantation and continued thrice weekly until survival
endpoints. (A) Mice were euthanized once they showed signs of terminal disease
state and survival was recorded for each mouse and displayed as a Kaplan-Meier
curve. Statistical significance was analyzed using the Log-rank (Mantel-Cox) test.
The arrow (1) indicates the timepoint at which retroorbital blood was drawn to
assess hematologic profiles. (B) Drawn blood was stained and smeared for
complete blood counts. Manually counted WBCs for C1498-Vehicle mice are shown
as percentages of total WBC counted. Blood from C1498-AZA mice showed an
extremely low WBC count that could not accurately be displayed graphically.
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Supplemental Figure 2. Map and Listing of Gene Ontologies Enriched in the Mouse PanCancer Immune
Profiling Panel. Genes to be probed for expression were analyzed for Network Topology using the WEB-based
Gene Set Analysis Toolkit (WebGestalt). The mapping of enriched gene ontologies is shown in red with the linked
ancestor ontologies in off-white. The top ten enriched ontologies are shown with their Gene Ontology (GO)

identification number.
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Supplemental Figure 3. Heatmap of total reads for all genes by
sample using the Mouse PanCancer Immune Profiling Panel. Total

reads for each gene by sample from (A) whole blood or (B) whole
spleen of C1498-vehicle, C1498-AZA, and Healthy mice.
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Supplemental Table 1. “Panel Plus” user added genes to the Mouse PanCancer Immune Profiling
panel with optimized probe target sequence followed by the complete gene list from the Mouse
PanCancer Immune Profiling Panel.

“Panel Plus” Genes

Customer
Identifier

Accessi

on

Posit
ion

Target Sequence

abat
Akt1
Bad
bbc3
birc3
bim
casp9
ctnnb1
dbn1
ddx52
mdm2
pdk4
psmb5
psmcé
Ripk1
Ripk3
rock1
slc24a3
tnfsf9

ubb

NM_001
170978.1
NM_001
165894.1
NM_007
5223
NM_133
234 1
NM_007
464.3
NM_001
042527.2
NM_015
7334
NM_007
614.2
NM_019
813.4
NM_030
096.2
NM_010
786.4
NM_013
7432
NM_011
186.1
NM_011
874.2
NM_009
068.3
NM_019
955.1
NM_009
071.2
NM_053
195.2
NM_009
404.3
NM_011
664.4

3561-
3660
899-
998
1147-
1246
1462-
1561
426-
525
265-
364
1676-
1775
2976-
3075
2571-
2670
501-
600
1665-
1764
1356-
1455
335-
434
1147-
1246
3186-
3285
271-
370
416-
515
2271-
2370
293-
392
1324-
1423

GAGCCACAGTGTCATATACAGATACTTCCGCAGGTCCTTAGAGTTCAAAGGGTT
TTAATCCAGGACATAAGCAGAAATCGCTCTCTTTAGTGAAGGGAGC
GCCATGAAGATCCTCAAGAAGGAGGTCATCGTCGCCAAGGATGAGGTTGCCCA
CACGCTTACTGAGAACCGTGTCCTGCAGAACTCTAGGCATCCCTTCC
TTCGAGGCCTTAGGAAAAAAAAAGAGGATCGCTGTGTCCCTTTAACAGGGAGAA
GAGCTGACGTACAGCTTGAGTCCCTTCCGGTGCGTGCAATAGCCAC
CCCCAATCCCCATCCATCTCATTGCATAGGTTTAGAGAGAGCACGTGTGACCAC
TGGCATTCATTTGGGGGGTGGGAGATATTGGCGGAAGCCACCCCAG
CCCTGTCATCTCACCATGAACATGGTTCAAGACAGCGCCTTTCTAGCCAAGCTG
ATGAAGAGTGCTGACACCTTTGAGTTGAAGTATGACTTTTCCTGTG
AAAGATGTGAACGTGTCTGAGGCCTTTTCATTCACTGAGTCTCCACTCCACAAAC
CAAAGCAGCAGGCAAAGATTGAAGGCTTCTTTAAACATTTCCCTG
ATAACTGTCCTGCTAAGATAGGATTTTGAACTGGGGCAGGCTGCTCTTTCCCTTT
GGCGATGCAAACATGCTCCTAGCAGCTTTCAGGTTGTAGGGCAAT
TTGGTCGAGGAGTAACAATACAAATGGATTTGGGGAGTGACTCACGCAGTGAAG
AATGCACACGAATGGATCACAAGATGGCGTTATCAAACCCTAGCCT
CGAAATTTAAAACATGGCAATAAATGGCTCGTGGGCTCTGGCTCCCTGGGACCC
TTCCCCTTCTCTTTACCCTCGCTGCTTGGTCAGAAGGAATTATCAG
AGGAAAAGGTCAACTTCTTTCGGAACAAGCACAAGATACATGTCCAAGGAACTG
ATCTTCCTGACCCAATTGCTACATTTCAGCAACTTGACCAGGAATA
GTCATGTTTCACGTGTGCAAAGAAGCTAAAAAAAAGAAACAAGCCCTGCCCAGT
GTGCAGACAGCCAATCCAAATGATTGTGCTAACTTACTTCAACTAG
AGCGGATGACGCCTGACATTTTACGGGATCAAAGTGGGTCTGTGGCATTGCTG
CTTCGTGAATGTGTGTGGACTCTAGTTTCCGCAAAACAACGCAACAC
TGCAGCTTCTGGGAGCGGTTGTTGGCTCGGCAGTGTCGAATCTATGAGCTTCG
CAATAAGGAACGCATCTCGGTCGCAGCAGCCTCCAAACTGCTCGCTA
TCGACCTGGAAGACTATGTGGCCCGTCCAGATAAGATTTCAGGAGCCGATATCA
ACTCCATCTGTCAGGAGAGTGGAATGTTGGCTGTCCGTGAGAACCG
GCTTTGGCCTTGTTGGCCATTCTGGCACTCATTGGCACTTCATCCTCCTTTGTTG
GGCTATCCTGTACTCAGTAGGATATTTGGGAACATTCCTGGCCTC
CACAGAACATGGAACCATGATGTAGCAGTCAAGATCGTGAACTCGAAGAAGATA
TCCTGGGAGGTGAAGGCTATGGTTAATCTTCGTAATGAGAACGTTC
AAGTTGGTTGAACTTGCTTTCCGCTGCGGGCAAGAAGGTATCGTCACAAGTAGC
AGCATCATGTCGACTGGGGACAGTTTTGAGACTCGGTTTGAAAAAA
CAGGAGAGGGTCCGCTGATGGCAGGAAGGTTTGTTTTGTTTGGGAGTGAGTCC
TAGGTTACGGGGCTCAGGGAAATTGTTTAATTTGAGGGGGCGCTTTT
GCTCTATGGCCTAGTCGCTTTGGTTTTGCTGCTTCTGATCGCCGCCTGTGTTCC
TATCTTCACCCGCACCGAGCCTCGGCCAGCGCTCACAATCACCACC
TCCTCCGTCTGAGGGGTGGCTATTAATTATTCGGTCTGCATTCCCAGTGGGCAG
TGATGGCATTACTCTGCACTCTAGCCACTTGCCCCAATTTAAGTTT

Mouse PanCancer Immune Profiling Panel

Official
Symbol

A2m

Abcal

Accession

NM_17562
8.3

NM_01345
4.3

Target Sequence

AGAGGACATGTATGGCTTCCTAAAGGATATGGGCTTAAAGGTATTCACCAACTTGAACATCCGTA
AACCCAAAGTCTGTGAACGCCTTGGAGTCAATAAA
CTCCTTGTCATCTCTAGCCAGGATATTCAGCATCCTCTCCCAGAGCAAAAAGCGACTCCACATAGA
AGACTACTCTGTCTCTCAGACAACACTTGACCAA


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_175628.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_175628.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013454.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013454.3

Abcbla
Abcgl
Abl1
Ada
Adora2a
Aicda
Aire
Akt3
Alcam
Ambp
Amical
Angptl
Angpt2
Anp32b
Anxal
Apoe
App
Argl
Arg2
Atfl
Atf2
Atgl0
Atg12
Atg16l1
Atg5

Atg7

NM_01107
6.1

NM_00959
31

NM 00959
44

NM_00739
8.3

NM_00963
0.2

NM_00964
5.2

NM_00964
6.1

NM_ 01178
5.3

NM_00965
5.1

NM_00744
3.3

NM_00100
5421.4

NM_00964
0.3

NM_00742
6.3

NM_13088
9.2

NM_01073
0.2

NM_00969
6.3

NM_00747
12

NM_00748
2.3

NM 00970
5.2

NM_00749
7.3

NM_00128
43711

NM_02577
0.3

NM_02621
71

NM_00120
5391.1

NM_05306
9.5

NM_02883
5.1

AAGGGGCTACAGGGTCTAGGCTTGCTGTGATTTTCCAGAACATAGCAAATCTTGGGACAGGAATC
ATCATATCCCTAATCTATGGCTGGCAACTAACACT
GCGGCCGTGAACATCGAATTCAAGGACCTTTCCTACTCTGTACCCGAGGGGCCCTGGTGGAAGAA
GAAAGGATACAAGACCCTTTTGAAAGGGATCTCTG
ATTGCTCTGGGAGATTGCTACCTATGGCATGTCACCTTACCCGGGAATTGACCTGTCTCAGGTTTA
TGAGCTGCTGGAAAAAGACTACCGCATGGAGCGC
GACATGGTTATCACACCATCGAGGATGAAGCTCTCTACAACAGACTACTGAAAGAAAACATGCAC
TTTGAGGTCTGCCCCTGGTCCAGCTACCTCACAGG
ACTATGAAAGGCAGGGTGCCAGAGTGTGGGCTCACGTCTCAGGATTGAGTTTAGAGACATCAAG
TCATGGACCCGAGCTGGATAGTTCAGAGCTGCCCTG
AATCGTGAAAGAACTTTCAAAGCCTGGGAAGGGCTACATGAAAATTCTGTCCGGCTAACCAGACA
ACTTCGGCGCATCCTTTTGCCCTTGTACGAAGTCG
TCCAGGAACCCGAGGGGCCGTGGAAGGGATCCTTATCCAGCAGGTGTTTGAGTCAGGAAGATCC
AAGAAGTGCATTCAGGTTGGGGGAGAGTTTTATACA
GTTGTCATGTTAGCAAGCGCAGCTCCAATTCACAGATCATTGCCTGCGTTTTCTTTTGACCCATGTG
CAAGGAATGTACACACCCATTAGAATCATGCAC
ATTTATCCTTAAACCCAAGTGGGGAGGTGACCAAGCAGATTGGCGATACCCTGCCTGTGTCATGC
ACAATATCTGCAAGTAGGAACGCGACTGTGGTGTG
CCACAAATCCAAATGGAACATAACCTTGGAATCCTATGTGGTCCACACCAACTATGACGAATATGC
CATTTTCCTTACCAAGAAGTCCAGCCACCACCAC
TTTCAAAGGACAATTTCACCAACTCCTCCAACTGATAAGGGTCAGCAGGGCATCCTGAATGGAAA
TCAGCTGGTGATCATTGTGGGGATCGTCTGTGCCA
GGGCTGGAAGGAGTATAAAATGGGTTTTGGGAATCCCTCTGGTGAATATTGGCTTGGGAACGAG
TTCATTTTTGCAATAACCAGTCAGAGGCAGTACATG
GAAGAATGTTCCGTGGGAGTTCAGCAGTAAATAACTGGAAAACAGAACACTTAGATGGTGCAGA
TAAATCTTGGGACCACATTCCTCTAAGCACGGTTTC
AAGATATCAGCACCTTGGAGCCGTTGAAAAGGTTGGATTGTCTGAAAAGCCTGGATCTGTTTGGC
TGTGAGGTCACTAACCGGAGTGATTACCGAGAAAC
GGCTATGCTAAAAACTCCAGCTCAGTTTGATGCAGATGAACTCCGTGGTGCCATGAAGGGACTTG
GAACAGATGAAGACACTCTCATTGAGATTTTGACA
GCTAAGGACTTGTTTCGGAAGGAGCTGACTGGCCAATCACAATTGCGAAGATGAAGGCTCTGTG
GGCCGTGCTGTTGGTCACATTGCTGACAGGATGCCT
GTGAGCGACGCCCTTCTCGTGCCCGACAAGTGCAAGTTCCTACACCAGGAGCGGATGGATGTTTG
TGAGACCCATCTTCACTGGCACACCGTCGCCAAAG
GTACATTGGCTTGCGAGACGTAGACCCTGGGGAACACTATATAATAAAAACTCTGGGAATTAAGT
ATTTCTCCATGACTGAAGTAGACAAGCTGGGGATT
GGCTCTCCAGGTTGGGATGCCACCTAAAAGACTTTGGAGACTTGAGTTTTACTAATGTCCCACAAG
ATGATCCCTACAATAATCTGGTTGTGTATCCTCG
GAAGCTCCGAAAAGATAGAGTGCTCAAGGAATGGACTTTCAGCAGTTTAAATAGAAATAATGGTC
AGCAACGAAAATGGCAGGCGACGTTAGTGAAGCAG
AGAGCAGCAGCTTCAAGATGCCGACAAAAAAGGAAAGTGTGGGTTCAGTCCTTAGAGAAGAAAG
CAGAAGACTTGAGTTCACTAAATGGCCAGCTGCAGG
GGGTTCTCATTAACATGGAGGATGAGTTCTTTGGAGAAAAAAGCTTCCAGCATTATTGTGCAGAA
TTCATCAGACATTCACAGCAGATAGGCGATGGCTG
CATGGCAGCACTCCTAGCATTGAGGAAGTGGAAACAAGCAGACTGAAAGTTTAAGACTGTGTGG
GCTACAGAGTGAGATTGTCTCACCTCTGGGGGAAAA
CGTTCGAGGAGATCATTCTGCAGTATACCAAGTTGCTGGAAAAGTCAGATCTTCATTCAGTATTGA
CCCAGAAACTACAAGCAGAAAAGCATGACATGCC
CATTACCAAAAACATCCAGAGGTTACTGGAACTCCTACCACAGTAAGGAAAGTTTGCTGCACTCTC
TCGATGGCTGCTTGGAGACTCCTGCTGTTGATTT
TGCAGGGAGCTAGAGACGTGACACATAGCATCATCTTTGAAGTGAAACTTCCAGAAATGGCATTT
AGCCCAGATTGTCCTAAAGCTGTTGGCTGGGAGAA


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011076.1
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009594.4
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007398.3
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009645.2
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009646.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009646.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011785.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011785.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009655.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009655.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007443.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007443.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001005421.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001005421.4
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009696.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007471.2
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Atm
Axl|
Batf
Bax
Bcl10
Bcl2
Bcl2l1
Bcl6
Bid
Birc5
Blk
Bink
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Bstl
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Btk
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Cis1
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C3arl
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00749
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NM
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00977

NM
9.2

NM

00978

0.2

TTCCTCAAAGTGAAAGTCATGACATTTGGATAAAGACACTGACGTGTGCCTTTCTGGACAGTGGA
GGCATAAACAGTGAAATTCTCCAGTTATTAAAGCC
GAGATTCTAAAGGTCCACAGTCTAGAGTATTAGGTACGACTCCAAGGGTGGGCGCTTGTAGCCAT
CCTAAGTCCTTTCCCTCCTTAAGCACCTATGCTCC
ACTGGACTCTCCCAGGGAAGTCGAGCCAATGTACTGGACCCAAAAAATGACAAGTCAACCCTGGA
CTGTCATGAATGATGCCCAAAATACACAGCACAGA
CATAAATTATGACATTTTCCTGGGATGAATGGGGGAAGGGGAAAGGCATTTTTCTTACTTTTGTAA
TTATTGGGAGGGGTGGGAATGGTGGCCTGGGGAG
TTTAGCAGTAAGCTGTTGTGTTTCAGGAAAGCTGGACACGGGAAAGCTGCCGACACACTCAGCAG
TGTCCCACTCCTTAGTTCTGAGAAGCCGTCGGGTT
GGCCTTCTTTGAGTTCGGTGGGGTCATGTGTGTGGAGAGCGTCAACAGGGAGATGTCACCCCTG
GTGGACAACATCGCCCTGTGGATGACTGAGTACCTG
GAGCAACCGGGAGCTGGTGGTCGACTTTCTCTCCTACAAGCTTTCCCAGAAAGGATACAGCTGGA
GTCAGTTTAGTGATGTCGAAGAGAATAGGACTGAG
ACGTTGTCATCGTGGTGAGCCGTGAGCAGTTTAGAGCCCATAAGACAGTGCTCATGGCCTGCAGC
GGCCTGTTCTACAGTATCTTCACTGACCAGTTGAA
AATCATGCACACGACTTATCTGTGTGGTGTCAGTTACACTCAGGCTCTTGCTACGGAATGCAAAGA
ACAACTCACATACCAGTGTCAAACAGAATGCACA
GGCTTCATCCACTGCCCTACCGAGAACGAGCCTGATTTGGCCCAGTGTTTTTTCTGCTTTAAGGAA
TTGGAAGGCTGGGAACCCGATGACAACCCGATAG
AAGGATTGTGTTAGAACTTACCTCCAGTTGTGTTCAGACCCCGATAGTCCCGAAATCAGTCTGACC
AGTTAGCGATGGACAGGATGTCAGGCTGTCATAA
CTGAAGAGGCCTTGCACAGATCCAACAAGGATGGATCGTTTCTTATTCGGAAGAGCTCTGGCCAT
GATTCCAAGCAGCCGTACACCCTAGTTGCGTTCTT
TCTCGAGGTTTTCATGGTGTTACCTAAGACAAAAGACATCTCACCCTCTATGATGGACTTACTTCTG
AGAGTGCGTTTGAGGCACTTATGGCTTACTAAG
TCATGAACTCAGCCTCAGCATCTATGCGGAGGGAGAGCGCATCTCTTCATGCAATAGGAGACGCC
AGCCTTCTCATTTCTCTCTTAGTAGCTTTGGCTTC
CAGCTCCATGGTGGTCTCCAGCCTACTGGTGCTCAAAGTGTCACTGTTCCTGCTCTTTTGAGGACT
CATTAGTTGGCAGGTCACAGTTGTTTGAAGTCAC
GAAGAGCCCTGGACATCTAGGAATGCCTTTCTTCTCTCGTTCCCTGGCATACTGCTCTAAGCAAAG
GTCAAGGGATTTCTGTGCCTAGTATTACCCATAA
AGTGCCTGCCATGCTTGGGACTCCTCGGTTATTTAGGGAATTCTTCATCCTCCATCTGGGCCTCTG
GAGCATCCTTTGTGAGAAAGCTACTAAGAGGAAT
CAGTGCCCGGCTTCTATTACTTCAACTTCCAAGTGATCTCCAAGTGGGACCTTTGTCTGTTTATCAA
GTCTTCCTCCGGGGGCCAGCCCAGGGATTCCCT
GTGCCAACAGCATCTTCACTGGCTTTCTGCTTTTCCCTGACATGGATGCGTAATCACGGGGTCAAA
TTACACCTATCCAACACCATCTTCCTGCCTCCCT
TCCTGAGGATGAGATTGGACACGAAGATGAGGCCGAGAGTGATATTTTCTCTATCAAGGAAGTTA
GCTTTCAGGCCACTGGTGACTCTGAGTGGAGGGAT
CAATGAGACCTTCTATGGCCAAGGCCTCATGGGTTATGTCAGCGGATTCGGGATAACAGAAGATA
AGTTAGCTTTCGATCTCAGGTTCGTCAGACTGCCT
GGCAGGGTTGATCACTGAGCCGTGTTGGTTATTCAGTTACTATTGCTAACAACATGGCAGAAACC
CTTCTATCTTGCGCTATTCCACAGGGATATCTTAT
ATGGTGTCCTGGACTTTCTGCCACTTTAACATGGTCACTGACTCCTTTATTAGTCTGAACTTCCTGT
CTAATACCTCTGAGCGTTCTCACTCCTGGATAC
AAGACTTCCTAAAGAGGCAAGTGCTGACCAGTGAGAAGACAGTGTTGACAGGAGCCAGTGGACA
TCTGAGAAGCGTCTCCATCAAGATTCCAGCCAGTAA
ATAAGCCAATCTGGTGCCAGAATCATCGAAACGTGAGAACCGCCTTCGCCATCTGTGGATGTGTC
TGGGTGGTAGCCTTTGTGATGTGTGTGCCCGTATT
GTGCAGACCGATCAGCCTATCTATAATCCGGGGCAGCGGGTTCGTTATCGGGTCTTTGCACTGGA
TCAAAAGATGCGCCCATCCACTGATTTCCTCACCA
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CATTGCTCCTCACCATTCCATCCTTCGTGTACCGGGAGGCATATAAGGACTTCTACTCAGAGCACA
CTGTATGTGGTATTAACTATGGTGGGGGTAGCTT
CTGATTGACAAGAGTGAAGCCTGTTTCTGTGACCACTACCCATGGACTCACTGGTCCAGCTGTTCT
AAGTCCTGCAATTCTGGAACCCAGAGCAGACAGA
AGACAAATGTGAAAATGTGGCTAACCCTTCCTGCAACATTGATAAGCCTCCTCCCAACATAGAACT
TACCGGTTATGGTTACAACGTAGTTACTGGCCAG
TGGCATGTACGCCAAGTTCATCAATGACTATGGCACCCACTACATCACCTCTGGAACCATGGGTG
GCATTTATGAATATGTTATGGTGCTTGACAAAGAG
GTTACTGCCTGTGCTGGAGGAAGTTTCGGTATTGGTGGTATGGTCTATAAAGTCTATGTCAAAGT
GGGCGTTTCCGCAAAGAAATGCAGTGACATTATGA
GAGCGGCGAGTCAGGGAAGCCAACCTGACAGAAGATCAGATTCTTTTCTTTCCCAAGTATGGTTT
CTGCGAGACTGCGGACCAATTACACATCCTGAACG
TCCTTGCCTCAAACAAAGGTTTCGCTCAAGAAGCATTTTAGCCTTCGGACAGTTTAATGGGAAAAG
CTGTGTTGATGTTTTGGGAGACAGACAAGGCTGT
AACCCGGCCGCTGATTCTTTTGACATCAGCTGTAACGAGCCTGGTGCACAGCCCTTTCGGTTCAAG
AAAATTTCCCGGCTGGCTGGACTTCTCCGCAAAG
ATTGTTGGACATTCTTCACACCAAGGGACAAAGGGGCTATGTGGTCTTCCTGGAGAGCCTGGAGT
TTTACTACCCAGAACTTTACAAACTGGTGACTGGA
ACAGGCCACAAGGGCTACGTGGCTTTCCTCGAGAGCCTGGAGCTCTACTACCCTCAGTTATACCG
GAAAGTCACTGGCAAGGAGCCAGCACGCGTCTTCT
GACAATAAATGGATTGTTGGATGAACTTTTAGAGAAGAGAGTGCTGAATCAGGAAGAAATGGAT
AAAATAAAACTTGCAAACATTACTGCTATGGACAAG
GAGGCTGACTTCCTGTATGCTTACTCTACAGCACCTGGTTACTATTCCTGGAGAAATTCAAAGGAC
GGGTCGTGGTTCATCCAGTCCCTTTGCAGCATGC
TTTCATTCAGGCTTGCCAAGGAAGTAACTTCCAGAAAGGAGTGCCTGATGAGGCAGGCTTCGAGC
AACAGAACCACACTTTAGAAGTGGATTCATCATCT
ATGCTTACGGTCTCCAATAGCTGCTGCTTGAACACCTTGAAGAAAGAGCTTCCCCTGAAGTTTATC
CAGTGTTACAGAAAGATGGGCTCCTCCTGTCCTG
CAACCTCCTCTCTTGACACTAACCCAGAGCCTAAGAACTGCTTGATTCCTTCTCTTTCCTAAGACGT
GCTCTGAGGGAATATCAGCACCAGTCGCCCAAG
ATGAAGATTTCCACACTTCTATGCCTCCTGCTCATAGCTACCACCATCAGTCCTCAGGTATTGGCTG
GACCAGATGCGGTGAGCACCCCAGTCACGTGCT
TCTGTGCAGACCCCAAAGACAAACATGTGAAGAAGGCCATCAGATTGGTGAAAAACCCAAGGCC
ATGACCTTCCCGCTGAGGCATTTGGAGACGCCAGGG
CTTCTGCCAAGAACAAAGGCAACAGCACCAGAAGGAGCCCTGTGTCTTGAGTAAAGAGATGTGA
ATCACTCTGGCCCAGGAAACCAAGGACCAGAAGAGA
TCTTCAGCACCTTTGAATGTGAAGTTGACCCGTAAATCTGAAGCTAATGCATCCACTACCTTTTCCA
CAACCACCTCAAGCACTTCTGTAGGAGTGACCA
GCAGCAAGCAACTACGACTGTTGCCTCTCGTACATACAGACGCCTCTTCCTTCCAGAGCTATTGTG
GGTTTCACAAGACAGATGGCCGATGAAGCTTGTG
TTAAGTACAGCCAGAAGAAAATTCCCTACAGTATTGTCCGAGGCTATAGGAAGCAAGAACCAAGT
TTAGGCTGTCCCATCCCGGCAATCCTGTTCTCACC
CCAAGAATCAACTTCCACCCCTCTTCAACCACATGCTAGGGTCTTTTACTTTCTCTGCCCCACACCTT
TGACTCCTTGCCTGTGTAGCTGATAGTCGAAG
CTGGATGCCAAGAAAAACCAGCCTTCTAAAGGGGCCAAGGCAGTGAGAACCAAGTTTGCTGTCC
AGAGACGCCGTGGCAATAGCACCGAGGTTTAGCCGC
TTCCGCCAGAAAGTAGTGTGTGGGAATCCAGAGGACATGAATGTGAAGAGGGCGATGAGAATCT
TGACAGCTAGGAAAAGGCTAGTCCACTGGAAGAGCG
CAGCTATAAGTTCACCGACAAGAGCTGCACCAGTGACGGTGTGATATTCTTTACAAAAACAGGTA
AGCAATTCTGTGTCCAGCCAGGGGCCAAATGGGTG
GCCTCTGCCCTCCAGCACTAGCTGCTGTACTCAGCTCTATAGACAGCCACTCCCAAGCAGGCTGCT
GAGGAGGATTGTCCACATGGAACTGCAGGAGGCC
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GCTGCTGTCATCCTTCATGTTAAACGTAGAAGAATCTGCATCAGCCCGCACAATCGTACTTTGAAG
CAGTGGATGAGAGCCTCAGAGGTAAAGAAGAATG
TCTGTCACCTGCTCAACATCATGAAGGTCTCCACCACTGCCCTTGCTGTTCTTCTCTGTACCATGAC
ACTCTGCAACCAAGTCTTCTCAGCGCCATATGG
TTCTCAGCACCAATGGGCTCTGACCCTCCCACTTCCTGCTGTTTCTCTTACACCTCCCGGCAGCTTC
ACAGAAGCTTTGTGATGGATTACTATGAGACCA
GTCGTGTTTGTCACTCGAAGGAACCGCCAAGTGTGTGCCAACCCAGAGAAGAAGTGGGTTCAAG
AATACATCAACTATTTGGAGATGAGCTAGGATAGAG
ATGTAGCCACAGGACTGTCTCTTTCTTCAGATTCATAGAACTACGGGGCCAGTCTGAAACTGGGCT
CTTGGGGTGAAATTATCTCACTCACTCACCTTGA
ACAGAAGGATCACCAGTAGTCGGTGTCCCTGGGAAGCTGTTATCTTCAAGACAAAGAAGGGCAT
GGAAGTCTGTGCTGAAGCCCATCAGAAGTGGGTCGA
ACCTGCTGCTTTCATGTACTAAAGCTGAAGATCCCCCTTCGGGTGCTGAAAAGCTACGAGAGAAT
CAACAATATCCAGTGCCCCATGGAAGCTGTGGTTT
ATGGCAACCCAGGTACATTCAACTAGGATGAAATAAATTCTGCCTTAGCCCAGTAGTATGTCTGTG
TTTGTAAGGACCCAGCTGATTTTCCCACCACCCC
GCCATGATGGTCAGAGAAATACAAACAGGTAAAATCCACACACCAGCATTTCTTTTGAGTCCCTCT
TCTGTCCGGGGCTCCAACCTTCTCAGTTGCCAAA
CTTCTGATTCAGACCATAGGTGTCAACCAAGGAAGGTCTAAGAAGAGAATGAGGAGACAGTATA
TAGCTCTCCAAGACTGATACTGACAGTTCTTACAGT
ATGAACTAACATAGACAGCTCAGGATTAACAGGGACTTGTGGTTTGTGGTCTGTGGGCTTATCCA
AGCATGGTGATTTAGACTCTAAGGTCCGTCTGGAT
TGACTTTTGCTACTATCACCAGTATCATTACCTGGGGCCTTGCAGGACTGGCAGCATTGCCTGAAT
TTATCTTCCATGAGTCTCAAGACAGCTTTGGAGA
CTACTACGCCGCCGACCAGTGGGTTTTTGGACTAGGTCTGTGCAAGATCGTTTCATGGATGTACCT
GGTGGGCTTCTACAGCGGCATCTTCTTCATCATG
GGAGCAGGGAGAACGAGTCTTTTATCAGGGCCGGGAAATATGCACAAAGAGACTTGAGGCAGG
TGCCATGACCCATATGCAAAGGGACGGACACAGGGCC
CTACCGTTCTGGGCAGTTACTCATGCCACCAACACTTGGGTTTTCAGCGATGCACTGTGTAAACTG
ATGAAAGGCACATATGCGGTCAACTTTAACTGTG
CCCAGATGGTTTTTGGGTTCCTAGTGCCTATGCTGGCTATGAGTTTCTGCTACCTCATTATCATCCG
TACCTTGCTCCAGGCACGCAACTTTGAGCGGAA
GTTCTTCATCACCCTAATGAGTGTGGACAGGTATCTGGCTATTGTCCACGCTGTCTATGCCATCAA
GGTGAGGACGGCCAGCGTGGGCACAGCCCTGAGT
TATACCATCATCATTCATACCTTGGTACAGGCCAAGAAGTCATCCAAGCACAAGGCCCTCAAGGTG
ACCATCACTGTCCTCACTGTCTTCATTATGTCTC
TGTTTGCGGTGGGTCTCTTGGACAACGTGCTGGCGGTGTTTATCTTGGTGAAATACAAAGGACTC
AAGAATCTGGGGAACATCTACTTCCTAAACCTGGC
CTAGACGAGGAAAGTTGTTCCTGCAACTTCTCAGATCCGAAGCCAGATTGGTCCAGCGCTTTCAAT
TGTTTGGGGGCGGCAGATGTGGAATTGTACGGCG
CAACTTAGAACAGCTTAGGGTTAAAAGGGATCCTGAGACAGATGGCATCACTGAAAAGTCATCTC
AGTTGGTGTTCACCATAGAACAAGCTACACCATCA
TCACGGCACTCTTGGTTTGTGGAGCCATTCTATTGGTCCTCCTCATTGTCTTCCTCCTGTGGACTCT
GAAGCGACGACAGATTCAGCGACTTACAGTTTC
ATATTGAAGAAGTCCCACATGGAAGACGCTGTTCCAGGATCTTTACCTTTCCAAAGGATGCATACA
GGATATTTTGGAGCATCATCCTCGAAGAAAAGTC
AGGGTTTGAAGAACTCTACGATCCAGTCTCTTTGGCTGGGGACATTTGAGGACATGGATGACGAA
GATATTAGTCCTGCCGTGTTTGAGGGTCTCTGTGA
CTCAGCGTTGGGCTGCTGGCCTAGGGAGTGTCCCTGGGTCCTATGGAAATCCACGCATTCAAGTC
CAGGATACTGGAGCTCAGAGCCATGAAACAGGACT
GTTTTATGGGATTTGCACTGAACTAGAAAGCATACTTCCTGCCCAAACAGACGCTCTGAGGTTAGT
TGGCAAGTGTAAAGTCCAACACCAACCTGGCTGT
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GGAATGCTTCGGAAAGCTTTTTTCATGTAGCATTTCAAGGAAAATATGCCGTGAGATTCCGGGGA
ACATCTTGGCAGAGGGTCCTAGGGGCCCCATCTTG
ACTGTTTTCCTGTTACTCTTCCCTATTCTGGTGGAAGAAGGGATCAGAACTCTTATGCCACTGATAA
CTGTTGAGTGTCTAGGCGGCTTTCCTGAACCCA
CCCTGCCATCTCCTGGAAGGGTACTGGGACAGGAATTGAGAATAGTACCGAGAGTCACTTCCATT
CAAATGGGACTACATCTGTCACCAGCATCCTCCGG
AAGCTACTTCAGCTATTGAGGAGGATGAAATGCAGCCTTATGCTAGCTATACAGAGAAGAGCAAT
CCACTCTATGATACTGTGACTAAGGTGGAGGCATT
ATGTCAACAAGCTGCTCAAACAACAGAGTGACATTCTGGAGATGGTGGCTCGAGGCTGGAAGTA
TTTCTCGGGGAACTTCTATTACTTTTCACGCACCCC
CCAGTTGGGGAGTGGACTTTCACTCATGCGTTTCCCAGTTCCTACTCCCTGTCTATGGGCATGGAA
ATCTTAGTATTACCTCTGGGACTCATCAGTCTCC
CTCTGACCTGTGGACTGAATTTCTCCTGCTTTGGGTATGACATCCTCTTGAAGTGGTTCCTAGAAG
ATTCTGAGATCACCTCCATCACCTCTTCTGTCAC
TACAGACAAAAGATGTTTCTGTTCAATGGAAGAAGACAGAACAGGGCTCACACAGAAAAATTGA
GATCCTGAATTGGTATAATGATGGTCCCAGTTGGTC
GCTTTGGTCTGCTGGATCCCAAACTCTGCTACTTGCTAGATGGAATCCTCTTCATCTACGGAGTCAT
CATCACAGCCCTGTACCTGAGAGCAAAATTCAG
CTGGGGGAGGACTCTGCTGCCGGATGTGTGAGCCAGGTACATTCTTTGTGAAGGACTGTGAACA
AGACAGAACAGCTGCTCAGTGTGATCCCTGTATACC
TGAACTAATATGTCAGGCCGAGGGTTATCCAGAAGCTGAGGTAATCTGGACAAACAGTGACCACC
AACCCGTGAGTGGGAAGAGAAGTGTCACCACTTCC
TGGTCCATAGACCACCCACAGCCTTACTTTTCCAATGGACTTAATTCCCATCATCCTGCAGCCTCAT
TTCTCCAGTGACACGATACACGAACCATCCTGC
TCTGTCTCTCTCTTTCTCTCCTGTGCATATGTCTCCCCTCCCTCACTTCTCTGTCTCTTCCTCTCTCCCT
CTCTCTGTCTTTCTCTGTGTGTCTCTCTGT
ATGACACAGGAATGTACTTCTTCAGAGTGGTCAGAGAACCTTTTGTGAGATATTCTTACAAAAAAA
GCCAGCTGTCACTGCATGTGACCTCTCTATCACG
CTGATTATTCGCCTAATAATAGCAGCTTTGAGATGACATCACCCACCGAGCCATATGCTTACACAT
CATCTTCTGCTCCGAGTGCCATTAAGGGAGAAAT
GGGACCATTGGTGATGAAAAAGCAGAAATGTTCAAAACACAAGTGACTGGGAAAATCAAGCTCC
TTGGCATGGTAGAGATGGCCTTACTTGGGATTGGAG
GTACTAGGCGGCCTGATTTTCTGCTTCGGCACCTGGATCCTCATTGACAAGACCAGCTTCGTGTCC
TTTGTGGGTTTGTCCTTCGTGCCACTGCAGACTT
TATTCACATGGTAAACCTGAGGTCATAGGGTCATTATAGGGAAGGTGCTGTGTGGGAACTACCCA
CGTGCCCTGTGCTTTAATCTTTAACTCAACACATC
CTGTGTGGAGCTAGACTCGGGCACCATGGCTGGTGTCATCTTCATTGACCTCATCGCAACTCTGCT
CCTGGCTTTGGGCGTCTACTGCTTTGCAGGACAT
TGAGTACTGTGTGGAGGTGGACCTGACAGCAGTAGCCATAATCATCATTGTTGACATCTGTATCA
CTCTGGGCTTGCTGATGGTCATTTATTACTGGAGC
ACCTGTCATTAAAGCTGTCGCTGGCCCGCCTGTTTGGAATGGGGTTCTGCCTCTTATTCTCCTGGCT
GAGGAGCTTCGGGTGTCTGGGTTCTACATGAGG
GCATTGAGCTAAACATAGGCACCATATCCGGCTTTATCTTCGCTGAGGTCATCAGCATCTTCTTCCT
TGCTCTTGGTGTATATCTCATTGCGGGACAGGA
AAGAGGTGTCCGTACAAAAGTCCACCAAAGACCTCAAGCTCCAGCTGAAGGAAACGCTCCCACTC
ACCCTCAAGATACCCCAGGTCTCGCTTCAGTTTGC
GCTGCCCAAACCCGGTTACCTGATTTTGATCCCTGGGACTTCATGGTAAAAGGGAGAGAACCAAA
TCCAGAGGGTTGTCATTTGACCTCCATGTGTGCTC
AGCAGTGGATCTGAGAGAATCTTACTCAAGGCGGCAAATACCCACAGTTCCTCCCAGCTTTGCGA
GCAGCAGTCTGTTCACTTGGGCGGAGTGTTTGAAT
TCGCTTTGGGTGTGTCCTTCGCGCGCTCCCTCCCTCTTAGGTCACTCACTCTTTCAAAGCCTGGAAT
AAAAACCACAGCCAACTTCCGAAGCGGTCTCAT
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TGAGGCCCTTCTGTTTCTGCTGTCTCATTTATCTGATGCCTGTGAACTACCACGGCCATTTGAAGCT
ATGGAACTCAAGGGTACACCTAAACTCTTTTAT
CTCCTGCTGCTGCGGTTCAGCTCAACTACTGTTTAGTAACGTCAACTCCATAGAGTTCACTTCATGC
AATGAAACTGTGGTCATCCCTTGCATCGTCCGT
TGCGTGAAACTGAGAACGAGTTGAAGATAACCCTGGAAGTATTTGATCCTGTGCCCAAGCCTTCC
ATAGAAATCAATAAGACTGAAGCGTCGACTGATTC
ACCAGAACATGTCTTTCCATCGAAGCCACACAGCAACTGTGCGGTCCCAAGTTGAGAACCCAACA
GCCTCTCATGTGGACAATGAATACAGCCAGCCTCC
ATGGCATCAGTTATTCTGGGTCAAAAGTTCAATTTCCACCCAGGGCAAAATTACACAACAGGCATA
TGACTTCTAGGAAGTTGAGATCATTGATGGCCAC
ACAGTTAAAGTTTCAGCAACCCAGCATGTACCTGTTACCAAGACAACAGTACGTCATCCAATAAGA
ACATCTACAGACAAAGGAGAGCCTAACACAGGTG
CGATTAGACGTGGCAGGCATACAAAGCAAATGCTGTCAGTGGGACTTGTGTAACAAAAATCTTGA
CGGATTAGAAGAGCCAAACAACGCAGAAACTTCCT
GAAGTGCCTTCCAGAGTTCCAGTCACGATAGAATCTTCTGTGCCGGTGAGCGTGAAGGATAAGGA
CTCACAAGGGCTGACACTTCTCATTCTCTGTATTG
GTGGGATTGATCGCCATTGGTGTAGCGGTTCAGGTTGTCTTGAAGCAGGCCATTACCCATGAGAC
TACTGCTGGCTCGCTGTTGCCTGTGGTCATCATTG
AGCCCGAGTACAGTCTACCTGGACTACATGGCGGTGGAATACAATGTGTCCTTCCCACAGGCAGC
ACAGTGGACATTCATGGCGCAGAATTCATCTCTTC
GCAGATTTCAAAGTGCTGGAAAGAAAAGTGCAATACGTGTAGTGGCAGATCTCTGTCAGGACAC
ACCCTGTGGTTTGACCTTGGAATAACTCCAGTCTTG
CTCAGGCTTACAATGTGATTTACTTTGAAGACCGGCAGGAGCCCACAGTAGACAGGACCTTCTCA
GGCCGAATTAATTTCTCTGGTTCCCAGAAGAACCT
CGCCTGACATACCTGGTCCACGGAGATGTCCTCTGTACCAACCTCACCCTGCCTCTGCTGCCGTCC
CGCAACGCTGATGAGACCTTCTTTGGAGTTCAGT
ATGGATAACATGCTCCTTGGGCCTGTGAAGAACGTTACCAAGTACGGCAACATGACCCAGGACCA
TGTGATGCATCTGCTCACGAGGTCTGGACCCCTGG
AAATAACAGGAAGTCTCTTGGGGAAGTCCCCACCCCAATTGAAATGCTGGTTTATCTCCCTTATAG
GGCCTCACCCTCCTCATGTCCCAAAGCAAGGGGG
CAGACCCAGAATGGCTCTGTCTACACCCTCACTATCCAAAACATCCAGTACGAGGATAATGGTATC
TACTTCTGCAAGCAGAAATGTGACAGCGCCAACC
TGGCTTTCCCCATCATGTTCTCCAAAGCATCTGAAGCTATGGCTTGCAATTGTCAGTTGATGCAGG
ATACACCACTCCTCAAGTTTCCATGTCCAAGGCT
GGCATCTGGGGCTTCGTAAACAAAGACCAGATCGCCAAGGATGTGAAGCAGTTCTATGACCAGG
CCCTTCAGCAAGCTGTGATGGATGATGATGCCAACA
CCAGATAGTTTAGTCTGGGTTGAATACAATGGATGTGAAGTTGCTTGGGGAAAGCTGAATGTAGT
GAATACATTGGCAACTCTACTGGGCTGTTACCTTG
CGCCATCTGTGGATCTGGTTCCTTTGCCTACAAACCTGGTCTGAAGCAGCAGGAAAAGATGCAGA
CCCGGTGGTAATGAATGGGATTCTTGGGGAGTCAG
CAAAACATAAGCCTGAGTGAGCTGGTAGTATTTTGGCAGGACCAGCAAAAGTTGGTTCTGTACGA
GCACTATTTGGGCACAGAGAAACTTGATAGTGTGA
CCACCTTCGTTGTCTATATGGCTTCATCCCACAACAAGATAACGTGGGACGAGAAGCTGAATTCGT
CGAAACTGTTTTCTGCCATGAGGGACACGAATAA
GCCACCTCATGAATAAAGTTTTCTGCAAACAGTTTCAGGGCTCTCAGCAGCCATCTTACTCTCTCAG
GCCTTGCCGTGGGTTTGGGAGGCTGTTGGCTCA
CAGCTTTTGGAAAGTTTCCAGGTTAAGCCCTGCCCTGAAGCCATCAGTGAGGTCTTCAACAACAA
GTTCCACATCATTGGAGCAGTGGGTATCGGCATCG
AACCCTGTGGTAGAGTTGAGGTTTTTGAGCACGAATAGGGTGGCTAGCGTTTGCTTAGCTAGAAA
CAGCAATCGCCTCCTGTGATCATTACAGAAATGCT
CGTGGCCATCTCAATGGCAGTTGTCAAAATGGATGGCTATGGGCATGCAACATACTGCTGGCTGG
ACTTTAGGAAGCAGGGCTTTCTCTGGAGCTTTTCG
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Ciita
Cklf
Clecda2
Clec4n
Clecba
Clec7a
Clu
Cmal
Cmah
Cmkirl

Cmpk2

NM_02558
4.2

NM_00986
4.2
NM_00986
8.3

NM_00765
9.3

NM_00766
9.4

NM_00103
9185.1

NM 00988
3.3

NM_00819
8.2

NM_01345
9.1

NM_00988
8.3

NM_00768
6.2

NM_00882
3.3

NM_00989
22

NM_02797
9.1

NM_00116
2410.1

NM_00757
5.2

NM_ 02929
5.2

NM_00117
0332.1

NM_00119
0320.1

NM_00103
8604.1

NM_02000
8.2

NM_01349
2.2

NM_01078
0.2

NM_00111
1110.2

NM_00815
3.3

NM_02055
7.4

CCGCCGTGAAATCACCGCCTGCACCGCCCCTCGCCGCTGCATCAGTGATGTCACTACTGCCAAAGA
CTCCGCCCACAACTGACCTCTGACCCCGGTGACA
TCGAAGTGCCCGAAGACTTTGGTGTGGGTCAGGAAATCACATCTTATACCGCTCGAGAGCCGGAC
ACGTTCATGGATCAGAAGATCACGTATCGGATTTG
CAGCAACTTCACCCTCATAAACAACCATGACAACACCGCCAACATCACGGTCAAGTATGGGCAGTT
TAATCGGGAGCATGCCAAGTTCCACTACCTGCCC
CCAGATCTCTGTTGGGAAGTAACTGGGTAACAAAAGCCGTTGCACTGGTTTGACAGCTAACAACT
GTTGGTACTTTGTATTCAGAAGGAATGAGGTAGCG
AATACCGTGGGTGTCAAAGCACTTAGTGGGTCTGACTCCAGCCCCAAACATCCCTGTTTCTGTAAC
ATCCTGGTCTGGACTGTCTACCCTTAGCCCGCAC
CAAGGGAAACACTACGGCTATAGACAAAGAAATTGCACGATTTGTACCAAATAGTAATATGAATT
TCACGGGGCAAGCATACAGCGGCAGAGAGATAATA
CGGGCACCGCGCGCACGCACCTGCACAGCGCACCGGGTTTCGGGACTTGATGCAATCCGGATCA
AACGTGGCTGAGCGCGTGTGGACACGGGACTGACGC
GGTCGGGCCTCTGGTGGACTCCGTGAACATCAATGCCTTAGCTTCCAAAAAGGACAATGAGCATC
ATGTGTTTAAAGTCAAGGATATGGAAGACCTGGAG
AGTGTCAATCATGAACCGGACAACCTGCAATCTGCGCACGTACCATGACGGGGTAGTCACCATTA
ACATGATGTGTGCAGAGAGCAACCGCAGGGACACT
GAAATTCTCTGCACACCACCGCGAGTGGAAAATGGAGATGGTATAAATGTGAAACCAGTTTACAA
GGAGAATGAAAGATACCACTATAAGTGTAAGCATG
TTCCTTAATTTATGGGAGAACAAAAACAGAGGGACTTGTTCAAGTCAAACTTGTGGACCAAGATG
AGAGAATGTTCATATGTAAAAACAGCTGGAGCATG
CGGCCGCAAATTTAATGGGAAGCCATGTGCTGGAAAACTCCAGGATATTCGACACTGCTATAACA
TCCATAACTGTATCATGAAAGGTTCATGGTCACAG
ATTGTGGGATTTCCAGCATATGGGCATACCTTTATCCTGAGTGACCCTTCTAAGACTGGAATTGGT
GCCCCTACAATTAGTACTGGCCCACCAGGAAAGT
GGAGGCAGTTCGGTTCTTTCCCAGGGATGTGGATCCCAACCTGTGTACCCACGTCATCTTTGCTTT
TGCTGGAATGGACAACCATCAGCTCAGCACTGTG
TCGTTTAGAGCTAAGTTCCAAAAACAGAGAGCGATGGTGCCATGAAATCCAGATCATGAAAAAGT
TGGACCATGCGAATGTTGTAAAGGCCTGTGATGTC
TGCAGCCACTGGCCATGGATGACGAGGTCCTTGATTATATCGTGAGGCAGCCAGACCGTGTTCTG
CTCATCCTAGATGCTTTCGAGGAGCTAGAGGCCCA
GAAAGAGCCATTAATCGAGAAGGCTTGAAAGAGAGGCGTGACTGTTGGGTCTGTGGGCAAGATG
GAGACTCCACGGCCGGTCGTAAGCCGTCGGCCCTTC
ATGGGCATTCGATTCATTGTTATCCAACCATTACACAGACACCTGGGAAATTCTACAGGTTCACAG
AATTTAAGTGGGCAGCAAATGGTTATGCATACAC
CTGAAGCGGAGCAGAATTTCATCACCCAGCAGCTGAATGAGTCACTTTCTTACTTCCTGGGTCTTT
CGGATCCACAAGGTAATGGCAAATGGCAATGGAT
CGCTGGATCAACAACTCTGTGTTCAATGGCAATGTTACCAATCAGGACCAGAACTTCGACTGTGTC
ACTATAGGTCTGACGAAGACATATGATGCTGCAT
GGATGAAGAAGCTGAGACTTTTGTACTTGTCATCTTCACAAAGATGGTGGCACTATCTTCCAGTTA
GGAAGTCACTAGACATGGAGTGAGGGCAGCTCAA
TTAATAAGGAGATTCAGAACGCCGTCCAGGGAGTGAAGCACATAAAAACTCTCATAGAAAAAACC
AACGCAGAGCGCAAGTCCTTGCTCAACAGTTTAGA
GAGGGAGAATTAACTCTGGAGCTTTTGCCAGCCTGTGAGGAAATCTGGAACTGGAATAGTGCAG
GTTTTGTGTGCCATGCGATCTGGCCTGTCTGTAGTT
CATCGAGGATTTAGATGGAAGGTCCGTTAAATGCACAAAGCACAACTGGAAGTTAGACGTGAGC
ACCATGAAATATATCAACCCTCCAGGGAGCTTCTGT
TCGCCACCTTCAAGATGAAGAAGACCGTGAACACTGTGTGGTTTGTCAACCTGGCTGTGGCCGAC
TTCCTGTTCAACATCTTTTTGCCGATGCACATCAC
AAAAACTGGGGACTGAGCAGTTTGCTTTCCTTCTGACTGACTGAGCCAGCTGCGGCTGCTGATTC
ATTTCTGCCTGGCCATGTACCAACTTCTTGGGATA
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Collal
Col3al
Col4al
Colec12
Cr2
Crebl
Creb5
Crebbp
Crp
Csfl
Csflr
Csf2
Csf2rb
Csf3
Csf3r
Cspga
Ctlad
Ctsg
Ctsh
Ctsl
Ctss
Ctsw
Cx3cl1
Cx3crl
Cxcll

Cxcl10

NM_00774
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NM_00993
0.1

NM_00993
1.2

NM_13044
9.2

NM_00775
8.2

NM_00103
7726.1

NM_17272
8.2

NM_00102
5432.1

NM_00776
8.4

NM_00111
3530.1

NM_00103
7859.2

NM_00996
9.4

NM_00778
04

NM_00997
11

NM_00125
2651.1

NM_13900
1.2

NM 00984
3.3

NM_00780
0.1

NM 00780
12

NM_00998
4.3
NM_02128
12

NM_00998
5.4

NM_00914
2.3

NM_00998
7.3

NM_00817
6.1

NM_02127
4.1

CAATGGTGAGACGTGGAAACCCGAGGTATGCTTGATCTGTATCTGCCACAATGGCACGGCTGTGT
GCGATGACGTGCAATGCAATGAAGAACTGGACTGT
CAAGACAGTCTTTGAATATCAAACACGCAAGGCAATGAGACTACCCATCATAGATATCGCACCCTA
TGACATTGGGGGTCCTGATCAAGAATTTGGTGTG
CTCCAGGGATCACAGGTTCAAAGGGAGATATGGGACTGCCCGGAGTTCCAGGATTTCAAGGTCA
GAAAGGGCTTCCTGGTCTGCAGGGAGTGAAAGGAGA
TAACCCAGGTTCAGCAGAGGAACCTTATCTCAAATCTGCAGCAGTCTGTGGATGACACAAGCCTG
GCCATCCAGCGAATTAAGAATGATTTCCAAAATCT
TGGTTTATAGAAATCCGTCTTTGTAAAGAAATCACCTGCCCACCACCTCCTGTTATACACAACGGG
ACACATACATGGAGTTCCTCAGAAGATGTCCCAT
TTCTGTCTGGACAGTTCACCAGATTCTCCAGAAGGCTTTCAAACGGCTAAAGTTTGATCTTTGTCCT
GCTGAGCTTGCTGGGAAGGAGATAGCATAAAAG
CATGGAGGTGGCCAGGCTGGTGCGCTCATCTGAGTAGTTCTGATTTATATTTTCAGCAATGTCCAC
GGACTTGCCCATTACGGAAAGCAGATCAAACCCA
TTGGATATTGCTGTGGACGAAAGTATGAGTTCTCCCCACAGACTTTGTGCTGTTACGGAAAGCAG
CTGTGTACAATTCCTCGTGATGCAGCCTACTACAG
TTGTATTTCCCAAGGAGTCAGATACTTCCTATGTGTCTCTGGAAGCAGAGTCAAAGAAGCCACTGA
ACACCTTTACTGTGTGTCTCCATTTCTACACTGC
TCCAGCTGCTGGAGAAGATCAAGAACTTCTTTAATGAAACAAAGAATCTCCTTGAAAAGGACTGG
AACATTTTTACCAAGAACTGCAACAACAGCTTTGC
GTACAAGCAGAAGCCGAAGTACCAGGTGCGCTGGAAGATCATCGAGAGATACGAAGGCAATAG
CTACACCTTCATTGACCCTACTCAGTTGCCCTACAAT
CTGAATCCAGCTTCTCAGACTGCTGCTTTTGTGCCTGCGTAATGAGCCAGGAACTTGGAATTTCTG
CCTTAAAGGGACCAAGAGATGTGGCACAGCCACA
ATTGCGTGTCTGCATTGCTATGAGATGGGTTGCCGAGCCACACCTGTCTTTGGGTCCCTGTTTGCA
GGGGTCTTTGCTGTAAGTGCACACGTGCCTTTGT
TTGTTCTCCTGCTTAGAGCAGAGAGAGAAGGCTCTTGTGTCCTCCTGTGGAGGCCAGGGAAGGA
GATGGGTAAATACCAAGTATTGATTCCTGCTGCTGC
CCCAGCCTTCTGCCTCAGGGCTATCTCATTGAGTGGGAAATGAGTTCTCCCAGCTACAATAACAGC
TATAAGTCCTGGATGATAGAACCTAACGGGAACA
TGGAGCTAGACATCCTGGGAGCCCAAACCCGGAAAATGTTTACCCTGTTGGACGTGGTGAACCGT
AAGGCCCGCTTTGTTCACGATGGCTCTGAAGACAC
TGGACTCGAGGTCCTGCACCAACTGGCTTGGAAACTAGATGAGGCTGTCACAGGGCTCAGTTGCA
TAAACCGATGGTGATGGAGTGTAAACTGGGTCTTT
CTATGGAAGCAACAATGGTAACCCTCCAGCTGTATTCACCAAAATCCAGAGCTTCATGCCCTGGAT
CAAAAGAACAATGAGACGCTTTGCACCAAGATAT
TGTCATAAAACTCCAGATAAAGTAAACCATGCAGTCCTGGCGGTTGGCTATGGAGAACAGAATGG
ATTACTCTACTGGATTGTGAAAAACTCTTGGGGCT
TTCTTGTGCGCAGCTAGCCGCCTCAGGTGTTTGAACCATGAATCTTTTACTCCTTTTGGCTGTCCTC
TGCTTGGGAACAGCCTTAGCTACTCCAAAATTT
AGACGCTTCCTATCCCTACAAAGCCACGGATGAAAAGTGTCACTATAACTCAAAAAATCGAGCTG
CCACGTGTTCAAGGTACATTCAGCTCCCGTTTGGT
GCCGTCTGAGCATCTTTGCCCACAATCTGGCTCAGGCTCAAAGGCTACAGCAAGAAGACTTGGGT
ACAGCTGAGTTTGGAGAGACTCCATTCAGTGACCT
CGTTCTTCCATTTGTGTACTCTGCTGCCGGGTCAGCACCTCGGCATGACGAAATGCGAAATCATGT
GCGACAAGATGACCTCACGAATCCCAGTGGCTTT
TCCTGTGTTGGTTGTGATAACCATTTCAGAAGTCTCTCCCAGCCTGTTGCTCACGGCGGCATGTCT
GATATCTCCTTGGCAGTCTGTATGTTTGTGTCGA
TGCTAGTAGAAGGGTGTTGTGCGAAAAGAAGTGCAGAGAGATAGAGTTTAGTATTATGTTTTGTA
TGTATTAGGGTGAGGACATGTGTGGGAGGCTGTGT
AGGACGGTCCGCTGCAACTGCATCCATATCGATGACGGGCCAGTGAGAATGAGGGCCATAGGGA
AGCTTGAAATCATCCCTGCGAGCCTATCCTGCCCAC
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TTAAGGCGTCAAAACATGTGACATCCTGGGAACGTCTGACTGTGAGCCCTCCAATAAGAACTCTG
TGCCAGGAACCTGACCCTCTGCTGTCTTGGAACAT
CTGAAAATCCTCAACACTCCAAACTGTGCCCTTCAGATTGTTGCACGGCTGAAGAACAACAACAGA
CAAGTGTGCATTGACCCGAAATTAAAGTGGATCC
CTGAGAGGGAATGCTCAAGCTCCGTTGCATACCCAACCCACATCCTTGTTCCTTAAGAAAGGCTAT
TTGAGAACAGGCATTTAGTGACAACCCACTTCAG
GTGGACGGGTCCAAGTGTAAGTGTTCCCGGAAGGGGCCCAAGATCCGCTACAGCGACGTGAAGA
AGCTGGAAATGAAGCCAAAGTACCCACACTGCGAGG
AGAGAATATTTCCCTTTCCAATTCGGGAGACCTCTAGACACTTTGCTGATTTAGCTCACAACAGTG
ATAGGAATTTTCTACGGGACTCCAGTGAAGTCAG
CGCAGGGTACTTTGGATCACATCCGAAAATACCTGAAAGCATTTCATCGTTGTCCATTCTTTATCA
GGTTCCAGTTGCAGTCCAAAAGCGTGTGTGGGGG
GGTGGGGGTGGGGACAAATAGATGCAGTCGGATGGCTTTCATGGAAGGAGTGTGCATGTTCACA
TCATTTTTTTGTAAGCACCGAGGAGAGTAGAACAGC
ACTCTCAAGGATGGTCAAGAAGTTTGCCTCAACCCCCAAGGCCCCAGGCTTCAGATAATCATCAA
GAAGATACTGAAGAGCGGCAAGTCCAGCTGAGCCG
CCCAGTGAAGATAAGAAGAAAGGGCTGATTCTCTCCACCCACGGATTTTCTTTATGAACTCCCTGC
TTTGATGAGAAAAGGGAAACCATTGTCCCTGAAG
TAGAACTCAGCTCTGCCATGAAGTCCGCTGTTCTTTTCCTCTTGGGCATCATCTTCCTGGAGCAGTG
TGGAGTTCGAGGAACCCTAGTGATAAGGAATGC
TCTCTTAGGAGCCCACTTGATTGAAGATACTTGCGAACGCCGCAATGACATTGACCAGGCCCTGTA
TATTACTGAGATCCTGGGCTTTTCTCATAGTTGT
CCTTGCCTGTCTGGGCTGCATCTAAAGTAAATGGATGGACTTTTGGCTCAACCCTGTGCAAGATAT
TCTCATACGTGAAGGAGGTTACCTTCTACAGCAG
GTTGTATGGGGTCTCTGTCTGCTCTTTGCCCTCCCAGATTTCATCTACCTATCAGCCAACTACGATC
AGCGCCTCAATGCCACCCATTGCCAGTACAACT
GTTTCAATTCCAGCATATAATGGTGGGTCTCGTCCTGCCCGGCATCGTCATCCTCTCCTGTTACTGC
ATCATCATCTCTAAGCTGTCACACTCCAAGGGC
ACCGTGCCTTTCTCTTAACCAAGCAGAAAGCTGAAACCGATCTACTTTAGGTAGCTGTCTGGTTCC
AACCTAACCAGCATTGGGTCAGCCCCATGTTACT
AGTGAGGAGATATCCACTATGGTTCTTGTTATACAGATGACTCTGGGGTTCTTCCTGCCATTGCTC
ACTATGATTCTGTGCTACTCAGGCATTATCAAGA
ACAGAAGACTCTGTATGGACGGCCCAACTGGGATAACGAGTTCAAGACCATTGCAAGTGAACACC
CTAACACCACAATAGGCGTTTTCCTGTGTGGCCCT
TATGAGAATAAGATGTACCTGACGCCCAGTGAAAAGCACATGTTGCTCAAGGTGATGGGCTTTGG
TCTCTATCTGATGGACGGAAATGTCAGTAACATTT
CTATGACGATCCGGACATCTCAGCTGGGAAGATCAAGCAGTTCTGTAAGACCTGCAGCACTCAGG
TTCACCTTCATCCCAGGAGGTTGAATCATTCTTAT
GTACACATCACATTTGCGGAAATACAACGATGCACTCATCATCAGTGAGGATGCACAGATGACAG
ACGCTCTAAATTACCTCAAAGCCTTCTTCCACGAT
TGCCTTGGTGGAGAAATTGGAGCGGAAATCTGGGAGCATCTCCTTGTTATGATCCGATGTCCCTTT
TTGGCCCTTTCAGCTACCATTAGCAACCCTCAGC
GGTGTTGGCATTCTCACAAGTCTTGGACGAAGAACAGATCAATACAAATGCCTTCAACATGGAGG
ATTCTGTCTCCGCTCCAGCTGCCCATCTAATACCA
TGGCAATGTCTCCACGCCGGTATTGGGCACCAACTCCTTCGTCGTCAGGGACAAGAATAGCGGCA
GTGGTCGCAACCCTCTGCAGTTGCCCTTCAATTTC
GTTCAGCTTCTCAATCAAGCAGTCCCACACCTGATGTGTTCTACCCAACTGACCAAACCACAGCAG
AGCAGACAACCGTTCCTGATTATACAACAATAGG
AGCTGATCGAGCCACTGGACTACGAAAATGTCATCGTGCAGAAGAAGACGCAGATCCTAAACGA
CTGCCTGCGGGAGATGCTCCTCTTCCCTTATGATGA
AAGAGGGGATCACTATTTATGTGATGTGGTGTGGGCTACAGAAGAAAGAATTTCACTACAGTGG
CTCAGGAGGATTCAGAACTATTCCGTGATGGCTATC
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NM_00116
6391.1
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44

NM_01017
5.5

NM_00798
6.2

NM_00798
7.2

ACTGGGTGCCGTTCAGATTTTCCTGCCGTGAATCATTTGGTAAGGCCAGATCAGAACCAGATCACT
GAAGATGAACTAAAAATGAATCTCCCTCTCGCGG
TCAGTTCCTCTTGAGCAGCATCGACCAGGCTGCTTTCTTTCTGTGTGTGGCCCCGGGTGTCAAAAG
TGTCACCAGCTGTCTGTGTTAGACAAGGTTGCCA
ATGTACTGGGCTGCTCCGAAGCACTGGATAATTCACTTGACTTCTTCAGACCTCAATTTCCAACCCT
GTGGGATGATCTTTCTTCTTCTGCCGGTGCGGG
GCCCTTTCAGGAACTCCCTTTGCTCAGGTGTCCCTCCAGGCTCTACGAGGCCTTCACTGTAGTGCA
GCTACACACAAGGATGAGCCGTGGTTGGTTCCTC
TGCTACAAACATCAAACACTTCAAATACTGCACTGCCATCAGCGGGGACCTTCACATCCTGCCAGT
GGCCTTTAAGGGGGATTCTTTCACGCGCACTCCT
CGGCAGCAGCGCCTTCAATCCTCAAGGGGAGCCGAGCGAACAACCCTATGAGCACCTGACCACA
GAGTCCTTTTCTGACATCGCTCTGAATAATGAGAAG
CAGCTCTGTCCCACCTTCTCACGGACGGCCTTCCGAAAACTTAGGCCATTTGAAGGGAGTTGACTG
TCACTCCAAGAAATGGGGGAGCAAAAAGAGGGCT
CCAGGATTACCAATCGGCCAAGCCGGCCTTGGACAGCAATCTTTTCCCCATGATTCCTGACTACAA
CCTGTACCACCATCCCAACGACATGGGCTCCATT
AGGTTGGGCACAAACAGACCATCACCCAGTGTGCTACAAGAGCTCAATGTGACAGTGGTGACTAA
CATGTGCCGCCGTCGTGTGAACGTATGCACTCTGG
AGGGTCTCATCTTTGCCTAAACTTACCAGTTGGGATACACTTGCTGGCCATCAAGTCTCAAGGATC
TACCTGGTTCTACCTTGGGATTACAAGCATGTAC
TGATGAGTGCACCCAAGATCCATTACAATGTGGACTGAATTCTGTCTGCACCAATGTACCAGGCTC
CTACATCTGTGGCTGCCTCCCTGACTTTCAAATG
ATTTTCCCGGAATGCTGTCACATCTGGAGCTGACTCTTCAGGCATCCAAGCAAAATGGCACGGAG
ACCCAGGAGGTGTTCCTGGTCCTCGTTTCGAACAA
CAAACCCAGTCCAAGCCTGCCCTTTGGATAGGAGAGTTTTCTAAAGTAGATAAATATGTGCTAAA
GCCAAAGAGTCCTTGCCAAGGAGCTTATGTGCTCG
ACTGAAAAGGTCGTTCAAGGTGCTGGATTGATTCATTTATGGGAAACGAGAAATGTTCAGAAAAA
GCAGGCTATGAAGAACGAGTGCCCGGTGCTATTAA
TGGGACCTTTCTGGAGAATCGAGTGAATGACTTTCTGAGGCGACAAAATCACCCTGAATCAGGAG
AGGTCACTGTTCGGGTTGTTCATGCTTCTGACAAA
TGAAATTTGTACTCGTAAATACAAGCAGCTGGACACCGGCATTACCGATCGTAAAATTAGACGAA
CGTCTTATAGGTGCAGGTCCAGTGTGGTACTCAGA
CTCAGCCCAGGAAGCTAACCTGTGAGAAAGTCCAAGGGTGTCCGGGTAGAGAATGAATGAGGAA
GTTCTCTGAACCCAGCGGGTGGTTAAAGAGAAATCG
AGATCACAGGTTACCTATACATTTCAGCATGGCCAGAGAGCTTCCAAGACCTCAGTGTCTTCCAGA
ACCTTCGGGTCATTCGGGGACGGATTCTCCATGA
GAAAGAGGATGTGAAACCATATCAGGTTAATGGAGCCAACCCTACCTACCCAGAATCCTGTTACA
CCTCGGATTACTTCATCAGCTACGGTATCGAGCAT
ATATGCACAGACCACCCAGGCATATGGGCAACAAAGCTATGGAACCTATGGACAGCCTACTGATG
TCAGCTATACTCAGGCTCAGACCACTGCCACCTAC
CCTCACTGGGAAACATTGCCAGAAAGAGAAATGCTTTGAGCCTCAGCTTCTCAAGTTCTTCCACGA
GAATGAGCTATGGTTTAGAACGGGGCCAGGAGGT
TTTCTTCTTGGCAAAGCCAGAGAAAGGTCTTTCATCTTGCACCTGCAGCCAAGGAACTGCCTGCCA
AATTTCACAGATTACCTTGTGAGAAGATGTGGCC
GCTGGCCATGTACTTCATCTGCTTTGCTCCTAGCAACCTTCTGCTCGTAGTGCATTATTTCCTAATCA
AAACCCAGAGGCAGAGCCACGTCTACGCCCTC
TTAAGTGGCAGTATTGAGTTACTACTGTTGCAGGGCTTTTGGGCCACCAAAGAAACTTATCCCTTT
GTACAGAGTCCCTTCAACCACGTTGGGGATTAAA
CTCTGGCGATATTCATACACAGCGACATACTACATCTACGACCTTCAGAATGGGGAATTTGTAAGA
GGATACGAGCTCCCTCGTCCAATTCAGTATCTAT
CCACTTGTATTTATATATCGAAAGTACCGGAAAAGAAAGTGCTGGAAAAGGAGACAGGATGACC
CTGAATCTAGAACCTCCAGTCGTGAAACCATACCAA
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NM_18303
12

XM_006526
695.1

CATTTAACAGGGAACCCCCACTCAAGGTCCATCCCTCTGGAATGGGAAGACACATATGGAACCGC
TCTGATCTCTGGAGTGAAGTATAAGAAAGGTGGCC
GAGAAATCTGTACTGACCTTGGACCCACCATGGATTAGAATATTTACAGGAGAGAAAGTGACCCT
TTCCTGCTATGGGAACAATCACCTTCAAATGAACT
CTATAGCCAGCCGTGAGAAAGCAGATGCTGTCTACACGGGCCTGAACACCCGGAGCCAGGAGAC
ATATGAGACTCTGAAGCATGAGAAACCACCCCAGTA
CCCAATCAAAATACACCATCACATCATAGCCCAGTCTAACAGACCGCCCTTTTTCTCTTCATAAAAT
TACACCTGCAACCAGGCGTAGTGGTGCAGGCCT
GAGACAGTTCCACACAATGGTTTATCAACGGAACAGCCGTTCAGATCTCCACGCCTAGTTATAGCA
TCCCAGAGGCCAGTTTTCAGGACAGTGGCGAATA
TTGGTTCCCAATGGTTGACTGTACTAATGACTCCCATAACTTACAGCTTCCCAACTCAAGACTCTTC
TGCTATCGATCCACACTGCCACTAAAATTAATC
TCTGACCTCCACCATCCACCATGGCAGGTGCACACAATAAATTAAAATGTCATGTATATTTTTAAAC
AAGAGACAGGGGCAGGCTAAGGGTTGATGGCAT
GGCGATCCAGGGTCTCCATCCATGTTTCCACCGTGGCATCAAATCACATTCTGCCTGCTGATAGGA
CTCTTGTTTGCAATAGACACAGTGCTGTATTTCT
GAAGCTCTGAATGGCAACAGCTCTGACATTGAGATTCATGAGAAGGAAGAAGAAGAGTTCAATG
AGAAGAGTGAAAATGACTCTGGCATCAATGAGGAGC
CGCCCTACAGGCCGTTGCTTCGCTGGACTTTTCTCTAGATGCTGTCTGCCATTACTCCAAAGTGACT
TCTATAAAATCAAACCTCTCCTCGCACAGGTGG
GGTCTAAGATGCAAACGCTTCTGGAGGACGTCAACACCGAGATACATTTTGTCACCTCATGTACCT
TCCAGCCCCTACCAGAATGTCTGCGATTCGTCCA
TCCAGACCCTACCGTGGACCAGGTTGATGATACTTCCATTGTTGTTCGGTGGAGTAGACCCCAGG
CACCTATCACAGGGTATAGAATTGTCTATTCACCT
AGCTGGTGCATTACAGAGAGGAGAAACACGTCTTCCCTCGAAGGTTCCCGTCGACCTAGGGAGG
ACCTTACCTGTTCGTGAAACACACCAGGCTGTGGGC
TAAGCCCGCTAGGGCCTTTCCCTGGTCCATCACCTGCACAAGGGAGGCTACAAACCTTCCAGCCTG
ACTTGAGGCTAAGAGCATCAGGAAGATGGGGTGT
TGCCTTCAGACGAGACTTGGAAGACAGTCACATCTCAGCAGCTCCTCTGCCGTTATCCAGCCTGCC
TCTGACAAGAACCCAATGCCCAACCCTAGGCCAG
GTGAGAGATTTATTCATTCCCTGCCTTATAGTCTTGAGAGAGCCCTGAGTGAGGATTCTGGTCAAA
CCAGTGATTCAAGCACCAGTTCTACTTCACCTCC
GATGCCTTTGTACACGTGGACGACTTCAGCTCTGCCCGTGAACTGGCTGTCTTCCTCGTCAGCATG
AATGAGAGTCGTTATCGTGGCTTCTTTGCTTGGC
TTCTTATCCGCGAGAGCGAAACCACCAAAGGTGCCTACTCACTTTCCATCCGTGATTGGGATGATA
TGAAAGGGGACCACGTCAAACATTATAAAATCCG
CATGCGTGAGGAGTCTCCAAGTGTGCGAAGAGTTCCTCCGACCCCTTCTACTTGCGTTTTTCGCAG
GAGCAGTATCATGAAGCCCGAAAGCGACAGATCT
TCAAGAACATGCCTCCACCTCGATCATGCACCATACTTTAAAATCTGAACAGACTAAAGCTCTCTAC
CCTGTTTCCACTCATCAAGGAAAAAACTTCGGG
TCGTTCAAGGATGAGGGTGAATTTTTCCAGAAAGAATTGGAGAGCCTACTAAGTGCAAAGCAGG
ATGAGATTTGTAAGAAGAACGCGGATGCTTCTGCAG
CAAAGCTCATCATGGTTAGTCCCCTTCACCTTCCTTCCCGGAGCTGCTGGAGGAGATGAACTCCCG
TTTCTAAGGTCAACCCAGAGTGGGAACCGCAGCA
ACTTCAAATGAAGACTCAGCCCACAGATGCCATTCCAGCTGCCCAGTCCACTCCCACCAGCTACAC
CAGTGAGGAGAGTACTTCCAGTAAGGACCTTTCC
CGACCAACTCTATTGTGTTTACCAAGCTGACACCCTTCATTCTGGGGGCCTTGATTGCCATGTATG
AGCACAAGATCTTTGTTCAGGGCATCATGTGGGA
CAGCCAGGGTATTAATGCCTCTGCATTACAGCCTGGTCTTCATCATTGGGCTGGTGGGAAACCTGC
TGGCCTTGGTTGTCATTGTTCAAAACAGAAAAAA
ATCAGAATGGGTGGTTCTGAAGAGTGCAGGAGCGCTGTCTTCTGAGCATCCCATGACACTGACAG
TGCAGCTTGAAGGGATGTCTCACAGCAGAAAGAGA
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ACCAACGGCATGCTAGACCAGCCTGATCATTTTTCTTTCAAGGACCTGGATAGCAGTGACCCTTCA
AATGACCTGGTGGCATTTTCTTTGGACAGCCCTG
CTGTGCTGGCGCTTTGATTGAAAAGAACTGGGTGTTGACTGCTGCCCACTGTAACGTGGGAAAGA
GATCTAAGTTCATTCTTGGGGCTCACTCAATCAAT
TTCTGCCACCATGCTGTGACAACCCAACTGACATCTTCCTATGGAAGTTTGCCCTCTCCACAAAAG
AAGTAGAATGTTTGCATTGGAGCTGGGCATGCTC
CATCCCATTCTCACGACTTCAGTCCGGTTCCGCATCGCATGACATCATGCTGATAAAGCTTCGCACT
GCTGCAGAACTAAACAAGAATGTCCAACTGCTT
CAGAACCTGAAGCTGGTGCTTGGCCTGCACAACCTCCATGATCTCCAAGATCCTGGCCTCACCTTC
TACATCCGGGAAGCCATTAAACACCCTGGCTACA
TCAGAAATAGCAAGTCAGTCGCAGACGGTGTTTATGAGACCAGCTTCTTCGTCAACCGTGACTATT
CCTTCCACAAGCTGTCTTATCTCACCTTCATCCC
AAGGCATTTCGTGTACCAGTTCATGGGCGAGTGCTACTTCACCAACGGGACGCAGCGCATACGAT
ATGTGACCAGATACATCTACAACCGGGAGGAGTAC
GTGACAGACGATGTGTTCAGGTCTCTCCTGTGACATCCAGAGCCCTCAGTTCTCTTTACACAACAT
TGTCTGATGTTCCCTGTGAGCTTGGGTTCAGTGT
AGCTGTCGATGGGCTGACCTTCCAGGCTTTCTCTTATTTAAACTTCACACCGGAACCCTTTGACCTT
TACTCCTGCACTGTGACACACGAGATTGACCGC
CTCTATTCAGGTCCCCTTCCTGAAATAAATATTAGTAGTTTGGGGGGGTATTTATAATGAAGTCTG
TCCCAGGTGGGGGAGCTGAGGTGAGCTGAAATGA
TTTGGGGTGCTGTCTAGATTGGCTGAAATAATTTCAAATATCCTCAACGAACAGGAGAGCCTTATT
CATCGCTTGCAAAACGGGCTTCAGGACTGTGCCA
ATCATGAAGGGTATTAAAAAACGCAATGTTGTAGAACGCCGACAAGGAGCCCTGTGAGATACCT
GGAGGCAATGCCTTCAGTTAAAGTTCAGTGAAGAAA
AAACATGTCCTGCTTGGCCCACATCCCTCCAGAGACACTGCTCTTCCAGGACCTGGCTCCTCCTGA
TTCTCCACCCTGGAGATCTGTGCTCCTGATGGCT
TCTTCCCTTCCACAGCCAACCTTGCTGGTTCAGCCAAACACTGAGGGACATCTGTAGCCTGTCAGC
TCCATGCTACCCTGACCTGCAACTCCTCACTTCC
GAGTCTCCTCTCCATACCTGTGTCTCCTCCTTTTCTCACCTGTACCACAGGGGGATCCAGGACTTCT
TCATCCCTTGTGGAACTTTAGGTTTCTATGGGC
TTTCTATGAGTTAGCATCTGATGCAGACTTGGGGTGAGACTCTAGTCTGATTGTTTTGGAGTCTGG
AGGAGGCCATGACCTTTTCTGGAGTTACAGTGTA
TACTACAACCAGAGCAAGGGCGGCATTCACACCTTCCAGAAGTTGTCTGGCTGTGATCTGGGGTC
AGATGGGCGCCTTCAAAGCGGGTACCTGCAGTTCG
TGAGCCCCTCACCCTGAGATGGGAACCTCCTCCTTCCACTGACTCTATCATGTCACACATTGCTGAT
CTGCTGTGGCCATCATTAAAGCTCTGGTGGTAT
ACCTGGCAGCACTGAAGACCCGAAGCAAGTTGGAGCAGGCTGGTCTTGCAGAGAAGCGCAGGG
CCTACCTGGAGGTCGATTGCTTGACGTGGCTCCGCAG
CCTACGATGGCCAGGATTACATCTCCCTGAACGAGGACCTGCGTTCCTGGACCGCGAATGACATA
GCCTCACAGATCTCTAAGCACAAGTCAGAGGCAGT
GGGCAAGGAGTTGGCCAGTTTTCAAAGGTAATTAGGAATATATGGCAAGTACAGCCAGTGATTT
GGATGGAGCTGGCAAAGTAAGACACAATTTAATGTG
AAGAGAGACACCAACTTCCCCATCTGCATCTTCTGCTGTAAATGCTGTAACAATTCCCAGTGTGGT
ATCTGTTGCAAAACATAGCCTAGAGCCACATCCT
TGGAAAATGCTTATGTGTTTGAGGTTGGTAAGAATGCCTATCTGCCCTGCAGTTACACTCTATCTA
CACCTGGGGCACTTGTGCCTATGTGCTGGGGCAA
CTACACACTGAATTTGGTCGCTACTCCTCTTTTCGTGAAGCCCGGGATTCCATTTTCCATCAAGGCA
CAGGTTAAAGATTCACTCGAGCAGGCGGTAGGA
GAGGACTTCACAATCTCTTTCTGACTCTAGTCATCTGCAATCCGCCACTCTCAGGGCCTCCAAGTTG
GTATGTCTCATTTGCCTGGAATGACTGAATTCA
CATCGGCAGGTTCCTGCTCCGGATGTGGGACTCTGTCTCTGCCACTCCTGGCAGGCCTAGTGGCT
GCAGATGCGGTCATGTCACTCCTAATTGTAGGGGT
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CCACAACTCATAGAAGGAATTGGTGGCCGTGTTTCACAGATAGAGTGCGCAAGTTATCACACCAT
TGCATATGTCTACACCACTGGTCAGGTGGTATCTT
ACCATGATATGTTTACTAAAGGACAAGTCACCACAGGACAGTACAGGATGCTTGCCAAAAGAGGT
GGATATGTCTGGGTTGAAACTCAAGCAACTGTCAT
GTGGGACTATTAGGATCAAGCAATCTGAACGTCTGTCCTTGAAGGACTGATAGAAAAGTACCTTC
TAATCCTTACACGAGGACTCTCCTTTAACCGCCAT
CAAATGTTCAGCTTCCCTTGTCTGTGTGTATCTGGGGCTCCTGAGGTATCATCTGGAGCGTCAGTG
ACACCTTCGGAGCCTTGTTGGTCATGAACTTAAG
CAGGTCCCTGTTTGATGGCAGTTATGAAAAATTACCTCCTCCCGATCCTGGTGCTCTTCCTGGCCTA
CTACTACTATTCTACAAATGAAGAGTTCAGACC
CTGTCTACCTCCCGTGGTGATTCCATAAATCCACCACACCCCAGAGGGAGCAGCATCCCTGGGAG
ATGGCATCGGTGCATGGTCCACAGTGTATGGTTTG
CACATGGGTCGAGGGTTTCTCTACTGGTCAGGATGCTTTTCTCATAAGGGTCGACTTTTTTCACCA
GTCACATAAACACTATGTGGACTGGCAGTGGTTC
GAAGTGGAAACAGTTCTTAGTCTCAAACGTCTCCAAAGACACGGTCTTCTTTTGCCATTTCACGTG
TTCGGGAAAGCAGCACTCGGAGAGTCTCAACATC
GGATTCTTGGTGGTGAGCCTGAGAAGAGGTGGCCGAGTGATTTATCATGAAAGCCTGGAGCGCT
TCACCGGTTCAGATTTGGCTAATGTCACTTTGACCT
TTCACAATGGAGGTGTACAGATTTCTTGTAAATACCCTGAGACTGTCCAGCAGTTAAAAATGCGAT
TGTTCAGAGAGAGAGAAGTCCTCTGCGAACTCAC
CCCCACAGACGCCATTTCAACTTGAGTGGTCTGTATGTCTATTGGCAAATCGAAAACCCAGAAGTT
TCGGTGACTTACTACCTGCCTTACAAGTCTCCAG
ACATGGACATTCTGTTCTCATTTCCTGGTGGGGACTGCGACAAGGGCTTCTTCCTCGTCTCTCTATT
GGTGGAAATCGCAGCTTCTCCTGCAATCAAAGC
GGTTCCTGTTTGGAAACTTAACTGGTCCTCATGGCGTTTTCGGGCACAGGGACACTGGTGGCTTCC
ATTGTCTCCAAGATGACATCTTCAGCAGCCATGG
GTCTCTCCCTATGTGAGTGGTGAGATCCAGAAAGCCGAGATCAAATTCCAGCAAGCCCCTCATTCA
GTGCTGGTGACAAATATTCCTGATGTCATGGATG
CTGACAGATACCAGTTCGATTCCATGAAACCAATCACATCAAACCATCCGAACTATACCCATGACC
CACTGCTGAAGGACAGAATTCACTGTGTGGTTTT
ACTGGTAACCTGGCTCCTTTCTAAAGCACTGCCTTTTGGGAAACCCTCAGCTGTAGTTCACTGGGG
TGTTTGGGGACCATTTTCCTAGCCCTGACATGTA
GCTGCTAAAGACGGAAATCGCAAAGATCGCGTCTGTGCAGAACATTTGAGGAAGTACAACGAAG
CCCTACAAATCAACGACACGATCCGAATGATTGATG
AACAGGGCCTTGCAGGCATCACCTTCCTCTGGCTACTTACATTATCAAAAAGGGCTCTGCTACAAG
CAACAAATCTCCCAACTGAGGACATCCCGAAACA
ACAACGAGTAAGGAGTCACTGGAGAGCAATCTGCGACAGCTAAAATGCCATTTCACCTGGAACCT
GATAGCAGAAGATGAGTCCTTGGATGAGTTTGAGG
AATTGTGGTGGATTCTTGGCAGTTGCAGGGATAAAGGAGTGGCTGAATGGTTTTGGGGTTTGGG
AGGCAACGCACTTTGGGGCACAGGCAGGCTTTTCCT
CCTCCACCGCCAAGTGCCTGAACATCAGCTCCCTGTTCTTCACCATCCTCACGGCCATCGTCGTCAT
CGTTGTCTGTGCCATTAGATGATGTGAGATGTC
GCTTCCTCCAAGCTATGAGACAATCAAAGAGGAGTACGGGGTGACTGAGCTGGGGGAACCCAGC
AACTCAGCTGTTGTGAGGACCACCGTGATCAACATG
CTGGCGGTGCTGAGCTACTGGCCAACCTGCTCTCTAGGATGTGACCTTCCTCAGACTCATAACCTC
AGGAACAAGAGAGCCTTGACACTCCTGGTACAAA
TAACCTCAGGAACAAGAGGGCCTTGAAGGTCCTGGCACAGATGAGGAGGCTCCCCTTTCTCTCCT
GCCTGAAGGACAGGCAGGACTTTGGATTCCCCCTG
CAGAAGGCTCAAGCCATCCTTGTGCTAAGAGATCTTACCCAGCAGATTTTGAACCTCTTCACATCA
AAAGACTTGTCTGCTACTTGGAATGCAACTCTAC
TGGGAAAACACTTCCAATACTAAGATAAGCATGGAGAAGGATGGCCCAGAGTTCACCCTCAAGA
ACCTGCAGCCGCTGACTGTGTACTGTGTCCAGGCCA
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Ifnbl
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1112b
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NM_01051
1.2
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3.2
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NM_00119
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NM_01054
6.2

NM_01977
7.3
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0.2
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NM_01054
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NM_00834
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NM_00835
0.2
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3.2

NM_00835
4.3

NM_00835
5.2

NM_13399
0.4

NM_00835
6.3

NM_00835
72

NM_00835
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TCCTCTTGAGCCGCCAGAATTTGAGATCGTTGGCTTTACAGACCACATAAACGTGACGATGGAATT
TCCACCTGTCACTTCCAAAATAATCCAGGAAAAG
GATGAACTCCACCAGCAGACAGTGTTTCTGAAGACAGTACTAGAGGAAAAGCAAGAGGAAAGAT
TGACGTGGGAGATGTCCTCAACTGCTCTCCACTTGA
CTAGCTCTGAGACAATGAACGCTACACACTGCATCTTGGCTTTGCAGCTCTTCCTCATGGCTGTTTC
TGGCTGTTACTGCCACGGCACAGTCATTGAAAG
AAGCATAATGTTACCTAAGTCCTTGCTCTCTGTGGTAAAAAGTGCCACGTTAGAGACAAAACCTGA
ATCGAAGTATTCACTTGTCACACCGCACCAGCCA
GCCACCAGGCTCCCAGTGGAAGCAAAGGATTGCCACATTGCTCAGTTCAAGTCTCTGTCCCCAAA
AGAGCTGCAGGCCTTCAAAAAGGCCAAGGATGCCA
CGTATGAGAACTTCATGCATCTGATCATTGCTCTGCCGGTTGCCATCCTGCTGATCGTTGGGGGGC
TGGTTATCATGCTGTATGTCTTCCATAGAAAGAG
TGCATCTGCTTGCCAGATGAAATATGAAAATCATGAGGGCTCCTTGGCAGAGACTGTATCCATCA
GTAACTTGGGAGTTGCAAAGATAGGCCCTGTGGTG
GTGGAGAAGAGTGTGTCACCTGCTGAGTGTTCTTAGACCACAATCCTCCCTGAAGCCTCAGGGGC
CTGGATCTGAAGTGCCAGAAAAAGTTGTTTTTITGT
CTTACCCTGCTGAGTGACATCGCATCGGCTCTTAGATACCTTCACGAAAACAGAATCATCCATCGA
GACCTGAAGCCAGAAAACATCGTTCTGCAGCAAG
TGGGAGCCTGCTGAGCGTGCTGGAAGACCCTGAGAACACGTTCGGGCTTTCTGAAGAGGAGTTC
CTAGTGGTGCTGCGCTGTGTGGTGGCTGGCATGAAC
TGCCAACAGATGGCTGAGGACAAGGCCTCTGTGAAAGCTCAGGTGACATCATTGCTCGGAGAACT
CCAGGAGAGCCAGAGCCGTTTGGAGGCTGCCACCA
GATTCCAGTGCCCTCAAGTTGTGTTTTAAGTAGCTATCAGAGGCAAGAGGGTTCCTAAGAGCAGG
TTGACCTGTTGGCGACAGATGGCAATCACCATTTC
AATTATGGAACTGTGATCTAAAAACGGTTTGACAGTGGAGCACCAGAGAGGATGTCCACCACTCA
CTTGCCCTTCGGTACGACTAAGCTCTGAGTTTGCG
GGGCCCTTTGCTATGGTGTCCTTTCAATTGCTCTCATCCCTGAGTTCAGAGCTCCTAAGAGAGTTGT
GAAGAAACTCATGGGTCTTGGGAAGAGAAACCA
TGTTGTCGCGTTTGCTCCCATTCCTCGTCACGATCTCCAGCCTGAGCCTAGAATTCATTGCATACGG
GACAGAACTGCCAAGCCCTTCCTATGTGTGGTT
GCGCTGGGACATTGGGATCTTTGCAGCTTCCTGGTGTGCTGACAAGGCTTCGAGTAGACTTGATG
TCCTACCTCCGGCATGTACAATGGCTGCGCCGTGC
GGGTCCCACAACTCAGTGGAGCGGGAGACAGTTCTTAGCCTGTAGGAGGAAGTCTTGGAGGCCA
TGGGCACTCAGTCACTGTGATTATCAAGATGAGCAG
TCATGAAGACATCACACGGGACCAAACCAGCACATTGAAGACCTGTTTACCACTGGAACTACACA
AGAACGAGAGTTGCCTGGCTACTAGAGAGACTTCT
TCGTAGAGAAGACATCTACCGAAGTCCAATGCAAAGGCGGGAATGTCTGCGTGCAAGCTCAGGA
TCGCTATTACAATTCCTCGTGCAGCAAGTGGGCATG
TGAACCTCTCCGGGGCCACCTATGACCTGAATGTGCTCGCCAAAACTCGTTTCGGTCGCAGCACCA
TCCAGAAGTGGCACCTTCCTGCCCAAGAGCTCAC
CTTCTGCACCCACTCACATTAACATAGTGGACCTATGTGGCACTGGGTTGCTGGCTCCTCACCAGG
TCTCTGCAAAGTCGGAGAACATGGACAACATTCT
AGCTACACAAAGCAACTGTTTCGCCACGGCCCCTTCTAATGAGGAGAGACCATCCCTGGGCATCTC
AGCTGTGGACTCATTTTCCTTTCTCACATCAGAC
CTCAAACCGACCGACATAATATTTTAGAGGTTGAAGAGGACAAATGCCAGAATTCCGAATCTGAT
AGAAACATGGAGGGTACAAGTTGTTTCCAACTCCC
GACCCATTCCACCAAGGTGTTACACTTATGAAATTGTGATCCGAGAAGACGATATTTCCTGGGAGT
CTGCCACAGACAAAAACGATATGAAGTTGAAGAG
CTTGCAAACAGCACTCTGTCTTCTAACAAGAATGTAGCAGAATCTGGCTGCAAGGAATGTGAGGA
GCTGGAGGAGAAAACCTTCACAGAGTTTTTGCAAA
CTTTCCTGGCCTGGTACATCAAATCAAGGCAGCCTTCTCAGCCGTGCCGTGTTGAGGTGGAAACC
ATGGAAACAGTACCAATGACTGTGAGGGCCAGCAG
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NM_01055
13

NM 01055
2.3

NM_01950
8.1

NM_14585
6.2

NM 00835
9.1

NM_01958
3.3

NM_00836
0.1

NM_00116
1842.1

NM_ 01055
3.2

NM_00100
9940.1

NM_ 01055
44

NM_00836
13

NM_00112
3382.1
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5.4

NM_00836
4.2
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8.1
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NM_13319
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NM_02178
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NM_02188
71

NM_01697
11

NM_17825
71

NM_17825
8.5

NM_03125
2.1

TGCGAGACAAAGCTGTTGGATGAAAAGGCCAGTAAGCTTTACTCCATCAGCAGCCAGCTATCATC
TGCTGTCATGAAATCCCTGCTGTGCCTTCCATCTT
ACCTCAAAGTCTTTAACTCCCTTGGCGCAAAAGTGAGCTCCAGAAGGCCCTCAGACTACCTCAACC
GTTCCACGTCACCCTGGACTCTCCACCGCAATGA
CCATGGGGCTACAGCATCAACCACGACCCCAGCCGCATCCCTGCGGACTTGCCCGAGGCGCGGTG
CCTATGTTTGGGTTGCGTGAATCCCTTCACCATGC
TGTGAAGCCCGATCTCCAAGTCTTTATGCTTTCTAGGACTCTCAGTAAGGTGTGCATGGCATTCTT
GCAGCTCTGCAGTAGATATAGCTTGAACTTTCTG
CCCAAAAACCTGACCCCGTCTTCCCCAAAAAACATCTATATCAATCTTAGTGTTTCCTCTACCCAGC
ACGGAGAATTAGTCCCTGTGTTGCATGTTGAGT
GCCAGGGAGAACTCTCAGGATCTGTTCCCTCTTGCCTTTAACCTCTTTTGTAGTGATTTCAGCAGCC
AGACGCATCTGCACAAATACCTGGTGGTCTATC
ACTTTGGCCGACTTCACTGTACAACCGCAGTAATACGGAATATAAATGACCAAGTTCTCTTCGTTG
ACAAAAGACAGCCTGTGTTCGAGGATATGACTGA
AGATGGTTCAAAGGCAGTGCTTCACATGAGTATAGAGAGCTGAACAACAGAAGCTCGCCCAGAG
TCACTTTTCATGATCACACCTTGGAATTCTGGCCAG
CTTGAAGTCGGTCCACGCCAGTTCCAGGTTCTGGACCCAAATTCGTTACCACATGCCTGTGAAGAA
CTCCAACAGGTTTATGTTCAACGGGCTCAGAATT
TCTAGGAGAACTGAACATACTTTTAGCCTGGATTGACAGGAATCATCTGGAAACTCCTGCAGCCT
GACACGAAACGCCTCGTCTGATTATCTAAATAACG
ACCTCTGAAACGTCAAAGATGTCCAACTTCACCTTCAAGGAGAGCCGGGTGACAGTATCAGCAAC
GTCAAGCAACGGGAAGATTCTGAAGAAGAGACGGC
GTTGATTCAAGGGGACATTAGGCAGCACTCTCTAGAACAGAACCTAGCTGTCAACGTGTGGGGG
ATGAATTGGTCATAGCCCGCACTGAGGTCTTTCATT
CTTCTTCGGAGTAAAAGATAAACTGTTGGTGAGGAATGTGGCTGAAGAGCACAGAGGGGACTAT
ATATGCCGTATGTCCTATACGTTCCGGGGGAAGCAA
AGAAACGCATCCCACTGTGAGCAAATGTCTGTGGAACTCAAGGTCTTTAAGAATACTGAAGCATC
TCTGCCTCATGTCTCCTACTTGCAAATCTCAGCTC
ACAGTCAAACTGCAGCTGTTCCTCGTGACTGATTAAGCGACATACTGCCTTCCTGCTACTAAACCC
CATTCGCTCTCATCTCAGGTAATGGAGATCATAT
TGGATGGCTGCATTGATTGGTCGGTGGATCTCAAGACATACATGGCTTTGGCAGGTGAACCTGTC
CGAGTGAAATGTGCCCTTTTCTACAGTTATATCCG
ATAGGAAAACCAGCAAGTATTGCCTGTTCAGCTTGCTTTGGCAAAGGCTCTCACTTCTTGGCTGAT
GTCCTGTGGCAGATTAACAAAACAGTAGTTGGAA
AGGAAGTTGAGTATGGAAGAAGGATCCCTAACATCACGTATCCAAAGAACAACTCCATTGAAGTT
CCACTTGGCTCCACCCTCATCGTGAACTGCAATAT
CAACCAGCTCATTGCTGGGTACTTACAAGGACCAAATATCAAACTAGAAGAAAAGATAGACATGG
TGCCTATTGACCTTCATAGTGTGTTCTTGGGCATC
TCTTCAGTGCCTAGAAGATGAACTTGGACCTCTGCGGCATGTTCTGGATTTGACTCAAAGCAAAA
GCTTTCAATTGGAAGATGCTGAGAATTTCATCAGC
ATGGCCTGGGGGATGGTTTTGATCTAAGGAAAAAGGTGTCTGTACCTCACAGTGCCTTTAAAACA
AGCAGAGATCCCGTGTACCGCCCTAAGATAGCACA
TATGGTACACGTGCCATATGCGCTTGTCTCAATTCCTGTCCGATGAAGTTTTCATTGTCAATGTGAC
GGACCAGTCTGGCAACAACTCCCAAGAGTGTGG
AGAAGAATGTCAGAAGGCTGAAGGAGACAGTGAAAAAGCTTGGAGAGAGTGGAGAGATCAAG
GCGATTGGGGAACTGGACCTGCTGTTTATGTCTCTGAG
ACTCCTTCTCGGGCGCCGTGCTCTTTTCCATGGGTTTCCTCGTCGGCTTGCTCTGTTATCTGGGCTA
CAAATACATCACCAAGCCACCTGTACCTCCTAA
TAAGCATTGCCTTCTAGGTCTCCTCATCATACTCTTGAGCAGTGCAACAGAAATACAACCAGCTCG
TGTATCTCTGACGCCCCAGAAGGTCCGATTTCAG
CAAGGACAACAGCCAGTTCTGCTTGCAAAGGATCCGCCAAGGTCTGGCTTTTTATAAGCACCTGCT
TGACTCTGACATCTTCAAAGGGGAGCCTGCTCTA
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6.1

NM_00836
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NM 00836
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3.3
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NM_02867
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NM_02992
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AAGTATTTGGTATGGGTCCAAGCTGTCAATTCCCTAGGCATGGAGAACTCACAACAACTACACGTC
CATCTGGATGATATAGTGATACCTTCTGCGTCCA
CATAGTCATCATGTCACAACTACAGCCCAGTAAGGACAATTCCATGCTTCCCATTAGTGAGAGTGC
ACACCAGCGGTTTTTGCTGTTCCGCAGAGCATTC
TTGGGGAGAAACTCTGACTTTTGCACTTTTTGGAAGCACTTTTGGGAAGGAGCAGGTTCCGCTTGT
GCTGCTAGAGGATGCTGTTGTGGCATTTCTACTC
GCCATGAGGCTGGATCTCCGGGACCTGCACAGGCACCTCCGCTTTCAGGTGCTGGCTGCAGGATT
CAAATGTTCAAAGGAGGAGGAGGACAAGGAGGAAG
AAGGAATTGGTCTATATGCGTTGCTTAGGAAACTCCTGGAGCAGCAACTGCCAGTGCACCAGCAA
CTCCCATGACAAATCGAGAAAGCAAGTTACAGCTC
TTATTTTATGTGTTCTTGGGCGATGCTGGTCTATGTAAGGGGTGGGGGCGCGGGGTTGATTGAAG
TGAGGGCTCCTTCTATGTTGCTTTGGGGACCTTGT
ATCCAATGCTCACTGCCTTCCCTTGGGGCTAAGTTTCGATTTCCTGTCCCATGTAACTGCTTTTCTGT
TCCATATGCCCTACTTGAGAGTGTCCCTTGCC
TGCAGCTCTATTGTCAAGGAGATTATAGGGAAGCTCCCAGAACCTGAACTCAAAACTGATGATGA
AGGACCCTCTCTGAGGAATAAGAGCTTTCGGAGAG
TGGTGAGTCTCAATGCCACTGAGTCTGTGATGGATGTACTTCTCGAGGGCCACCCGTCCTGGAAG
TATCTACAGGAGGTTCAGACATTGCTGGAGAACGT
GGGTGACGTGCACTACCGGATGTTCTGGCGTGATGTGCGGCTCGGTCCTGCCCACAACCGCGAGT
GTCCACACTACCACAGCCTTGATGTCAACACCGCT
TGCTTGAAGAAGAACTCTAGTGTTCTCATGGAGCTGCAGAGACTCTTTCGGGCTTTTCGATGCCTG
GATTCATCGATAAGCTGCACCATGAATGAGTCCA
CCCACAGCAGTGCTGACGTTCCTAAGTCCTGGGCTTTCCTAGCTGATGTTGTCCTACCTACTCAGTC
CCATTTTGTCCACCGAATAGACCTGTCACTCAA
CAATGAGACGATGAGGCTTCCTGTCCCTACTCATAAAAATCACCAGCTATGCATTGGAGAAATCTT
TCAGGGGCTAGACATACTGAAGAATCAAACTGTC
ACATGTCCCTGTGTTCCATAGGCCTGTTCAAGGAAATGTCTAAGCCAAAGTAAGTTTAAGTCACCG
TGCCTGGGGTGAAAAAGATGGTTCAGATGACGAA
CTCTCTGCAAGAGACTTCCATCCAGTTGCCTTCTTGGGACTGATGCTGGTGACAACCACGGCCTTC
CCTACTTCACAAGTCCGGAGAGGAGACTTCACAG
CACCTCACTGCCACCTTGGCCTTCCTTGCTTTACGTTTGACTGAGTGGCCTCAGATGCTTTCCCCTG
GGGCTTTGAGGAATCCAGTGATGTTAGTGGTCA
AGAAGCAAACAACAAGAAGCCTTGTCCAGATGACCTGAAGTCCGTGGACCTGTTCAAGAAGGAG
AAAGTGAGTACAGAAGGGCACAGCAGTGGCATCGGG
AAACATTCATTGGTGAACCACTGGGGGAGTGGAACTGTCCTGTTTTAGACTGGAGATACTGGAGG
GCTCACGGTGATGGATAATGCTCTTGAAAACAAGA
GTTTCCTGGACTGCCAGATTCATGAGGTGAAAGGCGTTGAAGCCAGGGACGAGGTGGAAAGTTT
TCTGCCCAATGATCTTCCTGCACAGCCAGAGGAGTT
TCTGTTTTGCTCTTCAGTTCTGTGCTGGGCCAGAGATGCAGCACCACATGGGGCATCAGAGACAC
CAATTACCTTATTGAAAATCTGAAGGATGATCCAC
GAGGTTGAGGTGGACGGACAGAAGTTTCAAGGTGCTGGTTCAAACAAAAAGGTGGCAAAGGCTT
ATGCTGCACTTGCCGCATTAGAAAAACTTTTCCCTG
GCCGTCCTGGTGCGACCGAGTCCTCTGGAAGTCTTACCCGCTGGTGCATGTGGTCTGTCAGTCCTA
TGGCAGTACCAGTGACATCATGACGAGTGACCAC
AGGTGGAACAGCTATCAAGGTTTCGTCACCCAAATATCGTAGACTTTGCTGGCTACTGTGCAGAG
AGTGGCTTATACTGCCTTGTTTATGGCTTCTTGCC
AGAAAGGCTTTTGGGTTTGCCCGGAGACAGGCTTTTCTGGAGTGAAGCAGATGTCGTCCAAGCAA
CTGAGGACTTTGACCAAAGCCACCGAATCAGCGAG
AGCCCACCATCATTACCACCGGCACTTAATGCTAGTCTTTCTGCTAGGGATACTGACAGTCTATTTG
CTTCCCATGGTCATAGGGAAGTTGCTCAAATGC
TTGATCCTCAAGAAGGGTGGAAGAAATTAGCAGTAGCTATCAAAAAGCCGTCCGGCGACGACAG
ATACAATCAGTTCCATATAAGGAGATTCGAAGCCTT
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TGTTCCGGAGCTGGGCCATTCACACAGGCCGATACAAAGCAGGAGAAAAAGAGCCAGATCCCAA
GACATGGAAGGCAAACTTCCGTTGTGCCATGAACTC
GCCATGAATTCCCTGCCCGACATTGAGGAAGTGAAGGACAGAAGCATAAAGAAAGGAAACAACG
CCTTCAGAGTCTACCGGATGCTGCCCTTATCCGAAC
GAAAGAAGTGTTGCGGTTAGCTGCTGACAATAGCAAGGACCCTTATGACCCTCATAAAGTGTATG
AGTTTGTGACTCCAGGGGCGCGGGACTTCGTACAT
AAGGGACTTGGTTCTTAGGTCCAGTCTAGGCTATCATGTCCTGATCCTGCACTCTCTCTGAGTAGA
CCCTACATCCTGTTTGCTCCCTCTTCTTGCCCTT
CCTTTAGTACCACGGAGTCCAATTACCCCAGGGTAGCCAACTTTTAAGGTTGCCCCAATTCTTCTA
GCAAAACCTGCCAAGGAGTGTTGTGGGGGCTTTC
CGCTGTGCACTCCACAGCACAGGGCGTTTTATCTTGCGCCAAGACAATTCAGGGGATCCAGTTGA
TCCGCATAAGGTGTACGAACTTAGCCGGGAGCTTG
GCAGGGAGAGTCATCATCTGCTTTTGTCTGAGAGAAGGAGAGCTTCTCCGTTTGTTCAACTTTGTA
ACAAGCTGGGTTACATGCTCCACGCAGCTAGAGA
TCCAGAGACTCCTTCATAGACACGCCCAAAGGTCTCTTTGCATAGTGATTCTAGATCCTGCCAACC
TGCCAACCAATATTAACTACACAGGCACTCAGGG
GGTCTTTCTGACGCAGACTGTAGACACGCTTAAGAAGAAGGTGTCCAGCGGAACAAGTCACGAA
GACCAGTTCTGGCTGAGCTTCGAGGGAAGGCCCATG
AAGCTGGTGGTGGGCCATGACCTGAAGCACGACTTCAATGCCCTGAAGGAGGATATGAGCAAGT
ACACCATCTATGACACGTCCACAGACAGGCTGCTGT
GACAAAGAGCCAACAGAGACGATGGGAGATTTGTCAGTTTGTCTTGATGGGCTGCAAGTAGAAG
CTGAGGTTGTTACTAACGGTGAAACGTCATGCTCCG
ATTGAAGTCTAAAGAAGACTCAGTTTACGAGGCTGATCTGCAGTACCGTGTCACCCTTGATTCGCT
GAGGCAGATATCACGGAGCTTTTTTTCTGGAACT
ATTTACAATGGTCACCAGGGTACCATTCGCACCAAGTACTCCCAGAAAATCCTTGGGTCCAATGGA
GCCTTTAGGAGACATCTCCAGTTCTTTGGAAGGT
CCCGTTGCTCTTCGACCTCAGGGATGAGACACGAAACCTAGGCTTCCAAATTTTCCAAACCTTCAA
GACCGGGCAAGGACTTGGGGCGTCGGTCGTCAGC
AATTTGTTGAGACCACTGGTCACTTGGACAGTCCCTTACTTCAACAGGGTGGAGCTTTGATCTTCA
GGCTACTGGCCTTAGTCATCTGACAAGACTTAGA
CAGGCACCAGTCTCTGGGGTGGCCTTCGGTTCACTGTTCCTCATCTTCAAGACACAAAGAAAACCA
TCCAGTTTGACTTTCAGATCCTCAGCAAGAACCT
CAGTGGGGCTGTAGTTTTGCTAAAAAGAGACATGAAGTCCGCGCATCTGCTCCCTGAGTATATAT
TTGACGGAGAAGGCCTGGCTTCCTCGTTTGGCTAT
CCAGACTGAGTTTGATCTTCAAGAGAGCCGGGACATTAACGCCTCCCTTGCCAAAGTTCAGAGCA
TCGTTCAAGTGAAGGAAGTCACTAAGACCGCCTCA
TAACCCGCTACATCATCGGGATTGGCAAGCATTTTGTGAGCGTACAAAAGCAAAAGACGCTCCAC
ATATTTGCCTCAGAACCTGTAGAGGAATTTGTGAA
ATCTGGACACTGAACATCCCATGACCTTCCAAGAGAATGCAAAAGGCTTTGGACAGAGTGTGGTC
CAGCTTGGCGGAACCAGTGTGGTTGTTGCAGCCCC
GGGCCTGTCCCTTGCTGCTGCCACCAACCCTTCCTGGCTGTTGGCTTGTGGTCCTACTGTGCACCA
CACATGCAGAGAGAATATATACTTGACAGGGCTC
CTGTGATAGGTCTAATGGCTTAATTTGTGGAGGCAATGGCGTGTGCAGGTGTCGTGTTTGTGAAT
GCTATCCCAATTACACTGGCAGTGCATGTGACTGT
GCTCGGTTTCTTTCCGCCATTATATCAAGTCTGCCAGGGTTTCCAGGGACTTGTCTTCCGACCTGCA
CAATCTTGCCGCAGAGCCCTAAGAATTGTCCCG
TGGGAATGTATCTCTCTGTGTGTACTTATGTGTGTGACGAGTGTGGGGAAATGTGTAATTTAAAA
CTTGTGATGTGTCTCACAGGCAGAGCTCCACAGCC
TGCCACCCTTGGTCGCCGTCTGGTAAACATCACCATTATCAAGGAACAAGCTAGTGGGGTAGTGT
CCTTCGAGCAGCCTGAATACTCGGTGAGTCGTGGA
GCGCTGGGTGCTGACCCTTAAAGAAGAAACGAGGAATAACAACAGCCTGGTATCCAAGTATCACC
CTAATTTCTGGATGGATGGGCGGTGGAGGTGCTGC
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CATAGCAAAGGACTGTGCCGCTGGCATATTGATCTCAGATAAAAACTTGTGGACTTGGCTGACAC
TCTCCCTTGCCCTGAAATCTCAATGTCTATTCAGT
GATCCAAGACTATCACATTTTAACCCGGAAGCGAATCAGGTACAGATTTCGCAGATTCATTCAGCA
ATTCAGTCAATGTAAAGCCACTGCCAGGAACCTA
TTCTCTTTTGGGGACTACTTGGCTGAGGATTTATGTGTGCGAGCTGCCAAGGCCTGTGGCATCCTG
CCTGTTTATCATTCGCTTTTCGCTCTGGCCACTG
GCAGTGAATCTCAAATCCAGCAACCGAAACCCAGTGGTACATGAATTTGAAAGTGTGGAATTGTC
TTGCATCATTACGGACTCACAGACAAGTGACCCTA
CGCGACCAGAACGATGGACTTTTCGTTAACATTGACCAAGAACTGCATGGACCTAACATTCGATCT
CATTCAGTATTAAAGGGGGGTGGGAGGGGTTACA
TTAAATTGTACAGCGAGAACAGAGCTCAATGTGGGGCTTGATTTCACCTGGCACTCTCCACCTTCA
AAGTCTCATCATAAGAAGATTGTAAACCGGGATG
CAGTTTCCCTGCATGTCGCTCACTGTCTAGAATTTACTCAAAGCCGCCACAGAGGCTTAGCGGAGT
GAAGTGCCGAAGGACCTCTTTATTTGGAGTCCTC
ACAAAGTCCTCACTTCTCTCTGTGTTAAATCCTTCATTGCTGAAACAGCTTCTTTCCCAGGAATTCTC
ATCACAAACACATGTACAAAACTCATAGAAGA
ATCAATCATTCATCTGTATTTGTGGGAAGAGATTGGACAAATTCCCTCATTGACTCTCTGACAAGT
GTTAAAGGTAAAAAAATGAATTTTTCTGACTCTC
CCCATAACTGCAGGATCTATTATCTTCACCAGAATCTCTTCAGGGTAGAGACACAGGCACCATTTT
AACAGAGAACACACTCTACATACACCCATGATGA
CCGTCAAGAGTACCAGGTCATGAAAAATGACAGCTCCTTAATGGAAGAAATGTTAAGAAATAAGT
CTTCAGAGTGTAAGGCCCTCAATGATAGCCTGCAC
CCCTGGAAGCTCATTGTGATAGCTTGTGGAATCCTCTGTTTTCTTCTCCTGGTAACTGTTGTATTGT
TGGCAATAAAAATCAACAAAAAACATGAACTGC
AGGCATCCATCCTTTCTACAGGCATCACTTCAGGGTGGAGACACAGAACATACCTCTACTTATCCC
ATAAGATGAGTGAGCAGGAGGTCACTTTCCCAAC
ATGAAGATGAACTGTCTTTTATCTCCATTGAGTGCCAAGTAAACACCTCTTTTTTAGGATTTGCTTT
TTGGAACCTGGAAGTGAGGCTGCCTGAGATGAG
GAGGGGCAGAAAATCATGAGGTTGAGTATCACCCGGTGGAAATTTAGTTCCGACTTTCAATTTTG
AAACTCGTAGGAGATCTAAACCAGAAAACGCCAAC
GAAGACACTTTCTCAGCTGTGAGATTCCATAAGTCTTCAGGGTTGCAGAACGAGATGAGGCTCAA
GGAGACACGGAAGCCTGAAAAAGCTCGCCTCAGAG
GTGAGCCATGAGGAGATTCAAGGGCCCGGAGAAGCTGGCTACAGAAAGTGTTCAGTACCCTGGC
AGCTCACTGTGAGATCGCTTGGAATCTTCTGTTTCC
ACTTTCCACCAAAGTTAAAGAACATAGACTGCTGTGAATAGAGACAAAGCTGCAAGAGCATTGGG
ACTGTTCTCTGGTATCTAACTTGCAGAACAGAGGC
GTCCCCTGGAAGCTCATTGTGATAGCTTGTGGAATCCTCTGTTTCCTTCTCCTGGTAACTGTTGCAT
TGTTGGCAATAACGATTTTTCAGCATAGTCAAC
AGACCTTGGGCTGACGGTCTGGTTGACTGTAATTTGAAAGGAGCCACTTTGCTGCTCATTCAAGAT
GAAGAAGAATTGAGATTATTGCAGAACTTCTCAA
GGTGTGGGAACAGAGCAGAGCATTCACAGAGGACTTTCTTTTGCTTATTTCACCTCAAAGGCCTTG
GAGTTTGTCCCTTCTCACCACCAGTTAAGTGTTG
ACCAAGGGGTCCTCGCAGCTCCATTTCAGTCATCGAGCAGGAAATCATCTATTCGGACTTCAGCTT
TCAAAATCCTTCTCAGGAGCATCCCTGGATCTGC
TTGTTTCTCCATATGCTGAACTGAAGAAGCAGATCCACCCCTTCTTGGTTAGAACCCAGAAAGGCT
CACACGCCTTGCTCTCCAAAGCACAGCCTTGTCC
AGTTATCAGGCCAGAGCACTGCATTGTTTACAGTCCAAGCAAAAGCGTTTCTGCTGAATCCTGTGA
AAATAAAAACCGTTACATCTGTAAGAAACTGCCT
TGGATAAAGTTTATTTTAATGGATACCCACCCTGCAGATAGCCACCCTGGCTCTCTCATCCCTTCCT
CTGCCATCTCTGTCAAAGATATGTAGAAAACTA
ATAAGAGGAAGATACCCTATAGAAAAACTCAAAATATCTCCAATGTTCGTTGTTCGAGTCCTTGCT
ATAGCCTTGGCAATTCGATTCACCCTTAACACAT
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GGTGCCCTCTCCCTGTTCCTTTTGGTGGCCGGGGCCTTTGGCTTTCACTGGTGGAGAAAACAGTTG
CTACTGAGAAGATTTTCTGCCTTAGAACATGGGA
AGTGATTTCCAGTCTTGTGTTGGCGTTCAGGGTGGCCCTGTCTCTGCACTGTGTACAATAATAGAT
TCACACTGCTGACGTGTCTTGCAGCGTAGGTGGG
GTGCCTTTCATTTTTAACATCAACCCTGCCACAACCAACTTCACCGGCAGCTGTCAACCTCAAAGTG
CTCAACTTAGGCTGAACAACAGCCAAATTAAGT
AGACAGTAGTTGGGCATTCCTTCAAGTGTGTCAGTGAGCAGAGCATCCAGCTGTCAGCTCAGCTT
CAAATGAAAACAATGAATATCCACCTTCAGGCCTT
CCATCTCAGATTATGCCTTCAACATAGCCAGCCGGGTTTATCACCAGGCTGGGTACCTGAATTTTT
CCATCACAGATGACATGTTACCACATGACTCCGG
TCGGGCATCAAGTTGAATGTCAACAAACTTTTGGACATGGCAGCCCAGATTGCAGAGGGCATGGC
GTTCATCGAAGAACAGAATTACATACATCGGGACC
GCAGGCAATGCGGTCCAGAAAAAAACAGAAGGCAGCTTTACGATGTACAGCACCATCTATGAGC
TACAAGAGAACAATAGCTACAATGTCACCTCCATCC
TGCCCAGCCATATTACCAAGCCTCACTTTGCTGGTACTACGGAAGCTTTTTGCCACCCTAAAATTCC
TGGAATTGGGGCATTGATATGTGCCAATAATCT
ACAGGAGAGTCATTGTGTGTAACACGAAGCAGGACAATAACTGGGGAAAGGAAGAAAGACAGT
CAGCCTTCCCCTTTGAGAGTGGCAAACCATTCAAAAT
ACATCTTTCACCTGGAAGCATTGACTTCCACCGAGCATAGTAGGTAGTGTGTCTGGACCAGAGAA
AAAGGGATGGGGCATTTTGCAGTTTATCCAGAGAG
AACACCTGGGTACTTGGGTGGAAAATTCTTCTATGGCCAATCATCCTGTTATCACTTCACCTAGAT
GTATAACTTTGGCTGACAGTCTCCTCTGTCTCCC
TCCTGTCTCAGCTCCTGGCCTGTGAAGGGTCTCCTTTCTCATACAGTTTCTGGGAACTCCCTTTGTT
CATAAACACAGATGAAAGTTACTTGGCAGGGAG
GAGCAGATGGCAATCGACTGGCTGACGGGAAACTTCTACTTTGTCGACGACATTGACGACAGGAT
CTTTGTCTGTAACCGAAACGGGGACACCTGTGTCA
GCATTTCAGGGATATGATGGAAATTTGCCTCCCTCTTATAGCTCCTGAGAGCTTTCCTTCTGACCTG
GATGTAGAAGCTGACAGCTATGTGTCGCTTCAC
AAGAGGGGAAAAATAGAAAGCCGTCAGATGACAACTAGGTCCCAGACACAAAGGTGTCTCACCT
CAGACAGGACCCATCTAAGAGAGAGATGGCGAGAGA
ATCAGGGACGTCGGGTTGAGAAGATCATTGGCTCAGGAGCACAGGCTCAGAAAAGACTGGATGA
CAGCAAACCGTCGTGCATCTTGCCCTCACCCTCTAG
AGAGAAGGGGAGGATGGGGCCTTGGGTAGCGTTAGCATGTGTGGAGGAGAGTTTGGGAACAG
GAGAAAAACGACAAGTGTATTTATGAGTTGTAATCACA
TGCGTATGGGTGACCATGTATGCCTCAACATAAGTTTGCACATGACTGTGTGCACTCCTTGCACTG
ATGTTTGCATAGGACTGTGTACTTGCACTAATGC
GAGGTTTCACCAGCCAATGTCACTCTACTCAGAGCCCTTGGCCATGGTGCCTTTGGGGAAGTGTA
CGAGGGACTAGTGACTGGTCTTCCTGGGGACTCCA
CCAGGGACAGATGTTCCCAGACCCAACAGATGTAATAAACCCTCAAAAACTATCTATTTCTGAGGA
CCCTGAGTAGTCTTGAAGCCCTATTGTAGTACCT
ACGGTGGTGGAAACAATGTGACATACACATGGATGCCTCTACAAAACAAAGCTGTCATGTCCCAA
GGGAAGTCGCACCTCAACGTCTCCTGGGAAAGTGG
ATTCTCTTTTCGACGCTGCTTTCTCCCATATTGACTGAATCTGAGAAGCAACAGTGGTTCTGCAACT
CCTCCGATGCAATTATTTCCTACAGTTATTGTG
CATTGAGACTAGCCTATTGTAGGTAGTTGGGAAAGCAGCCTTGGAGGAGCTAACTATCTCATGCC
AGGACCCTCTGTGTTCCTGGTTCCTGATGGACGTG
AGGTGCCGACCTCGTGCAAGACCTTTCCATTTCTACATGCAGAATCATGGGCGTTGCCCTTGTGGG
CAGAAACAAAAACCCACAGATGAATTTCACAGAA
TTGTGAGTTTGCCAGAACTCTGAAAAGGAATGGAATGGCTGGCTACTATGGAGTCAGCCTGGCCG
ACTGGGTGTGTTTAGCTCAGCACGAGAGCAATTAT
CTGGCAATGAACAATTCCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAATGACTTCGAT
CTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGG
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CTTTGTGCTTGGGGCTATTTGTCTGTTCATCAAACACATGCCAGGCTGAACTACAGTGAAACCCTA
GTGACCTGGGTGGTCGTTCTTACTGATGTTTGCA
GTCGGCACAGTGGCCGCTGCCTCTGGGGACAGTGATGCTGTTTGTTGTGGCAGGGGACCTATGCC
CATGCATTTGAAAACCAAACAAAATGAAGAAAGAG
CTCGCCCAGACACCATGTGCAATAAGACTGGTGTTCGTTTCCATCATGTCTGTATACTTCTGTCATC
TAGACTGTGCATCCCTGTAATACCTGACTGATC
CAGCAGATTCCTTCCGCTTACAAAGATTTGGCCGAGCCATGGATTCAGGTGTTTGGAATGGAACT
CGTTGGCTGCTTATTCTCTAGAAACTGGAACGTAA
CATCATCCTCTACTGCGATACTAATTCCGATTCACTCCAGTCCCTGAAGGAAATTATTTGCCAGAAG
AATACTGTGTGCACCGGGAACTACACCTTCATC
ATAACACGCCGGAAACCCTTCGATGAGATCGGTGGCCCAGCTTTCAGAATCATGTGGGCTGTTCA
TAATGGCACTCGACCACCACTGATCAAAAATTTAC
TTGATGCTCATGTCGAAAAGCAGCTTCCAGCCACCCAAGCTAAGAGATAAGACGCGTTGGACCCA
GAATTTCCACCACTTCCTCAAGCTGGCCCTAACCA
TGTGCAGAGACCAATGTCCAAGTGTCACATCCTTTGATTGAACGAAATCTGTTGTGACCTCTGAGT
TGTATTCCATGAAGAGAATGCTACCCAGAAGATA
GTGTACCTCGTGACGACCCTGATGGGCGCCGACCTGAATAACATCGTCAAGTGTCAGGCCCTGAG
CGATGAGCATGTTCAATTCCTTGTCTACCAGCTGC
GTGCTGCTTTTGATACAAAGACGGGGCATCGTGTGGCAGTTAAGAAGCTGTCGAGACCGTTTCAG
TCCATCATTCACGCCAAAAGGACCTACCGAGAGTT
ACCTTAATTGCATCATTAACATGAAGGCCCGAAACTACCTGCAGTCTCTGCCCTCGAAAACCAAGG
TGGCTTGGGCCAAGCTCTTTCCTAAATCTGACTC
GAAAACAGGCCTAAATACGCTGGATATAGCTTTGAGAAACTGTTCCCCGATGTGCTTTTCCCAGCT
GACTCAGAGCATAACAAACTTAAAGCCAGTCAGG
GTAGCCTCTGCTTGCCCTTCTTGCCACGATTAACCCACTCTTGTCGAGTTCTCTGAAATTTTTAGCC
ATTTCTCAATGGGCTGTCCACTCCCACGGTGAG
GCACAGAAGACAGAGCCGATTTTGACCAAGCTATGTTCCCTGTGATGGAGACCTTCGAAATCAAT
GATCCAGTGCCCAAGAAGAGAAATGGGGGGACCTT
CCCGGAGGGGTTTCGAATCAAGCTTTACTTCATGCACTTCAACTTGGAATCCTCCTATCTTTGTGAA
TACGACTATGTGAAGGTAGAAACAGAAGACCAG
TCACTGGGTCCCAGCCTAAAGGTCACCTTCCACTCCGACTACTCCAATGAGAAGCCGTTCACAGGG
TTTGAGGCCTTCTATGCAGCGGAGGATGTGGATG
CAGAACTCAGGCTGGGCTTGCATCAGTTCCACCCTTTCCCTGGCCTTTAGCAGATGTCTAGCTTCTC
TAGTCTTGTTCCCAATGTAGATAGCGGGCAGCT
CCCTGAGAAACTGGGTGCTCTTCTCTCTGAGTGAAAAAGTTGGAAAGAAGTATTTTGTGAGCAGT
GTTAAAAAGATGAGCCTTGACAGAGTGAAGGCCCT
CCAGTGGCTTGTACACCTTGAAGAGTGTTCTGAGTGCACGCCTAGTTAAGGAAGACAAAGATGCC
CAGTTTTACTGTGAACTCAGCTACCGGCTACCCAG
TTCTACTACTAAAGGTATCAATGGAACATGAAGACGAGTATTTAGGCAGAAGCAAAACAGGAAAC
CATCCTTACAAACATGCTTACCTGCACATCTGTTT
CACAGGGATTCCAGAGCATTCCATGGTGCTGGATGAAAAAACATTCAGAAACATGTCTTCCAAAA
CATCGTTGATTGGGGAGGAGAGATGCCCTACATCA
AGGGACTTACAAAGAGCTTTCTGAAGAAGTCAGCCAGAATGGCAGCTGGGCTCAGATTCCTGTCC
AAATCCACAATGCCACCTGCACAGTGAGAATCGCG
GCAACTTGGACAACAACTCCCACAAGAAGAACATCTTCGAGAAACCCTTCATGGCTCGCTACGTG
CGTGTCCTTCCAGTGTCCTGGCATAACCGCATCAC
AACTATTACGACATGAACGCTGCCAACGTGGGCTGGAACGGTTCCACCTTCGCTTGAGTCCTGGC
CCCACTTACCTGCACCGCTGTTCTTTGAGCCTCGC
AAAAATGAAAGCCAGTTCTGGAAAGCCCAGAGAATTCAGACCAGCAGTCCTACTGTTGATCTTAG
GGCTGCTCCTTAGAGACTCACGGGGATCCAGCATC
TGCTCGACTGATTCAGAATATGGATGCCTCTGTTGAGCCATGTACAGACTTCTTCAAGTATGCTTG
TGGAGGCTGGTTGAAACGCAACGTCATTCCCGAG
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CCTCTACAGAGTCTTTGAGTCCGGCAGACAATCCTTGCAATGTGGATGTTTTTGATGCTATTGCTG
AGATCCAGGGCGCTCTGCATTTCTTCAAGGACGG
AAGTGACCTAGAAACTTGAACCCTCCTTTGGAGACAACCATTCTGCTGAAAATTTAAAACAGAGG
GAGGAAAAAGGTGTTATGCCTATGTATGGGGGGGG
AGTACCGATCTTACAACGACTCAGTAGACCCTCGAATCGCCAATGTCTTCACCAACGCTTTCCGTT
ATGGCCACACCCTCATCCAACCCTTCATGTTCCG
CCTGGCTACACACGTTTTGTCTGTGTTTCTGACACTCACTCAAGGACAGATCCCATTCAAATGCCCT
ACGGCGATGTGCTGATCCACGCTGGGGACTTCA
TTACAAGTAGATCACAGAGTATCAGAGCCGCAAGCAACTTTCTCACCTAAGCAGGAGATGTCTTCT
AAAATGTCATAGACTTGAGCATTAGCCTTCACTC
GTTCCGAAATGTTGAAGGGAAGTGGCTTTGGTTGAACGACAATCCTGTCTCCTTTGTCAACTGGA
AAACAGGCGATCCCTCTGGTGAACGGAATGATTGT
GCAACCTGCTCCAAAAGTGAACCTCAAAAGGACATCTTCACTGGTGGGCCCCACACAAAGCTTCTT
CATGAGGGAATCAAAGGCTTTGGGGGCTGTCCAA
ACAGAAAATAGGAGCAGAGCAGATCTTGCTCTCCCAAATCCACAAGAATCCTCCAGTGCACCTGA
CATTGAACTCTTGGAAGCATCTCCTGCCAAAGCAG
AACAAGCCAAGGGGCTGGCTATGGCTGTAAGACAGAAGAACATTACACTCCGGGGACATCAGCT
GCGTTGTCTGGCACGTCGCCTTCCTAGGCACCTCAC
GATTTCGTCAGTCCAGGAACATGGGAATTCACTGGATGCAATCTCCAAGTCCTTGCAGAGTCTGA
ATATGACACTGCTTGATGTTCAACTCCATACAGAA
GATACTCCTTATTGCTCTTCTGGTCTTGATCCTGCTTGTGGCTGTGCTGGCCGTTGCCCTGATCTTT
AACTCCCGAAGACGGAAAAAGCAGCTAGGTGCT
AACGGAGATTTTCTGGGGATCTCTAGCATCAAGTTCAGGTCAGGCTCCGTGGTGGTAGAATCGAC
TGTGGTTTTCCGGGAGGGTACTTTTAGTGCCTCTG
TGGCAGAGAGACTGACTGAGGAGCTCACCTCCCACATCTGTAAATCACTGCCACTATTGGAAGAT
CAAATAAATAGCAGTCATCAGAGTGCAAGCGAGGA
TGTCCTTCCCTGTGTTTCCTGGATTGTGATTCAGGGACAGAAGGGCTCCTGCCTTTCCTGGTAGCT
ATACCACCAGCCTTTATGCTCTGATAAGTGCTAG
CCCTCAACGTGAACTTCACCAACAGGAACTATGACCTCGACTACGACTCCGTACAGCCCTATTTCA
TCTGCGACGAGGAAGAGAATTTCTATCACCAGCA
GCTGCAGGCTCAGCTGTTTTCTCCCCAGCAGCGAGGTTTGCATCTTCTTATTCCTTTCACGTTCTCT
ACCATAGAGGCAATGTCATGGTCCCTCTCAGGG
ATGCTGTGATTGTCTGTGATGTGGTCAGCTCCCTGCCTCCAACCATCATCTGGAAACACAAAGGCC
GAGATGTCATTCTGAAAAAAGACGTCCGGTTCAT
TCATGGATCGCATGGAAGCGCCAAGAGCAGAGGCCTTGTTTGACTTCACTGGGAACAGCAAATTG
GAGCTAAGTTTCAAAGCTGGAGATGTGATCTTCCT
ACACCCAACCTCTGGGTTTATCCACAGCCTGAGGTAACCTTGGGGGAGAATGTTACCTTCTTTTGC
CAACTGAAGACTGCCACAAGCAAATTCTTTCTGC
ATAACCAGCGGCTACTCTCAGAGCTCGCAGGTCTTCGGCCGTTCTGCTTACAGTGGCTTGCAGAG
CAGCTCCTACTTGATGTCTGCTCGCTCTTTCCCAG
ATCCCGTTGCTTCCAGAAAATAACATGCGAGCCATCATCGACTGTGCTGGGATCCTGAAGCTCAG
AAACTCTGATATTGAGCTGAGGAAAGGGGAGACAG
GGATCCTTAAGCCGCACGCCTTCTACCAAGTACACAGGATCACTGGGAAAACGGTCACCACCACG
AGCTATGAGAAGATCGTAGGCAACACCAAGGTCCT
GGGCTCACATTGTCCTTGAAGTTCCTCCCTATCATAACCCAGCAGTTACATCTGCCGTGCAGGTGC
ACTTTTATCTTTGCAATGGCAAGAGGAAAAAAAG
ACAAGCGGGTGTCCCGACCAGTCCAGGTCTACTTTTACGTCTCCAATGGACGGAGGAAGCGCAGT
CCTACCCAAAGTTTCAAGTTCCTACCTGTGGTCTT
GTCTTACACTTAGCCATCATCCACCTCCACGCTCAGCTTGTGAGGGATCTGCTGGAAGTCACATCT
GGTTTGATCTCTGATGACATCATCAACATGAGAA
CCTATCACAAGATGAAGATCGAGAGGCCTGTAACGGTGTTCCTGCAGCTGAAACGCAAGCGTGG
GGGCGATGTCTCGGACTCCAAACAGTTCACATATTA
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CTGCAGGCCACCAACTACAATGGCCACACGTGTCTGCACCTAGCCTCTATCCACGGCTACCTGGCC
ATCGTGGAGCACTTGGTGACTTTGGGTGCTGATG
CCCAGGCTTAGGAGTTAACCTGACCTTGGGAGAGTTCGCACTCATCTCTTCTTTCCTGGTTTAAGG
GACAAAGCCGAGCTACAGGTTTAGGGATAAGTAC
ACGTGTACATCACATTCCTCTATGGTATGCCAGGAGGACAGCCTTGAAGAAGAGTGGATGGGTTT
GCTGGGATATCTCTCCCGCATCTCCATTTGTAAAA
TGGATCATCTTCCGTTGTTTCCAGCACTTCCAGACGGTCTTCGAGGGCTCCTCTTCACAGTTGCCGG
ACTGTGCTGTGACCCTGACCGATGTCTTTCTGC
TCCTTCTTGACCATCCTGACCGTGTCCTGTTAACCTTTGATGGCTTGGACGAGTTCAAGTTCCGGTT
CACCGACCGGGAGCGCCACTGCTCTCCAATTGA
CCCCCCTCCTCCACCCTACCAAGTAGTATTGTACTATTGTGGACTACTAAATCTCTCTCCTCTCCTCC
CTCCCCTCTCTCCCTTTCCTCCCTTCTTCTCC
TGAGATTGATGTTAATGAGTGCATCTCCAACCCATGTCAGAATGATGCCACTTGCCTGGACCAGAT
TGGGGAGTTCCAATGCATATGTATGCCAGGTTAT
GGATCCGCTCCTCTTCAGGCGTTCTATCCATGGTCTTTTACACTGACAGCGCAATAGCAAAAGAAG
GTTTCTCAGCCAACTACAGTGTGCTACAGAGCAG
AAGCATGACTCTGGTGATCAAGATATCAGCGTGGTTTCTGAATACATCTCAAAAATGAAAGTAGTT
TACCCAGCCGTTGAAGGGCGGATCAAGTTCTCTG
CCAACCAAGAGGACAATTTTGGTACTGCTACACCAAGAAGCCAGATCATTCCTCGAACGCCAAGC
TCCTTTCGACAGCCTTTTGTTACTCCATCGAGCCG
GCCCTAAGAGGCTGCTCCGATGGTACCCTTGTTCTCTTCATGGACTGCTTCCAACAGTTCCAGGAT
CAGATAAAATACCAAGATGCATACCTTGACGTCA
CCCGGGCCTGGCCTGACTTTTGAGTTTTCTCAGTCAAAGGCGTCCAGGATCTTACAGTTTCGTCTG
GCATCGGCAGACGGAGAACACTGGATAGATGTTA
GGGTACCCAGGAAATTTCTCTCCATCCTTCAGCGAGCTGCAGCGAAACTTCGTGAAGCATCGGCC
GACGAAGCTGAAGAGCCTCCTTCGGTTGGTCAAAC
CACGGTCCACTACAACACCAGATGTCTTTAATACCAAGATAGGCAGCTGTGGCTTTCTCTGGGGAT
ACCATCGCTTCATGGGCTCAGTGGGGAGGGTCTT
TGAATCAGCTTGGGGGGGTTTTTGTGAATGGACGGCCACTCCCAGATGTAGTCCGCCAAAGGATA
GTGGAACTTGCCCATCAAGGTGTCAGGCCCTGCGA
AGCAGGCTTCCCGGTTTCCTATTGTCACAAGGTGCAGAGCTGGGGCCTAAGCCTATGTCTCCTGA
ATCCTACTGTTGGGCACTTCTAGGGACTTGAGACA
ATTGTTAGGGCACTTGAGGGTGGGCGTTCTGGAAGTCCTTTCAGGTTAGTGTTTGGGGGCAGGG
TTGCTCAGAATACATAAAGGTGCTAACTTAAACTGC
GTTGTCACTATATCTGGTAATGGGAGCATCCACAGCCCGAAGTTTCCTCATACATACCCAAGAAAT
ATGGTGCTGGTGTGGAGATTAGTTGCAGTAGATG
CTCAAGGACAACCGTACCTTGGGTGACTCCGGCGCTGGCGAGTTAGTTTTGTCTACTCGCAACAT
GTCTGAGACCCGGTACGTGTCAGAACTGATCCTGG
ACACCTGCAAAGTGGAATCAAACCGTATCTCCAAAGCCAGTAGCATCATGGTCAACATAACAGAG
CTGTTTCCCAAGCCGAAGTTAGAGTTCTCCTCCAG
CCCACCAACTCTGAAATAGGAAACGTGTCTGTGTGTGTGTATGTATGTATGCCATGTTATTTATTG
AAAAGAGTCTAGGTGCTCTCTGGTGTGGCTGCAG
CTGAATCTCTGGACCTGTGCCTTCTGCCTTACGGTTGCATCTCAACTGGTGACAAAATAGGAATGA
TCGAGATTGTAAAGGATGCCACAACGATCGCTCA
CTTCTTAGACTTGACACAGGGGATTCTGGGTTATTGCTGCAGTAGGGAATGGCAGCCTCCTGATT
ATAGCCAAACAGTCATCTATGATTTAGAGCAAGTT
GAGGACTTCATCTGCAACTGTGACCGTGAGGCCGCCATCTGCTTCTCCAAGGTCCCGTACAACAA
GGAATACAAAAACCTTGACACCGGGAAATTCTGTT
CCCACAGAGGATGCAGTTCTTCGGACGCCTCGTCAACACCCTCAGTAGCGTCACCAACTTGTTCTC
GAACCCATTCCGGGTGAAGGAGGTGTCCCTGACT
CAAGTCTAGGTATTTCCCTAACTCCAGACTGTGATGCGGGGCCATTTGGTCTTCCATGTGATGCTC
CACGTGAATGTATCATTCCCGGGCGTGACCCGTG
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TTCTTTGGACCTCAGTTTTTCCATGAACCAGAAGAGAATTGGAACAAGGGCTGCGGGCAGCAGGG
GCCTCTTAGTTGAGATAATATTGTTGCTGTTATTA
GAAGATACTGCAGAAAGATCCGTTGTCGCCCCTTCTCTGGAACAATACAAAAACGACGAGAGCGG
TTTCATGAACGATGATGACAATAAGAATTCAAAGA
TCCGCGACAATTCAGTGAGCAGCTTCCTCGACAGTACGCGCAAGTCCAATATCTTCTGCTCCAATA
CCAACCACCGCAACCCTGCGCTGACTGACATCTA
CGTGCAAGATGTTGCTCGTGTGCTTGGGTTTCAGAACCCTGCTCCAGCTCCAGGCCCGGAAATGC
CAGCAGAGATGCTCAACTATATTTTGGATAATGTT
TGCTGGAGAAGCATAACACTTGCTGTTGAGTGTTTTGCTGTCTCCTAGTGCTTTGCTCCTGAAGTG
GATGTGTCTTTGGGAACTGGCCCATTGTTTACTA
GCCCCTGGAGGCCGAGAAGCAAAGTCTGGACTCCCCGTCAGAGCACACAGACACCGAAAGAAAT
GGACCCGACATTAACCATCAGAACCCCCAGAATAAA
ACCAAGTGACTCTGCTCAAGTATGGTGTCCATGAGATCATCTACACGATGCTGGCCTCCCTGATGA
ATAAAGATGGAGTCCTCATCTCAGAGGGCCAAGG
TATCGAACTGCGCTGCAGATGTACGAATACCATCTCTGGAATCCCATTCAATTCTATCTCCCTTGTG
AATGTGTACAGGCCAGGAGTTCACTGTGCTGAT
CCAATGGCTTGAGCACCATGAACAACATCAATGGTATCAACAACTTCAGCCTCTTCCCTAGGTTGT
ATCCCGTCTACAGTAACCTCCTTAGTGGCAGCAG
ACAGCTACTGATGCCTACCTAAAGGTCTTCTTTGGTGGCCAGGAGTTCAGGACCGGTGTCGTGTG
GAACAATAACAATCCCCGGTGGACTGACAAGATGG
CTTCTGACTCCAAAAGCCCATTGATGGATGAGAACTTGCCTAGGGATGCAGAGATATCAGGACCA
GAAGGAGAAGAGTGTCCTCCAGGGGAAGAGCTAAT
AGGACCACCTGTTCTTCGTGATGGAGTTTCTCAATGGGGGTGACCTGATGTTCCACATTCAGGACA
AAGGCCGCTTCGAACTCTACCGGGCTACGTTTTA
CCCGAAAATTTGATGAGCCTCGTTCTCGGTTCTATGCCGCAGAGGTCACATCAGCCCTCATGTTTC
TCCACCAGCACGGAGTGATCTACAGGGATTTGAA
GTAGCTAGTATCCAATAACCCAGGGGTTTCCTCATGTGATGCAAATACTACGTGTCCAACCAATCA
GTGCTGTCAACGGGCTGCCATAGCTCCTTCGATG
CAAGTATCGATGCTACAAGTTCATCCATGGCTGGCTGATCATGTCCTCCCTGATGCTCCTCTTCTTG
TTCACCTACATCTACCTCGGGGAAGTGCTCAAG
CAGTGGGGATTAAAGCTGCAAATGGCGTAGTATTAGCAACCGAGAAAAAGCAGAAATCCATCCT
GTATGATGAAAGGAGTGTTCACAAGGTGGAGCCCAT
AACCCACAGGAGGCTTCTCTTTCGAGAACTGCCAGAGGAATGCGTCCTTGGAACACGTCCTTCCG
GGACTTCGGGTTCCTCATGCACGCAAGACCGGGAC
ACGAGAGCAACTGAAGGGATGGTTGTTGCTGACAAAAACTGTTCAAAAATTCACTTCATATCTCCT
AATATTTATTGCTGTGGTGCTGGGACAGCTGCAG
CCTGAGGTCCTTTGGTGGTGACCAGGAAAGGAATGTTCAAATTGAGATGGCCCACGGCACAACCA
CACTCGCCTTCAAGTTCCAGCATGGCGTCATCGTG
TTCACCACAGATGCCATCACTCTGGCCATGAACCGAGATGGCTCTAGTGGGGGTGTCATCTACCT
GGTCACCATCACAGCTGCTGGTGTGGACCATCGAG
ATTGCTAAATGGAATTCATGGATCCCATACAATGCCGCCCAACACTTGAGCTTGGACCCTTGTGAA
CTTTTGAGACCACACCACCTTTTGGACCTGTAAC
GAAGCCGCTCTGTCCACTCTTGGAGGAGATGGTCCAGCTTCCAAACCACAGCAACTCTAGCCTCC
GCTACATCGACCACGTGTCGGTGCTGTTGCACGGG
CCATCAGTTTTTCAAGACAGATCATAAGCGAGGACCTGGGTTCACCCGAGGACTGGGCCATGGAG
TGGACTTAAATCACATTTATGGTGAAACTCTGGAC
AGTGGATGTCTATGGTTATGTTGTCAAGCTAAGGCGACAGAGGTGTCTGATGGTGCAAGTGGAG
GCACAGTATATCCTGATTCATCAGGCTTTAGTGGAA
CGAACACGGGTGACTTTCCCAACTCTGTTAAGCGCCAGGGCAATATGCTTCTAATCTCCACCGTAG
AGGATGGTCTCAATAACACGGTCATTGTGTGCGA
GCCGATCCTGCTGCCAGTGACCCTCTCTGTGCGCTACCCTCCAGAAGTATCCATCTCCGGCTATGA
TGACAACTGGTACCTTGGCCGCAGTGAGGCCATA
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TGAAGATCGTATTGTGTGAATATAAACACGGGTGCATGTCTGCACAGAAGCTTGAAGACAAACTC
CAGAGTTCTGTTTCTTACCTTGAGGTAGGGAGGAG
TACACAGAGAATATGAGCTGGAGATCAGCTAATGATGAATCAGGGGTTATCATGAATAAATGGA
ACGATGATGGGGACCTTGTGCAACGATTGAAATACT
GAAGCACGGGAGTGGGCCCGCAGTTCCAGAAAAGGCCGTTCGTTTCTCTTTCACAGTCATGAGAA
TTACGATAGAGCATGGTTCACAGAACGTGAAGGTG
ATGGTACAGTTTTACCAGAAATGCCCAGGTCTTCAGGAGTTCCAGGGCAAGCTGAACCTTACTATT
CTTCATGCGGGTCCATCTCGAGTGGATTGCCACA
GAGGCTGACCTCTGCCCAGACCGCAGTATCCATAGCTTCCAGAACCTGGGGATCCAGTGTGTGAA
GAAGCGAGACCTGGAGCAAGCCATTAGCCAGCGAA
TTCTCTTTGAGCCCATTTTACAGAATGCTGAGTCCGAAGAGGAAAAGGGGCTCCTGCAGATGGAC
CCCTTCTCAGGACAGATTCTCAGAGATTGTACATA
ACACTGTAAAGGATCTCCCTCTCCCACGATTTGTTGCTTCAAAGAATGAACAGGAATCTCGCCTTG
CAGCCTCCTATTCTTCAGATTCTGAAAACCAGGG
CCAGGGACATCGACCTGACACCAGTGAGGAGAATTTGCCATTTGATATACCTCATCGAGGTCTCA
TGATCTCTCTAATACAGAGTGGATGGGCGCAAAAC
GTGTCAAAATGATCAAATTGTGCTTCTAAAAGCAGGCTCGCTAGAGGTGGTGTTTATTAGGATGT
GCCGTGCCTTTGACTCTCAGAACAACACCGTGTAC
GGGGCCTCCTGCCACCTTGAGTATAGTCCAGAACGAGGCAAAGCTGAAGGCAGAGACAGCATCT
ATAGCACTGACGGCCAACTTACTCTTGGAAGATGTG
GATTAAACCTAGGCCTCAGTCATGCTTCCCAGTCACTGGTACTGATTTGTATGCACCCGCTTAGGT
GTGAAGGTAGTTTTGGTGTGTATCACAAGTTAGC
GAACCCAGCTTGTGGACAGGACTCTGCCTTTCTCTATGCGGGTGTCTGTGCCCTGGAGGGAGGCT
GTTCAATATGGTTGCTGTTTGTTTACATGCAGATT
AGCCTTATCCGGGAGAGATGGTTCAAGGACTATGGGGAGTATTTGGACATTCTTGCTATCTCCTG
CGACAGCTTCGATGAGCAGGTTAATGCTCTGATTG
ACAGTGGAGGACTTGGTCAAAATCCAGTTGTTCTACAACGTATGAAGCCTAACCGCTGGTTCTGA
CATACATGTGCTCAAAATGATCTGGTTGTTTGGAT
GATGTGCCGGATGGAACGGTGGTGACCGTGATGGCCGGCAATGATGAGAACTACTCCGCCGAGC
TGCGCAACGCTTCCGCTGTCATGAAGAACCAAGTGG
TGGACATCAATAGTGACAATGCAATTAACTTCGAGGAGTTCCTTGCGATGGTGATAAAAGTGGGT
GTGGCATCTCACAAAGACAGCCACAAGGAGTAGCA
ACCGAGAATCAAAATTCTGCTCGGCAGACTTCTCCTTTCAGGATGATCGCTTTGTTCCTGGAGGAC
AGAGGAGGGGAATGGCCAGAGTCTTTTTCTAGTT
GGCAAAGACCCCAATTACTACAGACCTCCTGGACTGCCTGACAAATACTGAGCGTCCTCCTATTAG
CTCAGTAGGTTGTGCTGGGGGCCTGAGGGTGGGG
GAGTGCAGACCGTGCCATTCAACAGTTTGGCCGCACCCACAGGTCCAACCAGGTCTCAGCACCCG
AGTACGTCTTCCTTATCTCAGAACTGGCAGGGGAG
TCAGTGGCTGCCGAAGTATTCTTGAACATTGTGTTCTGTGTCCTGGCACTGAAGCCAGCATGAGAT
CCATCATTCTTATGTCAGCTCAAGGGTCAAAAGG
GTCCAAGTGTGCTTTCAACTGTTCTGAGGGAAGAGAGCTACTTGGGACTGCAGAAACACAGTGTG
GAGCATCTGGAAACTGGTCATCTCCAGAGCCAATC
GCTTTCCCAGGTCCCTGGCTTGGAGGGATGGTCCTTCCTTTGGGCCCGTGTGAACCAACGAGTTTC
CGTACAGTGACAGAATGACCTCGCGCTGCGGCCT
TGGGCTTTATCCTTTCCGTGTGAACTCGCATGAGAGCATACCTGTCCAGATGATGTTCCTCCATGC
AAAGCTGAACATTGGATACATAAAGGACCTGAAG
TCTGCCATCTCCTTTGGCCGAAGCTTACCCATCTTTGAGGTGCAGCGACCTTTCCTCTTCCTGCTCT
GGGACCAGCAACACAGGTTCCCAGTCTTCATGG
GGAAATGCCTGAAAAGGACAACACATTTGTGCTCAAGGTGGAGAACGGAGCAGAATACATCCTG
GAAACGATAGACTCACTGCAGAAGCACTCGTGGGTG
TTGTATCAAGGTTACATCTACACATATCGAGTGTCCCAGACAGAAACAGGTTCTTGGAGTGCCGA
GACAGCACCTGGAGTACATAAAAGATTTTTCCGGA
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ATCTAAGGATACTGAAGGAGCAAACATGTCCTTCCTACCTGTGAGGTCGTGGTCCTGATGGGGGC
TGTGACCCAACCTGAAACTGTAGGTTTTTTCACCT
CTGGGTCAGCGCCAACTTCTCAGAGATTGTGTCCAGTGTCCTGGTGCTCAACTTGACCAATGCAGA
GGACTATGGAACCTTCACCTGTTCTGTCTGGAAT
ATTGGCTTCAGGAGGGACCGGCTTCCTCACTCCAGTTCCTGGTGACTACACGGGCTCACGCTGGT
GCTTACTTTTGCCAGGTGCATGATACACAAGGCAC
AAGTGTGGTTCTCTGATTAAGTCAAAGCAACACTGTTTGGCAATGCTGCTGTAAAGTTGCCTGGA
ATACTCAGAGGAACTTGTCCCAGGGAGGTTTTTTT
CCAAGAATGCTGTCAGCAATTTGTCAGTCTCTGTTTCGACCCAGAGTCTCTGCAAAGGGGTTCTAA
CTAATCCACCCTGGAATGCAGTATGGTTTATGAC
TACCGTGCAGAGATTTACAGTACATCGAGTCAGGCTTCCTTAATCCAGGAGTATGTGCTGCATGTC
TACAAGCATTTGTCAAGGCCCAAGGTCACCATAG
CATGTACTTCCTGATTGAGGCCACCATCGCCCTATCGGTGTCCTTCATCATCAACCTCTTCGTCATG
GCTGTTTTTGGTCAGGCCTTCTACCAGCAAACC
CCGGGGTCGGTTTTCTTATCACCTTGACTGGGGTCCCTGCATATTATCTCTTCATTGTATGGGACAA
GAAACCCAAGTGGTTCAGACGATTATCAGACAG
TCACAGCTTGGATTTGCAGCCAGTTACTTACTCGGAACCTGCATTCTGGTGTTCAATCGCATACTAT
GAACTAAACCAGAGGGTTGGAGAGACCTTCCAT
GTGTATCGCCACCTGACTCCTTGTTTAATGACAGAGGTCTGGGATGTCACAGTCCAAAAGGAAAG
TGCCTTTCTCCATGGCTGGAGTATGGAGTTTACCT
TCCTAGGGAGAAGGTTTTGTATAAAACACTAAAAGCAGTGTCACTCTGCCTGCTGCTTCACTGTTC
TGCAAGGTGGCAGTACTTCAACTGAAATAATGAA
GAAACCTGTGTCGTGGTTTATACTGGATATGGAAACAGAGAGGAGCAAAACTTATCTGACCTACT
TTCCCCGACCTGTGAAGTAGCTAATAGTACAGAAC
TAAGTTGAAAGAGCAGCTACACGGCTACTTCGAGTACATCCTGTATGATGTTGGGGTCTACGGTT
GTCATGGTTGCTGCAATTTCAAATGTCTCAACAGC
TCACTGCCAGGACTCCTTCCAGCCTTGGTCCGGGGACCTGTGGCGTCCATGTCTGGACCTGGTTCC
TGCTTGGCTCTCTTGGTGGCCTTTGCCGCAGGTG
CAGCTTGTGTCTGGGGCCAGGACCTGAATTCCACTCCTACCTCTCCATGTTTACATATTCCCAGTAT
CTTTGCACAAACCAGGGGTCGGGGAGGGTCTCT
CCGCGACAGCTCGGACCAGCGCCACTTCTTCACGTTGAGCGTCAAGACCCAGTCGGGGACCAAGA
ACCTACGCATCCAGTGTGAGGGGGGCAGCTTTTCG
TTCCAGCTCCTCTAGGGACTCTGACATGTGCAAAAACTACCGAATATTACCCAGAATGGGTTATCT
TTGCCCAAAGAATCTAAACCCTGTCTGTGGTGAT
GCAACCAGTTCTGTGGAGAGTTCCAGTGTGGCCCGTGGCACCTCAGTTTCCAGCAGAAAAACATC
CACGACGTCTACCCAAGATCCCATAACCACCAGGT
TGAATCTGACGAATCTCACCATTCGGATGAGTCTGATGAGACCGTCACTGCTAGTACACAAGCAG
ACACTTTCACTCCAATCGTCCCTACAGTCGATGTC
GCCAGGCATCCTCATCCTTCTCCATAAGTCATTTTATGGCTGCTCTCCTGGTTACCACTGCTTGAAG
GAGTGTTTTTATTCAACAGGCCCAGCCTGCTTC
ACGCTGGGAACAGAACTAATGAGGGGCCTCTCATTGTCACCGAAGAACTTCACTCTCTTAGCTTTG
AAACCCAGTTGTGCCAGCCAGGCTTGGTGATTGA
AGTGGGACCACTACAGCTCAGACTCCAATCACTTTTTATTACAGCATAACTTGCGAAAATTCAGCC
GGGATATTCAGACCTTTCCCAATGGCCCTACCCA
GGGGTCACTTTCACTTGGGTGGAAAAGGACATCAGTGGCAAGACCCAGATCCAGTCTGTAGAGC
CATACACCAAGCAGCAGCTGAACAACATGTCATTTG
TAGAGACCAGCTCATTACCTGTCGTGATGATTTCTAATGTCAGCCAACTACCTAATGCATGGGCAT
CCATCATTTGGTACAATGTATCAACTAACGACTC
TGAGGGTGTACCTGGACATGGGAGAGGTTTTTAACTGGAAAGTGTGTCCCCTATCTGCATGCTGG
TCTCTCTCTCTCTCTGCCCAACTCTTGCACCCAAA
CATTGTATAAGACAGCAACCCAGTATCATTTGGGGAGTAACTATGTGGCTGTGACATGCATAAAG
CTCTAGCCTGGGTAACTTGATGCTTCCAGTGTTTC
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TGAGGCTTCGCAATTACTACTACGACGTGGTTAACTAACAGCTCCGGCGCCTGTCCGTGCACACCA
CGGATTCCCAAGCGATCACAGGAAATTCATTCAG
AACTGGAAAACGCCAGCCTAGTATTCACAGTGTTCGGCCACAACATGAAAAGCAGCAATGACTTC
ATCGGGAGGATCGTCATCGGCCAGTATTCCTCCGG
TGTGCAAATCTACAGTGGATGGGTTACAGGTTACACAGCTAAACATGGACCACACCACCGAGAAC
GAGGACGAGCTCTTTCGGCTTTCGCAACTGGGTTT
CCGATCTATCCTAAAGCTAGGCCTGCCTATAATGAAGTTCAAGCTCATGAAACAAAGTGCGCAGA
AGTCCTGTGTATCTGTCATTGTATTGGTGTCACTC
CAATCAAAGGTGAGACGACAAGAAGTTTCTTCTGGAAAAGAATCCGCCAAGGGTCTCAACATCCC
TCTGCATCACGAAAGGGATAATATAGAGAAGACTT
TGGCCATTCCCTTCTTCACGGGCCGCATCACTGACTGGATTCTTCAGGATAAGACAGTTCCTAGCT
TCACCCGCAACATATGGCTCATGTCCATTCTCAC
TCCAGGCCGGACCTGCCTTTCCTCATAGCTGCCTTCTTCTTCCTTGTGGTGGCTGTGTGGGGGGAG
ACATTAATCCCTCGCTATTCGGGTCGTGTAATTG
AGGGAGTTTCAGGTCAGTCGGGGTTACTTGGCGGGGCTTTGTTGAGAGAACTAAATATAAGAAC
ACACATGCGTAGAGTCCCAGGGTTGAGAAGAACCAG
ATACACTGTTCTAGAGGAGCCGTCCAATGCGTATGGACTTCCAGAATCAGAATTTCTCATTGTCTT
ACGAGATGTGGTGGGCGGGATGAATCATCTCCGA
CACTAAGCAAGGACGGCGAATGTTCCCATTCCTGTCCTTCACCGTGGCTGGGCTGGAGCCCACAA
GCCATTACAGGATGTTTGTGGATGTGGTCTTGGTG
CTTTCCCAAGAAGCTCACCAGCATTAACAACTAGTCAATATAGTTGGCCTAAACCCAGTGTGCACC
CTTCCTATCAGGCTCTTCCCAGTTCCATTTCCAG
AGAGTCTACAGTTCCGGCTGCTGGAAAATAAGATTGGTGTTCTTCAGAGCTTGAGAGTCCCTTAC
AACAGGAAACACTATCGTGATAACTTTGGAGGAGA
GAGACCATCATTTGCCCAGATATTGGTGTCCTTAAACAGGATGCTGGAAGAACGGAAGACATACG
TGAACACCACACTGTATGAGAAGTTTACCTATGCA
GAGGACTCTGTGCTGACCTTATTCTTGGGGAAGGGAACAGATTTTGACCTAGATCAAGTGTAACT
TAGGTCCTCACCCTTGGGACGACCTTGCCTTTTCT
CCTACCACCTGCAACAGTCCCAGCATCAGAAGGTTCGGGAGTATCTGTCTGAGACCTATGGGAAC
AAGTTTGCTGCCCACGTGAGCCCAGCCCAAGGTTC
CTGAACCAGTTCAAAACAGATATCAGGGATATGGGTCTAAGTCTACAGTGGCTGTATTCCGCTCG
TGGAGACTACTTCCGTGCTACTTCTAGACTAACAA
GGAGTTGTACGGCAGTGGCTGAACCAAGGAGACGGAATACAGGGCTTTCGATTCAGCGCTCACT
GCTCTTGTGACAGCAAAGATAACAAACTCCACGTGG
CCCAAAGCCAGAGTGGCCGAGCAGCGGATTGAACTGTATCAGATCCTTAAATCCAAAGACTTAAC
ATCTCCCACCCAGCGCTACATCGATAGCAAGGTTG
TCATGTAATTAGTTTCTGGGCCAGCAACTAGCTATCTCAGGTCCCTTAGAGATGCTGGACTCAAAA
GCAGAGGTCAGAATTGGTTCTCTCATGTATTCCC
TCAGAAGTAGTGGCCAGCTGTGTCTCTAGTAGGACAGTAAAGGCATGAAGCTCAGCCTGTAATCC
TGCTACTACAGTAGTACTCCAGAAGTGCCTTGAGG
TGTGCAAGTTTTGCGATGTGAGACTGTCCACTTGCGACAACCAGAAGTCCTGCATGAGCAACTGC
AGCATCACGGCCATCTGTGAGAAGCCGCATGAAGT
CCCTTTGACATGACAATAGGACATTGCTATCTTGAGACATACTGGGCCACATTCATAGCTTTCCAA
GGATGTATGTGGTCCTGCCTCAACATATCAGAGC
TGGAGAGCGCGGAGCTGGATGTACCCATCCAGAGCATCTTCACCAGGGATCTGGCCAGCGTTGC
CAGGCTCCGAGTTGCAAAGGGAGATGTCAATGACAA
ACTTTTGTGAGCTTCAAGTCTCGGGCGCGAATCCCATGAGCTCCAATAAAAGTATCAGTGTGTATA
GAGACAAGCTGGTCAAGTGTGGCGGCATAAGCCT
TCCAGTCTCTTCCCCACAGTCCCAATCCTTTCCATCAGCCTCCTCCCCAGCCCCACAGACTCCAGGA
CCTCAGCCTCTCATTATTCACCATGCCCAGATG
TTCTAAGAAATGCTTAGACGTGAGTCTGCTTCCAAGAAATCTGTGGCACACAAGAAAGGTACACT
TCTGCAGCCCTAGGATTGGGCTACTTTCGAATGAC
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GGGCTCAAGATGAACGCAGCCATCAAGATGCTAAAAGAGTATGCGTCTGAAAATGACCATCGAG
ACTTTGCAGGTGAACTAGAAGTTCTGTGCAAACTAG
GCAGAAGATGACTATGCTGACCCACAGGAATACTTTAATGTCCTGAGCTACAGAAGCCTAGAGAG
CTTCATTGCTGTATCGAAGACTGGCTAACGACAGC
GAATCATCTCCAGGAAGTCAACAAAATATACACTTTITGGGGAAGGTCCAGTTTGGTGAAGTGTCC
TTGACCATCTCAAACACCAATCGAGGTGACAGTGG
AGGAGGTGCAAACCCATGCAATCTACCTGGAATCGGCTGTCTTCACCATTTTATGACTTTGTTTGC
CTAGCTGACGGATCTCAAATGCCCTCCTGGCCAG
TCAGCACTACGATCGGTTTGGAACTGTCTAACATCAAGTGTGTGCTTGAAGACCAGGGCTGCTCTT
ATTTCTTACGTGCTTTGTCAAAGCTTGGAAAGAA
GCAGGCGGTCACTGGCAGGAGATGTGTCCGCAATCATAGTTTCTGATGGTGAAGGTTGGACGGC
AGTCTCTGCGACCTAGAAGTGGAAAAGATGTCGTTC
TTTCTCTGGGCTGAAGTGGACAAATCTCACCCAGCTCGATCTTTCCTACAACAACCTCCATGATGTC
GGCAACGGTTCCTTCTCCTATCTCCCAAGCCTG
AACGGCAACTTGGACCTGAGGAGAACAAAACTCTGGGGCCTAAACCCAGTCTGTTTGCAATTAAT
AAATGCTACAGCTCACCTGGGGCTCTGCTATGGAC
CTGGGGACCCAGTATGCTAACTTGACCATTGGTCCAGGGGCTTTCAGAAACCTGCCCAATCTTAG
GATCTTGGACTTGGGCCAAAGCCAGATCGAAGTCT
ACCTGGATGTCTCACACAATCGGTTGCAAAACATCTCTTGCTGCCCTATGGCGAGCCTGAGGCATC
TAGACCTCTCATTCAATGACTTTGATGTACTGCC
TCTGCAGGAGCTCTGTCCTTGAGTGGCCTGCAAATCCACAGGCTCACCCATACTTCTGGCAGTGCC
TGAAAAATGCCCTGACCACAGACAATCATGTGGC
TCCATAAAGCGAACTATTCCAGAAGCTATCCTTGTGACGAGATAAGGCACAACTCCCTTGTGATTG
CAGAATGCAACCATCGTCAACTGCATGAAGTTCC
GGCCACAATTTCAGTTTTGTGACCCATCTGTCCATGCTACAGAGCCTTAGCCTGGCACACAATGAC
ATTCATACCCGTGTGTCCTCACATCTCAACAGCA
GCGAGTTCACATTTCTGCTTCCCGCCGGGAGAAAGCAGTGTTTCTATCAGTCCGCACCGGCCAATG
CTAGTCTTGAGACCGAGTACCAGGTGATCGGAGG
GCAGACTTCCAACCCTCCAGCTTCTGGTCACGTGTGTTCAATGGGAGCTTAAGTAGATGGCGAGA
GGGAGAAGGAACATTTGTTCTGTTAGCTGTATACA
TTCCTGAGTTCTGCAAAGGGAGAGTGGTCAGGTTGCCTCTGTCTCAGAATGAGGCTGGATAAGAT
CTCAGGCCTTCCTACCTTCAGACCTTTCCAGACTC
GGCTGAACAACTTCTTCCTCAGGCTTTGTATTTGAGCAATATGCGGAAAGCTGTGAAGATACGAG
AGAGAACCCCAGAAGACATTTTCAAACCTACCAAT
CTGGTTCACATAAGATCCCATATAATGTGCAGGATGGCTAAACTTGCTGAGAGCTGACTCTGTGG
TCTCCTGTCCCAGATTCTAGCGATATTCATTACTA
ATCTCTGTGGTAGTAGTGGCTGCCATCATCTTCGGCGTTTACTACAGGAAGGGAGGGAAAGCGCT
GACAGCTAATTTGTGGAATTGGGTCAATGATGCTT
CCGGAGTGTCCCAAAGCCCCACCACTAGCTCCCAAGGTTCCTAAAAAGGAACAAGGTTTGTCCAG
ACAGAGACTAATAGATCAAAGGCAGGGCATACTTC
AGCCTCAATCTGGGTCACAAAGCGACCCATACTAAGGAACTGCAGCATTTGCACAAGGGAATCTC
TTGTTCCCCACAAGTCCTGGCAGTCTGGCTGACTT
GTCCAGGATTGAGGCTAAGTAGCGACCAGCTGACTCTCTACTGCACACTGGGGGTCTGCCTCTGC
GCCATCTTCTGCTGTTTCTTGGTGGCCTTGGCCTC
AATGCACTGCGGGTGGCTCATTACTGAGCATAACTTTTGCTTCAGGGGACCTGATGCCTCTGGACT
TCATGGGCATCTGTATTCACGTGCACATCCTACA
ACAGACACCACCTGCTCCTCCCAGGTCGTCTACTACGTTGTGTCCATCCTTTTGCCACTTGTGATAG
TGGGAGCTGGGATAGCTGGATTCCTCATCTGCA
CCTCATGGCGCAACAGTGTTTCCACAGTGAATATTTTGACAGTCTGCTGCATGCTTGCAAACCGTG
TCACTTGCGATGTTCCAACCCTCCTGCAACCTGT
CTCCCCTCAACAGTGGCGGAAGTGGGTGTATGAGAGCGGTGAGTTACGATTGGGCCCTATGGCT
GCCTTTCTCATTTGACAGCTCTGTTGGAGTAGGGTC
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CTCCTTGCCAAGCTGACAAGGACACGGTGTGTGGCTGTAAGGAGAACCAGTTCCAACGCTACCTG
AGTGAGACACACTTCCAGTGCGTGGACTGCAGCCC
GTGTGTGTCCATGTTTGCATGTATGTGTGTGCCAGTGTGTGGAGGCCAGAGGTTGGCTTTGGGTG
TGTTTGATCACTCTCAGTTACTGAGGCAGGGCTCT
ATGGTGAGCCGCTGTGATCATACCAGGGATACTCTATGTCATCCGTGTGAGACTGGCTTCTACAAT
GAAGCTGTCAATTATGATACCTGCAAGCAGTGTA
GAGCCCCGGGTATCCACGGAACACACCAATAACAGGATTGAGAAAATCTACATCATGAAGGCCG
ACACAGTGATCGTGGGCTCTGTAAAAACTGAAGTCC
TCTTCAGAGCAGTTCAAGGGCCTGCTTCTCCTGTTTCCTCTGTGTCAGGCTTTTCAATAAAAAGGCC
GTTTAGGAAAGGGACAAAGCACTGTGAGGTGGG
GTTCACCATGCTTGCTTTGTCCAGATTGCGACTGTCACCCAGTCCTCTGGCTCTTCCATCTGTCTGT
CCACTCCACCTACCAAGATGTTGAACACTTGTT
CCAGCGAGGCAAGCCTGAGGCCCAGCCATTTGCACACCTCACCATCAATGCTGCCAGCATCCCATC
GGGTTCCCATAAAGTCACTCTGTCCTCTTGGTAC
TCAAAGGCAGCCAGAGCTTGTTCACATGTTTTCCATTCCACAGACGTATCCTTGCTCTTCTTTAACA
TCCCATCCCACCACAACTATCCACCTCACTAGC
AAAAAGATATATGTTAGGTGCCTCGATATGCATGCCATTCATCCTCCCCATTCTCCTATACACTTCC
GAGCTGGGCACTGAGCTTTACGCCTTAAATCAC
TCTGCAAAGACCCTGCCACCACCGTGCCTCTGTTTTTGCTCCGAGAAAGGAGAAGATATGAAAGT
GGGATATGATCCCATCACTCCGCAGAAGGAGGAGG
CAGGAAGAAAGAATCAAGCTGGGGTATTTATGCTTCTGATGCAAACACTGAGATTTCGGCTTTCT
GGGTTTTGAGCTGGAGGCAAGAAACCTTCCCAGAG
AAGACTCACAAGCCCGAGTTGCAGTTACTTTTCTGAAGCAACATAGTATGTTAATGGAATGGCCA
GAACTCTACTCTTGGCACATGGCACTGAATTTGAT
GCACAGTGAGAACATGGGTAGATGAACCCTAAGACTCTTACCTCAATTCAGAACTCGCAAGGAGT
TAAGTGAGTGGGGTCTTCATTAGACCATTCACATG
CCAGATGTGAGGATGGGCAACTATTCATCAGCTCATACAAGAATGAGTATCAAACTATGGAGGTG
CAGAACAATTCGGTTGTCATCAAGTGCGATGGGCT
ATCCAGGATGCAGGGGAAAATCCTTCTTGGAACAGAGCTGGGTACAGAACCGAATCAGATGAGG
AGAGATAAGGTGTGATGTGGGACAGACTATATAAAG
CTCAGCATCACTGTGGTACAGGCAAAATTGGCAAAGAATTATGGCATGACTCGTATGGACCCTTA
CTGCCGTCTGCGTCTGGGCTATGCTGTTTATGAAA
GGCTGGGGTAACATCGACAATGGTGTAAACCTGCCGCCACCATTTCCTTTGAAGGAGGTGCAAGT
TCCCATTATAGAAAACCACCTTTGTGACTTGAAGT
GGCCTTTTAATCAGAAGGTAACATTGATGTTGCTGGACCATAACAACCGGGAGCATGTGATCGAC
GCATTCAGGCCCGATGTAACCTCGTCCTCCTTCCA
GGTTGGGGTCAGTGCAGACAGCTGCAGACTGTTCTAAAGTTCCGTTCTTATCTCTGATGGCACACC
TCTCGTGTTCAGTTCTATTACCCAAAAAACAAAG
GTGCTGTGTCCATGGCATATGAAGAGAAAGAGATCCATGATCAAAGCTGTCCTCTGGCAAATATC
ATCTGTGAATACTGTGGTACAATCCTCATCAGAGA
GTGGCTCCTGTGCTTTCTCTAGGACACACTGGCATTTGCTTGTTTCCACCTCTTTGGGTGGGAAAA
GGATGGTAGATCCATTCCTTCTACTTCAGCAGTG
GAATCAAGAGACCTCCTTCCCACCCACCTCCATTCTTCTCCTCCTGGCCTGCGTTCTCCTGAGCAAG
TTTCTTGCAGCCAGCATCCTCTGGGCTGTGGCC
CCCTCTCTGAGTAGTGGTTCCTGGCCCAAGTTGGGGAATAGGTTGATAGTTGTCAGGTCTCTGCTG
GCCCAGCGAAATTCTATCCAGCCAGTTGTTGGAC
AATGGACAGTCTAGAGACTCTGGAGCTGGATAACTAAAAATAAATCTATATGACAAAGATTTTCA
TGGAAATTAGAAGAGCAGAGACCAAATTCACAAGA
TTACCAGCCACATCTGGTTTTAGCTATGAAAAGTGGGAGATAGATCCATCAGAGTTGGCTTTTGTC
AAGGAGATCGGAAGTGGTCAGTTTGGGGTTGTCC
CCTGAGTGCTGCGATCAAAGGCCCAGCTTGGTTATTGCTTTTGAGGCTTTCTCCCAACGCACAGAC
TTGTGTAATTCTAACACTAATCCTGTGAAGGGTT
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Internal Reference

Genes
Abcfl
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Eif2b4

NM_01385
4.1

NM 02055
9.2

NM_15379
9.3

NM_02600
r4

NM_00112
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ACAAGTGCTTGTTGCTGTGCCTCTGTTCCCAGGCTGAGGCCCTGTCCTTTGTGGCCCTGGTCGATG
GCTATTTCCGCTTGACTGCTGACTCCAGCCACTA
AAGACCATCACCCTGGACGTCGAGCCCAGTGTTACCACCAAGAAGGTCAAACAGGAAGACAGAC
GTACCTTCCTCACCACAGTATCTAAAAAGAGCCCTC
GGCAACTGGACCCAACTGGATCATGAATTCGAGAAGTTTATAGAAATGTGCAAGGAAGACAAGG
TTTTAGCTGCCTTTTTAAAGAAGACTACAGAGGGCG
GGCTGACTTTGGTCATTACTGTGCCTACATCCGGAATCCCGTGGATGGAAAGTGGTTCTGCTTCAA
TGACTCACATGTTTGTTGGGTCACCTGGAAGGAT
TGGACAACCTCAGCCTTCTTTCCAACAGAACCAGATCTCATCATCTGATTCTTCCAATGAGACTTCT
CCAACAACTCCTCCATATGAACAAGGCCAAGGT
GGTTTTGAGGATGAACACTCTTACCTGTGCGCTGTGACCTGTCTGCAAAGGACACTGGAAAAGAG
AACCCAGGTGGAGGTCTACTCATTCCCTGAAGATC
TCTCTCTCTCCCAGATCGGTGACAGTCACTAGCTTGTCCTGAGAAGATATTTAATTTTGCTAACACT
CAGCTCTGCCCTCCCTTGTCCCCACCACACATT
TACAGAAAACACACAGAAGTGCTTCCTTAAAGGGAAGAAGTTCCACCATCAAACATGCAGTTGTT
ACAGAAGACCGTGTGCGAATCGACTGAAGCATTGT
GGCTTTGTAGTGTTTAAGAATAAACATGCAAAGTGCCACTGCGTCTGCCCTTTGTAGAGCACTCAC
CCGAGGGAGGAAGACGTTTTCAGTTTTGCTTCCT
CAGCGCTCCTACGATTCACAGCCACCGCGCCCTCATTCCCTTGTTGCAGTTTTTCCAGCCGCAGCAA
GCCAGCCCACCTTCGAAGCCATGTCTACCAGGT
GTCAGCATCTACGGCGCTATCATGTATGAAGTCAGGTTTACCCATCTTGGCCACATCCTCACATAC
ACGCCACAAAACAACGAGTTCCAACTGCAGCTTA
CTCCACTTCATGCTCCACGAGGCCCACTGCCTGCGCTTCATAGTCCTTTGCCCAGAATGTGAAGAG
CCCATCCCAGAGTCAAAGATGAAAGAGCACATGG
CCTCTAGTTTTAGAGATCCCCTCTGAGACAGAGAGTCAAACTAACGTGGTAGTGAAAATTGAGGA
AGCACCTCTAAGCTCTTCAGAAGAGGATCACCCTG
AGAGAGTAGCTGTGTGAACTTACAAACCCAGCGGCTGCCAGTTCAAAAAATCAAGACCTATATCA
TCTGGGAGGGGGCCATGAGAGCTGTAATTTTTGTC
CTGTCTACTGCCTGTGTTGATCTCAGCACAATGGAGTTGGTTTCTAGGTGACTTCTTCTGCAAGTTC
TTCAACATGATCTTCGGCATCAGCCTCTACAGC
GGACAGTCTACTCAAAGCTCTGGATATAGTAGCAATTACGCTTATGCACCCAGCTCCTTAGGTGGA
GCCATGATTGATGGACAGTCAGCTTTTGCCAATG
CGGTCACCATGTGGTCCTCGGATGAAAAAAAAGATATTGACCATGAAACAGTGGTTGAAGAGCA
GATCATTGGAGAGAACTCACCTCCTGATTATTCTGA
TACGAGAGTCCCTACAGCGACCCTGAGGAACTCAAAGACAAGAAGCTCTTCCTGAAGCGAGAGA
ATCTCCTCGTGGCGGACATCGAGCTTGGCTGTGGCA
CGCCAAGGCTCTGGGAATGACGACAGCCAAAGAAGTGAACCCACTCCTGTATTCCATGAGAAATA
AGCACCTTCTGAGCTATGACGGACAGACGTGGAAG
TCTGCAGACAGTCAAAGCATCGCGGCTACTGAGAACGAGGAGAAATCCCATGAGGTCCCAGGTA
ATGTGCAACACTGTGGAGACATGCTCTCTGGACAGG

GAGGTGTCTTCCCGCCAGGCAATGTTAGAAAATGCATCTGACATTAAGTTGGAAAAGTTCAGCAT
CTCCGCCCACGGCAAGGAGCTATTCGTCAATGCTG
ACTAGGAATATTTCTGGAACGAGCAAGTTCCACGTAGAACTGGAGCAGGCACTGGCCGACCTCCA
CGGCAAAGATGCGGCGCTCTTGTTCTCTTCCTGTT
CTTTATAGTTGCCCTCCTCAGGTGTATAGTTGGAACTAGTGGCCTGTCTCAAACATGCCAAAAATG
AGCCCAGTTCTAGATGACAGTAGTGGGATTCAGC
GGCAAGGTTCCAGCATTTGAGGGTGATGATGGATTCTGTGTGTTTGAGAGCAATGCCATTGCCTA
TTATGTAAGCAATGAGGAGCTGCGAGGAAGTACGC
AGTACTGGTCTGCTGTGAAACGTACAAGTTCTGTGAACGTGTGCAGACTGATGCCTTTGTCTCCAA
CGAGCTAGATGATCCCGATGATCTGCAGTGTAAG
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ACATTCTAGTTCCTGGGCTTGGACCGCCATTTTGTCCTATGCTGCTGCCACTGCCACCACCAGTAAA
CCCAGCTACATTCCTCAAATACCAGGCATTTAA
AATACGTGGTCGGAGAGCTCATCTGGAATTTCGCCGACTTCATGACGAACCAGTCACCGCTGAGA
GTAATCGGAAACAAGAAGGGGATCTTCACTCGCCA
ATGAAACCTCATCGCCTGGCATTGACTCATAGCCTAGTCCTGCATTATGGTCTCTATAAGAAGATG
ATCGTCTTCAAGCCTTACCAGGCCTCCCAGCATG
ATGACTGTAGATTTTATCAGACTGAAGAGCTACTGTAATGATCAGTCAACGGGGGACATAAAAGT
TATTGGTGGAGATGATCTCTCAACTTTAACTGGAA
TGGAGATACACAGGTTGCTCTTCTGGACATCGATATCTGTGGGCCATCGATTCCCAAGATCATGG
GCTTAGAAGGAGAGCAGGTTCACCAGAGCGGCTCC
CCCTGTGCCCTCTCCTGGGTTAGTCCACATGTCGTGATTGTGCAGAATAAACGCTCACTCCATTAG
CGGGGTGCTTCTTCGAGCTGAATGCTGTGTTTGT
TGCCTTTCACTGAGAGTGGCATGATGCCGGACATTCTGTTTAATCCTCACGGGTTTCCCTCCCGTAT
GACCATAGGTATGTTAATCGAGAGCATGGCTGG
GTGAATCGTATTCTCAATGATGCTCGAGACAAAACTGGCTCCTCTGCACAGAAATCCCTCTCTGAA
TATAACAACTTCAAGTCTATGGTGGTGTCTGGAG
CCAAGACTGAATGGCTGGATGGCAAGCATGTGGTCTTTGGGAAGGTGAAAGAAGGCATGAACAT
TGTGGAAGCCATGGAGCGTTTTGGGTCCAGGAATGG
GCCTCTAGTGTCCTCCGCTGCGGGAAAAAGAAGGTCTGGTTGGATCCCAATGAGACCAATGAAAT
CGCCAATGCCAACTCCCGTCAGCAGATCAGGAAGC
TAAATCCGAAGTGCATGTGTCTATAGCCACTCCAGTTACAGTGTCCTTGGAGACCATATCCAATCA
AAATGCCGAACAGCCTACCGTTGCTGTCCCTCCG
CTTGCGAGCTGCATTTGGCCTTTCTGAGGCAGGGTTTAATACTGCATGCCTTACAAAGCTCTTTCCT
ACCCGATCACATACTGTTGCAGCACAGGGAGGT
ACAATTTTAGAGCAGCAACGGCGCTATCATGAGGAGAAGGAACGGCTTATGGATGTTATGGCCA
AAGAGATGCTTACGAAGAAGTCCACGCTTCGGGACC
GTGGCGGGTATCTGCTGGCGGTTTGGCTAGGTTTCTGCGGTCGCGTCATTTTCTCCGCAGTGCCCA
GCATCACTATTTCATGGTGTGTGAAGATAACCCA
ATTGGAAGTGTCTTCCCTGTATTGGTTCTCCTTTCTCGGAGAGATGGGGGTTGGGGGTGCGGCAA
GGTCTTGGTCTTGGTCTCTGAACACTCCCAATTCC
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Supplemental Table 2. Statistically significant, differentially expressed genes from PBMC of human AML or MDS patients
comparing post-AZA treatment, responsive samples compared to matched, pre-treatment samples.

log2Fold baseMea

GenelD j pvalue IfcSE stat Change n
5196 16 20 0.73 9.26 6.7220 914.99 PF4 platelet factor 4
2.99e- 4.35e-
81027 16 20 0.67 9.18 6.1426 954.86 TUBB1 tubulin beta 1 class VI
3.79e- 8.26e-
5473 15 19 0.79 8.86 7.0157 5007.51 PPBP pro-platelet basic protein
4.75e- 1.38e-
10398 15 18 0.71 8.80 6.2499 22577 MYL9 myosin light chain 9
5.53e- 2.01e-
4603 15 18 0.55 8.76 4.8364 403.83 MYBLA1 MYB proto-oncogene like 1
2.35e- 1.02e-
4512 14 17 0.52 8.57 44742 880614.15 COX1 cytochrome c oxidase subunit |
4.61e- 2.34e-
64919 14 17 0.66 8.48 5.5624 301.09 BCL11B  BCL11 transcription factor B
1.78e- 1.04e-
9402 13 16 0.69 8.30 5.7090 491.35 GRAP2 GRB2 related adaptor protein 2
1.61e- 1.08e-
22806 12 15 0.56 8.02 4.5250 524.4 IKZF3 IKAROS family zinc finger 3
1.61e- 1.17e-
4514 12 15 0.66 8.01 5.2682 973257 COX3 cytochrome c oxidase subunit Il
2.73e- 2.18e-
4579 12 15 0.67 7.93 5.3151 65989.37 TRNY tRNA-Tyr
4.61e- 4.02e-
3575 12 15 0.81 7.85 6.3551 304.01 IL7R interleukin 7 receptor
9.34e- 8.82e-
4511 12 15 0.67 7.76 5.1702 72358.19 TRNC tRNA-Cys
1.61e- 1.64e-
57595 11 14 0.74 7.68 5.7026 151.43 PDzD4 PDZ domain containing 4
10537633 1.80e- 1.96e- LOC1053
3 11 14 0.60 7.65 4.6184 1825.52 76333 uncharacterized LOC105376333
6.47e- 7.51e-
3934 11 14 0.95 7.48 7.1088 364.24 LCN2 lipocalin 2
6.84e- 8.44e-
6374 10 13 0.83 7.15 5.9436 88.61 CXCL5 C-X-C motif chemokine ligand 5
9.55e- 1.25e-
3932 10 12 0.72 7.10 5.1383 184.67 LCK LCK proto-oncogene, Src family tyrosine kinase
9.67e- 1.35e-
83888 10 12 0.71 7.09 5.0282 242.84 FGFBP2 fibroblast growth factor binding protein 2

4513 10 12 0.65 7.08 45795 474435.28 COX2 cytochrome c oxidase subunit Il
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641497.04
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124.97

430.09
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CALD1
ZAP70
IL32
SBK1
PF4V1
TREMLA1
SPOCK2
LINCO10
02
CYTB
SH2D2A
ND5
DEFA1
DEFA1B
SH3BGR
L2
PLCG1
LOC1079
84360
ND4
KLRB1

SPON2

transforming growth factor beta receptor 3

C-C motif chemokine ligand 5

CD6 molecule

caldesmon 1

zeta chain of T cell receptor associated protein kinase 70
interleukin 32

SH3 domain binding kinase 1

platelet factor 4 variant 1

triggering receptor expressed on myeloid cells like 1
SPARC (osteonectin), cwcv and kazal like domains proteoglycan 2
long intergenic non-protein coding RNA 1002
cytochrome b

SH2 domain containing 2A

NADH dehydrogenase subunit 5

defensin alpha 1

defensin alpha 1B

SH3 domain binding glutamate rich protein like 2

phospholipase C gamma 1

NADH dehydrogenase subunit 4
killer cell lectin like receptor B1

spondin 2
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0.80

1.01

0.98

0.79

0.75

0.89

0.67

0.85

0.87

1.08

0.76

6.38

6.36

6.28

6.27

6.25
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6.21

6.16

6.15

6.14

6.12

6.10

6.08
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5.3934

5.1487

4.3091
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6.9115

4.8038

3.5854
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5.9768

4.8097

4.5399

5.3772

4.0193

5.0916

5.1352

6.4090

4.5044

63.29

503.28

332.77

127.67

129.67

272.2

289.63

74.34

53.56

82.03

494.22

181.27

72.04

82.38

87.75

256.17

118.84

126.18

76.01

90.7

57.91

76179.7

CD3D
CD226
CD247
LOC1019
28512
TNFRSF
18
GZMA
TBX21
PTCRA
ENKUR
AGAP1
CARD11
ITK

XK
GP9
MFAP3L
C20rf88
CD3E
SKAP1
IGHA1
ANK1
TMEM40

MIR1213
6

CD3 delta subunit of T-cell receptor complex
CD226 molecule

CD247 molecule

uncharacterized LOC101928512

TNF receptor superfamily member 18
granzyme A

T-box transcription factor 21

pre T cell antigen receptor alpha

enkurin, TRPC channel interacting protein
ArfGAP with GTPase domain, ankyrin repeat and PH domain 1
caspase recruitment domain family member 11
IL2 inducible T cell kinase

X-linked Kx blood group antigen, Kell and VPS13A binding protein
glycoprotein IX platelet

microfibril associated protein 3 like
chromosome 2 open reading frame 88

CD3 epsilon subunit of T-cell receptor complex
src kinase associated phosphoprotein 1
immunoglobulin heavy constant alpha 1
ankyrin 1

transmembrane protein 40

microRNA 12136
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2781 07 09 0.83 5.89 4.8570 70.27 GNAZ G protein subunit alpha z
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925 07 09 1.01 5.86 5.9427 145.77 CD8A CD8a molecule
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2017 07 09 0.84 5.87 4.9530 125.5 CTTN cortactin
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SEPTIN1
LOC1001
33331
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ABLIM3
GP1BB
NKG7
NINL
TRDC
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TRND
LEF1
IL2RB
SLFN12L
BEND2
C13orf46
LPAR5
CD96
MMP9

ZNF831

microRNA 10396b

CD3 gamma subunit of T-cell receptor complex
septin 1

replaced by ID 100288069

family with sequence similarity 27 member E4
uncharacterized LOC105377384

actin binding LIM protein family member 3
glycoprotein Ib platelet subunit beta

natural Killer cell granule protein 7

ninein like

T cell receptor delta constant

CKLF like MARVEL transmembrane domain containing 5
tRNA-Asp

lymphoid enhancer binding factor 1

interleukin 2 receptor subunit beta

schlafen family member 12 like

BEN domain containing 2

chromosome 13 open reading frame 46
lysophosphatidic acid receptor 5

CD96 molecule

matrix metallopeptidase 9

zinc finger protein 831
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5.07

5.04

5.01

5.01

4.95

4.94

4.93

4.92

5.3183

4.1191

3.0796

5.0978

3.7122

4.4424

4.7030

3.9102

3.8987

4.2491

4.2491

4.3254

4.3693

4.6579

4.4885

9.5540

4.2007

4.2008

5.0084

6.2013

4.2116

3.2960

46.41
80.25
1831.83
53.69
101.1
208.83
103.18
102.47
79.18
3084253.9
2
3084253.4
2

185894 .86
128.86
78.89
82.71
31.05
4041673.7
4
4041641.8
1

135.94
33.87
605386.23

190.45

JAKMIP1
AJM1
LOC1001
32062
SH2D1A
NMUR1
GNG11
SLFN14
PDGFRB
OSBP2
LOC1079
87206
RN7SL1
ND6
GZMH
S1PR1
DTHD1
THRB-
AS2
LOC1053
78179
RN7SL2
C120rf75
CCR7
ATP6

STAT4

janus kinase and microtubule interacting protein 1
apical junction component 1 homolog
uncharacterized LOC100132062

SH2 domain containing 1A

neuromedin U receptor 1

G protein subunit gamma 11

schlafen family member 14

platelet derived growth factor receptor beta
oxysterol binding protein 2

replaced by ID 6029

RNA component of signal recognition particle 7SL1
NADH dehydrogenase subunit 6

granzyme H

sphingosine-1-phosphate receptor 1

death domain containing 1

THRB antisense RNA 2

uncharacterized LOC105378179

RNA component of signal recognition particle 7SL2
chromosome 12 open reading frame 75

C-C motif chemokine receptor 7

ATP synthase FO subunit 6

signal transducer and activator of transcription 4



4753
2625
9214
84886
347404
8654
4568
2113
10986427
9

114804
10013199
7

2811
10000858
S

5727

914
4509
10023320
9

8555
10986427
2
10986428
2

1292

80739

9.57e-
05
1.03e-
04
1.24e-
04
1.27e-
04
1.39%¢-
04
1.45e-
04
1.49e-
04
1.49e-
04
1.52e-
04
1.62e-
04
1.67e-
04
1.67e-
04
2.15e-
04
2.75e-
04
3.16e-
04
3.46e-
04
3.64e-
04
3.67e-
04
3.78e-
04
4.00e-
04
4.05e-
04
4.31e-
04

9.10e-
07
9.87e-
07
1.20e-
06
1.23e-

1.37e-
06
1.43e-
06
1.48e-
06
1.50e-
06
1.53e-

1.64e-
06
1.71e-
06
1.72e-
06
2.23e-
06
2.88e-
06
3.33e-

3.67e-
06
3.88e-
06
3.95e-
06
4.09e-
06
4.36e-

4.43e-
06
4.75e-
06

1.74

0.77

0.82

0.75

0.99

0.70

0.94

0.70

0.83

1.20

0.90

0.74

0.58

0.87

0.98

0.81

0.94

1.16

0.58

0.58

1.01

0.91

4.91

4.89

4.86

4.85

4.83

4.82

4.81

4.81

4.81

4.79

4.78

4.78

4.73

4.68

4.65

4.63

4.62

4.61

4.61

4.59

4.59

4.58

8.5485

3.7669

3.9582

3.6446

4.8007

3.3488

4.5051

3.3880

3.9706

5.7492

4.2977

3.5548

2.7227

4.0578

4.5406

3.7444

4.3254

5.3280

2.6636

2.6780

4.6293

4.1749

40.75

137.39

90.93

119.31

48.83

165.13

868.52

955.33

538366.19

36.05

114.65

200.93

1773.16

63.79

154.04

70464.84

57.35

32.12

1416.82

1379.87

484.55

571.27

NELL2
GATA3
FCMR
C1orf198
LANCL3
PDESA
TRNL2
ETS1
RNA45S
N2
RNF157
FAM27E
&
GP1BA
RNA28S
N5
PTCH1
CD2
ATP8
PCED1B
-AS1
CDC14B
RNA28S
N4
RNA28S
N2
COL6A2

MPIG6B

neural EGFL like 2

GATA binding protein 3

Fc mu receptor

chromosome 1 open reading frame 198
LanC like family member 3
phosphodiesterase 5A

tRNA-Leu

ETS proto-oncogene 1, transcription factor
RNA, 45S pre-ribosomal N2

ring finger protein 157

family with sequence similarity 27 member E3
glycoprotein Ib platelet subunit alpha
RNA, 28S ribosomal N5

patched 1

CD2 molecule

ATP synthase FO subunit 8

PCED1B antisense RNA 1

cell division cycle 14B

RNA, 28S ribosomal N4

RNA, 28S ribosomal N2

collagen type VI alpha 2 chain

megakaryocyte and platelet inhibitory receptor G6b



10537985 4.54e- 5.04e- LOC1053

7 04 06 0.84 4.56 3.8449 58.53 79857 replaced by ID 642819
4.54e- 5.08e-
4638 04 06 0.91 4.56 4.1321 130.67 MYLK myosin light chain kinase
4.66e- 5.24e-
6678 04 06 0.82 4.55 3.7413 360.13 SPARC secreted protein acidic and cysteine rich
5.11e- 5.82e-
8436 04 06 0.90 4.53 4.0978 545.74 CAVIN2 caveolae associated protein 2
5.11e- 5.86e-
378707 04 06 0.76 4.53 3.4260 338691.09 RN7SL3 RNA component of signal recognition particle 7SL3
10537244 5.11e- 5.86e- LIM2-
6 04 06 1.06 4.53 4.7926 39.8 AS1 LIM2 and SIGLEC10 antisense RNA 1
10663226 5.16e- 5.95e- RNA28S
4 04 06 0.59 4.53 2.6802 1688.58 N1 RNA, 28S ribosomal N1
5.73e- 6.66e-
5730 04 06 0.85 4.50 3.8484 74.51 PTGDS prostaglandin D2 synthase
6.02e- 7.04e- SHISAL2
348378 04 06 1.00 4.49 4.5061 4936 A shisa like 2A
6.29e- 7.40e-
81606 04 06 0.74 4.48 3.3265 112.26 LBH LBH regulator of WNT signaling pathway
6.35e- 7.52e-
79616 04 06 1.03 448 4.6155 38.45 CCNJL cyclin J like
6.37e- 7.58e-
4535 04 06 0.86 4.48 3.8383 713934.18 ND1 NADH dehydrogenase subunit 1
6.62e- 7.93e- PRKAR2
5577 04 06 0.77 4.47 3.4346 47472 B protein kinase cAMP-dependent type Il regulatory subunit beta
6.70e- 8.08e-
4564 04 06 0.93 4.46 4.1357 1883.31 TRNH tRNA-His
10798646 6.71e- 8.13e- LOC1079
1 04 06 1.32 4.46 5.9042 26.15 86461 uncharacterized LOC107986461
7.44e- 9.07e-
4566 04 06 0.89 4.44 3.9404 1543.83 TRNK tRNA-Lys
7.46e- 9.16e- RHOBTB
9886 04 06 0.78 4.44 3.4675 92.92 1 Rho related BTB domain containing 1
8.18e- 1.01e- FAM157
728262 04 05 0.59 4.41 2.6184 2010.11 A family with sequence similarity 157 member A
8.18e- 1.02e-
4550 04 05 0.90 4.41 3.9566 262.81 RNR2 [-rRNA
8.88e- 1.11e-
8530 04 05 0.71 4.39 3.1021 207.99 CST7 cystatin F
9.03e- 1.13e-
6095 04 05 0.75 4.39 3.3120 24443 RORA RAR related orphan receptor A
9.15e- 1.16e- KIAA167

85379 04 05 1.22 4.39 5.3521 2768 1 KIAA1671



54843
28951
3003
10050086
1035047%
1002891;
4

50852
149628
154075
23224
9437
11321850
1

4536
343413
6403
9254
8277
6043
9953
2920
28639

8807

9.23e-
04
9.79%e-
04
1.03e-
03
1.14e-
03
1.15e-
03
1.25e-
03
1.28e-
03
1.30e-
03
1.30e-

1.30e-
03
1.30e-
03
1.30e-

1.36e-
03
1.37e-
03
1.46e-

1.69e-
03
1.69e-
03
1.81e-
03
1.82e-
03
1.85e-

1.86e-
03
1.88e-
03

1.17e-
05
1.25e-
05
1.33e-
05
1.47e-
05
1.49e-
05
1.64e-
05
1.68e-
05
1.71e-
05
1.76e-
05
1.75e-
05
1.74e-
05
1.76e-
05
1.85e-
05
1.87e-
05
2.00e-

2.34e-
05
2.34e-
05
2.53e-
05
2.55e-
05
2.60e-
05
2.63e-
05
2.67e-
05

0.71

0.70

1.34

0.93

0.93

1.10

1.82

0.74

0.84

0.68

0.91

1.04

0.89

0.81

0.88

0.88

1.21

0.94

0.84

0.64

0.95

0.69

4.38
4.37
4.36
4.33
4.33
4.31
4.30
4.30
4.29
4.29
4.30
4.29
4.28
4.28
4.27
4.23
4.23
421
4.21
421
4.20

4.20

3.1244

3.0415

5.8517

4.0309

4.0231

4.7453

7.8346

3.1719

3.6147

2.8986

3.9240

4.4554

3.8011

3.4488

3.7668

3.7231

5.1177

-3.9531

3.5489

-2.6869

4.0018

2.9035

141.13

101.4

76.63

11787.95

23318.02

54.17

25.64

148.48

206.39

1317.56

76.34

268.18

734832.3

73.61

135.52

57.73

51.12

122.45

94.43

371.47

55.35

136.42

SYTL2
TRIB2
GZMK
MIR3648
-1
MIR3648
-2
FAM27E
2
TRAT1
PYHIN1
SAMD3
SYNE2
NCR1
MIR1039
6A

ND2
FCRL6
SELP
CACNAZ2
D2
TKTLA1
SNORAG
3
HS3ST3
B1
CXCL2
TRBCA1

IL18RAP

synaptotagmin like 2

tribbles pseudokinase 2

granzyme K

microRNA 3648-1

microRNA 3648-2

family with sequence similarity 27 member E2

T cell receptor associated transmembrane adaptor 1
pyrin and HIN domain family member 1

sterile alpha motif domain containing 3

spectrin repeat containing nuclear envelope protein 2
natural cytotoxicity triggering receptor 1

microRNA 10396a

NADH dehydrogenase subunit 2

Fc receptor like 6

selectin P

calcium voltage-gated channel auxiliary subunit alpha2delta 2
transketolase like 1

small nucleolar RNA, H/ACA box 63

heparan sulfate-glucosamine 3-sulfotransferase 3B1
C-X-C motif chemokine ligand 2

T cell receptor beta constant 1

interleukin 18 receptor accessory protein



5583
10012873
1001302;

1

666
143872
1793
84131
259215
51348
81563
10537780
6

4050
81794
339541
58486
3693
8787
10158
57732
22914
54796

10192953
1

1.88e-

1.91e-
03
1.95e-
03
2.02e-

2.09e-
03
2.14e-
03
2.33e-
03
2.48e-
03
2.48e-

2.59%e-
03
2.68e-
03
2.77e-
03
2.98e-
03
3.11e-
03
3.25e-

3.59%e-
03
3.68e-
03
3.90e-
03
3.90e-
03
3.90e-

3.98e-
03
4.34e-
03

2.69e-
05
2.75e-
05
2.81e-
05
2.93e-

3.05e-
05
3.14e-
05
3.43e-
05
3.68e-
05
3.69e-
05
3.87e-
05
4.03e-
05
4.18e-
05
4.53e-
05
4.75e-
05
4.97e-

5.52e-
05
5.69e-
05
6.09e-
05
6.07e-
05
6.12e-
05
6.27e-
05
6.87e-
05

0.60

0.59

1.03

0.94

1.18

0.87

0.61

1.24

0.95

0.72

0.85

0.66

0.65

1.00

0.72

0.83

0.93

1.88

0.68

0.94

1.01

1.33

4.20
4.19
4.19
4.18
4.17
4.1E;
4.14
4.13
4.13
4.12
4.11
4.10
4.08
4.07
4.06
4.03
4.03
4.01
4.01
4.01
4.00

3.98

2.5272

2.4621

4.3111

3.9099

4.9206

-3.5991

2.5401

5.1340

3.8998

2.9448

3.4713

2.6877

2.6647

-4.0516

-2.9294

3.3455

3.7281

7.5241

2.7084

3.7704

4.0214

5.2740

810.23

589.79

108.49

43.61

31.45

192.46

289.46

28.73

150

137.04

109.15

138.21

253.96

148.54

120.56

79.38

42.63

20.9

117.73

103.95

46.94

22.25

PRKCH
0OST4
LINCO008
61

BOK
ARHGAP
42
DOCK1
CEP78
LY6G6F
KLRF1
C1orf21
LOC1053
77806
LTB
ADAMTS
10
ARMH1
ZBEDS
ITGB5
RGS9
PDZK1IP
1
ZFYVE2
8
KLRK1
BNC2

LINCO18
71

protein kinase C eta

oligosaccharyltransferase complex subunit 4, non-catalytic
long intergenic non-protein coding RNA 861

BCL2 family apoptosis regulator BOK

Rho GTPase activating protein 42

dedicator of cytokinesis 1

centrosomal protein 78

lymphocyte antigen 6 family member G6F

killer cell lectin like receptor F1

chromosome 1 open reading frame 21

lymphotoxin beta

ADAM metallopeptidase with thrombospondin type 1 motif 10
armadillo like helical domain containing 1

zinc finger BED-type containing 5

integrin subunit beta 5

regulator of G protein signaling 9

PDZK1 interacting protein 1

zinc finger FYVE-type containing 28

killer cell lectin like receptor K1

basonuclin 2

long intergenic non-protein coding RNA 1871



4.55e- 7.23e-

79993 03 05 0.89 3.97 3.5273 135.06 ELOVL7 ELOVL fatty acid elongase 7
4.56e- 7.29e-
93010 03 05 0.98 3.97 3.9048 37.06 B3GNT7 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 7
4.57e- 7.32e-
864 03 05 0.60 3.97 2.3704 1024.65 RUNX3 RUNX family transcription factor 3
4.76e- 7.67e-
4900 03 05 0.68 3.95 2.6853 1430.52 NRGN neurogranin
10991038 5.10e- 8.25e- RNA28S
2 03 05 0.55 3.94 2.1542 1042.18 N3 RNA, 28S ribosomal N3
10537980 5.44e- 8.87e- LOC1053
7 03 05 1.17 3.92 4.5978 38.71 79807 uncharacterized LOC105379807
5.44e- 8.88e-
92591 03 05 0.87 3.92 3.4114 171.51 ASB16 ankyrin repeat and SOCS box containing 16
5.65e- 9.27e-
124602 03 05 1.11 3.9 4.3402 44.07 KIF19 kinesin family member 19
5.80e- 9.56e-
9289 03 05 0.68 3.90 2.6365 465.08 ADGRG1 adhesion G protein-coupled receptor G1
5.92e- 9.81e-
117157 03 05 0.99 3.90 3.8584 117.34 SH2D1B  SH2 domain containing 1B
5.98e- 9.95e-
54758 03 05 0.57 3.89 2.2291 299.45 KLHDC4 kelch domain containing 4
6.08e- 1.01e-
760 03 04 0.82 3.89 3.1916 123.83 CAZ2 carbonic anhydrase 2
6.16e- 1.03e-
3823 03 04 0.92 3.88 3.5710 59.19 KLRC3 killer cell lectin like receptor C3
6.32e- 1.06e-
5874 03 04 0.87 3.88 3.3555 240.25 RAB27B RAB27B, member RAS oncogene family
6.62e- 1.12e-
60509 03 04 0.61 3.86 2.3535 382.95 AGBL5 AGBL carboxypeptidase 5
6.62e- 1.12e-
4573 03 04 0.95 3.86 3.6809 306.24 TRNR tRNA-Arg
6.69e- 1.14e-
2274 03 04 0.88 3.86 3.4101 48.27 FHL2 four and a half LIM domains 2
6.80e- 1.16e-
11098 03 04 0.91 3.85 3.5156 51.9 PRSS23 serine protease 23
6.97e- 1.20e-
4569 03 04 0.89 3.85 3.4226 682.49 TRNM tRNA-Met
7.23e- 1.25e-
4537 03 04 0.92 3.84 3.5099 157586.17 ND3 NADH dehydrogenase subunit 3
7.81e- 1.35e-
4539 03 04 0.93 3.82 3.5386 139355.36 NDA4L NADH dehydrogenase subunit 4L
8.03e- 1.40e-

23043 03 04 0.56 3.81 2.1283 380.44 TNIK TRAF2 and NCK interacting kinase



10125
26030
6932
9495
10798702
6
10986427
1

10123
10052803
2

820
83988
11278
57211
387509
4575
55930
10272464
6

129049
440823
9124
3674
84879

23345

8.03e-

8.07e-
03
8.10e-
03
8.39%e-

8.62e-
03
8.86e-
03
9.12e-
03
9.52e-
03
1.03e-

1.03e-
02
1.07e-
02
1.08e-
02
1.11e-
02
1.11e-
02
1.12e-
02
1.13e-
02
1.13e-
02
1.25e-
02
1.27e-
02
1.27e-

1.31e-
02
1.31e-
02

1.40e-
04
1.42e-
04
1.43e-
04
1.49e-
04
1.53e-
04
1.58e-
04
1.64e-
04
1.71e-
04
1.87e-
04
1.87e-
04
1.95e-
04
1.97e-
04
2.04e-
04
2.04e-
04
2.07e-
04
2.10e-
04
2.12e-
04
2.34e-
04
2.39%e-
04
2.3%e-
04
2.49e-
04
2.49e-
04

0.71

0.53

0.82

0.93

0.93

0.90

0.58

0.93

1.21

0.79

0.75

1.88

1.05

0.98

1.82

0.71

1.47

0.72

0.80

0.85

1.64

0.53

3.81

3.81

3.80

3.79

3.79

3.78

3.77

3.76

3.74

3.74

3.73

3.72

3.71

3.71

3.71

3.71

3.70

3.68

3.67

3.67

3.66

3.66

2.6914 163.54

2.0257 470.15

3.1000 387.11

3.5344 48.48

3.5297 95.78

3.4098 426294.63

2.1911 1100.53

3.5015 120.66

4.5029 32.12

2.9563 63.94

2.8096 242.64

-7.0025 68.04

3.9001 32.45

3.6310 1251.35

-6.7664 65.57

2.6310 165.84

5.4433 22.97

2.6367 193.92

2.9344 198.16

3.1086 365.67

-5.9959 37.54

1.9435 2229.53

RASGRP
1
PLEKHG
3

TCF7
AKAPS
LOC1079
87026
RNA45S
N4
ARL4C
KLRC4-
KLRK1
CAMP
NCALD
KLF12
ADGRG6
GPR153
TRNS2
MYO5C
LOC1027
24646
SGSM!1
MIAT
PDLIM1
ITGA2B
MFSD2A

SYNE1

RAS guanyl releasing protein 1

pleckstrin homology and RhoGEF domain containing G3
transcription factor 7

A-kinase anchoring protein 5
uncharacterized LOC107987026

RNA, 458 pre-ribosomal N4

ADP ribosylation factor like GTPase 4C
KLRC4-KLRK1 readthrough

cathelicidin antimicrobial peptide
neurocalcin delta

KLF transcription factor 12

adhesion G protein-coupled receptor G6
G protein-coupled receptor 153

tRNA-Ser

myosin VC

uncharacterized LOC102724646

small G protein signaling modulator 1
myocardial infarction associated transcript
PDZ and LIM domain 1

integrin subunit alpha 2b

MFSD2 lysolipid transporter A, lysophospholipid

spectrin repeat containing nuclear envelope protein 1



10537662
6

54438
2696
55655
54855
161882
26051
11226828
4

28638
3039
8542
122416
23336
3004
4571
284
10663380
0

59352
7293
9053
3494

3738

1.32e-
02
1.33e-
02
1.35e-
02
1.35e-
02
1.41e-
02
1.43e-
02
1.52e-
02
1.52e-
02
1.55e-

1.61e-
02
1.62e-
02
1.75e-
02
1.75e-
02
1.75e-
02
1.80e-
02
1.84e-
02
1.85e-
02
1.86e-
02
1.89e-
02
1.93e-

1.93e-
02
1.96e-
02

2.52e-
04
2.55e-
04
2.59¢-
04
2.61e-
04
2.74e-
04
2.79e-
04
2.97e-
04
2.97e-
04
3.06e-
04
3.18e-
04
3.21e-
04
3.49e-
04
3.50e-
04
3.49¢-
04
3.62e-
04
3.71e-
04
3.75e-
04
3.78e-
04
3.85e-
04
3.96e-
04
3.96e-
04
4.03e-
04

1.92

0.56

1.16

1.06

1.11

0.65

0.60

0.73

0.90

2.13

0.76

0.76

1.06

1.19

0.89

1.34

0.80

1.10

0.99

1.52

1.22

0.59

3.66

3.66

3.65

3.65

3.64

3.63

3.62

3.62

3.61

3.60

3.60

3.58

3.57

3.58

3.57

3.56
3.56;
3.55
3.55
3.54
3.54

3.54

-7.0378

2.0469

4.2418

3.8808

4.0208

2.3771

2.1631

2.6257

3.2520

7.6657

2.7336

2.7136

3.7834

4.2615

3.1609

-4.7648

2.8334

3.9145

3.5203

5.3839

4.3330

2.0960

27.27

310.53

26.77

45.33

282.75

129.01

192.26

547.02

98.06

3003.76

760.21

105.46

31.75

31.8

5876.29

124.32

164.61

51.9

57.36

75.24

30.15

401.84

LOC1053
76626

GFOD1
GIPR
NLRP2
TENT5C
ZFPM1
PPP1R1
6B
LOC1122
68284
TRBC2
HBA1
APOL1
ANKRD9
SYNM
GZMM
TRNP
ANGPT1
SNORD1
33
LGR6
TNFRSF
4

MAP7
IGHA2

KCNA3

uncharacterized LOC105376626

glucose-fructose oxidoreductase domain containing 1
gastric inhibitory polypeptide receptor

NLR family pyrin domain containing 2

terminal nucleotidyltransferase 5C

zinc finger protein, FOG family member 1

protein phosphatase 1 regulatory subunit 16B

T cell receptor beta constant 2

hemoglobin subunit alpha 1

apolipoprotein L1

ankyrin repeat domain 9

synemin

granzyme M

tRNA-Pro

angiopoietin 1

small nucleolar RNA, C/D box 133

leucine rich repeat containing G protein-coupled receptor 6
TNF receptor superfamily member 4

microtubule associated protein 7

immunoglobulin heavy constant alpha 2 (A2m marker)

potassium voltage-gated channel subfamily A member 3



1.99e- 4 12e-

494470 02 04 1.00 3.53 3.5138 62.46 RNF165 ring finger protein 165
1.99e- 4.13e- -
139065 02 04 0.94 3.53 -3.3180 76.99 SLITRK4 SLIT and NTRK like family member 4
2.09e- 4.35e- - TAPT1-
202020 02 04 1.92 3.52 -6.7558 22.42 AS1 TAPT1 antisense RNA 1 (head to head)
2.10e- 4.41e- PPP2R2
5521 02 04 0.94 3.51 3.3171 5166 B protein phosphatase 2 regulatory subunit Bbeta
2.10e- 4.39e- - MAMDC
256691 02 04 145 3.52 -5.0834 113.64 2 MAM domain containing 2
2.10e- 4.41e-
23348 02 04 1.01 3.51 3.5339 53.89 DOCK9 dedicator of cytokinesis 9
10302116 2.10e- 4.43e-
4 02 04 2.02 3.51 7.0951 15.17 CASC21 cancer susceptibility 21
2.10e- 4 .45e- -
84002 02 04 0.98 3.51 -3.4341 150.14 B3GNT5 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5
2.15e- 4.57e-
6622 02 04 0.83 3.50 2.9029 160.64 SNCA synuclein alpha
217e- 4.65e- -
2322 02 04 0.82 3.50 -2.8844 205.22 FLT3 fms related receptor tyrosine kinase 3
2.17e- 4.62e-
3040 02 04 222 3.50 7.7566 3930.13 HBA2 hemoglobin subunit alpha 2
2.17e- 4.65e-
6915 02 04 1.28 3.50 4.4765 34.89 TBXA2R thromboxane A2 receptor
10003741 2.35e- 5.07e-
7 02 04 0.75 3.48 2.6199 275.03 DDTL D-dopachrome tautomerase like
2.41e- 5.22e-
5729 02 04 0.91 347 3.1667 65.68 PTGDR prostaglandin D2 receptor
2.53e- 5.48e-
8809 02 04 0.98 3.46 3.3904 73.66 IL18R1 interleukin 18 receptor 1
2.64e- 5.75e-
10178 02 04 0.96 3.44 3.2996 49.23 TENMA1 teneurin transmembrane protein 1
10536940 2.65e- 5.79e- - LOC1053
2 02 04 1.94 3.44 -6.6822 21.29 69402 uncharacterized LOC105369402
2.68e- 5.88e- - SNORD1
652966 02 04 0.93 3.44 -3.2043 118.06 0O small nucleolar RNA, C/D box 10
2.69e- 5.92e-
10826 02 04 0.69 3.44 2.3688 210.39 FAXDC2 fatty acid hydroxylase domain containing 2
2.84e- 6.27e- - SNORA7
6080 02 04 0.74 3.42 -2.5439 587.68 3A small nucleolar RNA, H/ACA box 73A
2.89e- 6.40e-
54541 02 04 0.64 3.41 2.1916 140.83 DDIT4 DNA damage inducible transcript 4
2.95e- 6.55e-

8320 02 04 1.12 3.41 3.8075 3591 EOMES eomesodermin



2.95e- 6.57e-

8425 02 04 0.67 3.41 2.2964 323.27 LTBP4 latent transforming growth factor beta binding protein 4
2.96e- 6.64e-
8510 02 04 0.81 3.40 2.7449 81.45 MMP23B matrix metallopeptidase 23B
2.96e- 6.62e- PPP1R9
55607 02 04 1.01 3.40 3.4504 3261 A protein phosphatase 1 regulatory subunit 9A
3.15e- 7.09e-
4684 02 04 0.87 3.39 2.9587 221.2 NCAM1 neural cell adhesion molecule 1
3.16e- 7.13e-
158038 02 04 1.10 3.38 3.7310 27.66 LINGO2 leucine rich repeat and Ig domain containing 2
3.20e- 7.24e-
54797 02 04 0.80 3.38 2.7041 293.08 MED18 mediator complex subunit 18
3.20e- 7.27e-
54910 02 04 0.72 3.38 2.4343 114.63 SEMA4C semaphorin 4C
3.59e- 8.19e-
1668 02 04 2.06 3.35 6.8952 845.14 DEFA3 defensin alpha 3
10052683 3.65e- 8.36e- SEPT5-
3 02 04 1.09 3.34 3.6273 233.04 GP1BB SEPT5-GP1BB readthrough
3.65e- 8.37e-
4570 02 04 0.81 3.34 2.6991 4503.41 TRNN tRNA-Asn
3.70e- 8.55e-
64407 02 04 0.62 3.33 2.0712 910.06 RGS18 regulator of G protein signaling 18
3.70e- 8.57e-
1116 02 04 1.17 3.33 3.9016 77.95 CHI3L1 chitinase 3 like 1
3.70e- 8.54e- -
4602 02 04 1.19 3.33 -3.9641 309.63 MYB MYB proto-oncogene, transcription factor
3.79e- 8.80e-
671 02 04 0.90 3.33 3.0079 407.29 BPI bactericidal permeability increasing protein
3.79%e- 8.84e-
1521 02 04 0.74 3.33 2.4454 352.02 CTSW cathepsin W
3.95e- 9.24e-
5243 02 04 0.88 3.31 2.9062 82.04 ABCB1 ATP binding cassette subfamily B member 1
3.99e- 9.36e- -
8690 02 04 0.90 3.31 -2.9668 59.6 JRKL JRK like
4.00e- 9.40e-
256380 02 04 0.90 3.31 2.9675 105.59 SCML4 Scm polycomb group protein like 4
4.03e- 9.53e-
6232 02 04 0.59 3.30 1.9478 2438.21 RPS27 ribosomal protein S27
4.03e- 9.51e-
26053 02 04 0.71 3.30 2.3556 184.35 AUTS2 activator of transcription and developmental regulator AUTS2
4.07e- 9.67e- ARHGEF
23365 02 04 0.72 3.30 2.3616 246.27 12 Rho guanine nucleotide exchange factor 12
4.09e- 9.74e- - FAM234

57613 02 04 1.97 3.30 -6.4960 18.72 B family with sequence similarity 234 member B



652965
10272436
4

4145
55759
60312
84628
4549
10086153
2
10537928
2

4092
79037

144203

4.14e-
02
4.34e-
02
4.40e-
02
4.43e-
02
4.52e-
02
4.63e-
02
4.67e-
02
4.68e-
02
4.87e-

4.87e-
02
4.95e-
02
4.96e-
02

9.89%e-
04
1.04e-
03
1.06e-
03
1.07e-

1.09e-
03
1.12e-
03
1.14e-
03
1.14e-
03
1.20e-

1.19e-
03
1.22e-
03
1.23e-
03

0.76

0.60

0.79

0.91

1.08

0.69

1.11

0.94

0.80

0.73

0.82

1.14

3.29

3.28

3.28

3.27

3.27

3.26

3.25

3.25

3.24

3.24

3.23

3.23

-2.5110 441.42

1.9821 212.36

2.5723 216.52

-2.9844 63.19

3.5314 46.95

2.2385 142.89

3.6065 148.56

3.0486 269159.77

2.5973 156.8

2.3625 169.55

2.6512 75.01

3.6825 26.84

SNORA4
8
SEC22B
4P
MATK
WDR12
AFAP1
NTNG2
RNR1
RNA45S
N5
LOC1053
79282
SMAD7
PVRIG

OVOSs2

small nucleolar RNA, H/ACA box 48
SEC22 homolog B4, pseudogene
megakaryocyte-associated tyrosine kinase
WD repeat domain 12

actin filament associated protein 1

netrin G2

s-TRNA

RNA, 45S pre-ribosomal N5

SMAD family member 7
PVR related immunoglobulin domain containing

alpha-2-macroglobulin like 1 pseudogene



Supplemental Table 3. Complete Annotations Lists with Accompanying P-values from Gene Ontology Analysis of Genes Differentially Expressed in AZA-treated
Compared to Vehicle-treated Mouse Blood.

Gene Ontology

Gene Ontology Molecular

Cellular Compartment
alphav-beta3 integrin-
PKCalpha complex

plasma membrane

cell periphery
alpha9-beta1 integrin-
ADAMS8 complex
integrin alphallb-beta3
complex

integrin complex
plasma membrane
signaling receptor
complex

protein complex involved
in cell adhesion
alphav-beta3 integrin-
HMGB1 complex
integrin alphav-beta3
complex

integrin alpha9-beta1
complex

alphav-beta3 integrin-
IGF-1-IGF1R complex

fibrinogen complex
extracellular space
extracellular region
symbiont cell surface
other organism part
serine-type
endopeptidase complex
serine-type peptidase
complex

peptidase complex

endopeptidase complex

glycinergic synapse

4.58E-
04
2.34E-
02
3.14E-
02
4.58E-
04
6.87E-
04
7.53E-

4 .45E-
02
1.34E-
02
6.87E-
04
6.87E-
04
6.87E-
04
9.16E-
04
1.37E-
03
5.07E-

1.31E-
02
1.60E-
03
1.83E-
03
3.89E-
03
4.34E-

2.90E-
02
2.22E-
02
4.12E-
03

Function

fibrinogen binding
protein-containing complex
binding

collagen V binding
collagen binding
C-X8-C chemokine binding

chemokine binding

cytokine binding
protein binding
neuregulin binding

growth factor binding
vascular endothelial growth
factor receptor 2 binding
vascular endothelial growth
factor receptor binding

growth factor receptor binding
complement component C3b
binding

opsonin binding

complement binding
insulin-like growth factor |
binding

insulin-like growth factor
binding

fibroblast growth factor binding

fibronectin binding

protein disulfide isomerase
activity

intramolecular oxidoreductase
activity, transposing S-S bonds

6.29
E-07
4.75
E-02
1.14
E-03
1.73
E-02
1.14
E-03
2.35
E-05

272
E-06
1.69
E-02
1.37
E-03
4.38
E-04
1.83
E-03
3.66
E-03
3.43
E-02
2.06
E-03
5.03
E-03
6.40
E-03
2.97
E-03
412
E-03
1.36
E-05
2.63
E-05
412
E-03
4.12
E-03

Gene Ontolog gical Process

activation of membrane attack complex

complement activation

positive regulation of response to stimulus

positive regulation of biological process

regulation of immune system process

positive regulation of immune system process

positive regulation of adenylate cyclase-inhibiting opioid
receptor signaling pathway

regulation of adenylate cyclase-inhibiting opioid receptor
signaling pathway

regulation of opioid receptor signaling pathway
regulation of G protein-coupled receptor signaling
pathway

positive regulation of opioid receptor signaling pathway
positive regulation of G protein-coupled receptor signaling
pathway

positive regulation of cellular process

angioblast cell migration

cell migration

cell motility

blood vessel morphogenesis

tube morphogenesis

anatomical structure morphogenesis

developmental process

anatomical structure development

tube development

2.29E
-04
1.28E
-02
1.14E
-02
2.20E
-03
4.34E
-03
1.20E
-03

2.29E
-04
2.29E
-04
9.16E
-04
3.54E
-02
4.58E
-04
9.81E
-03
2.38E
-02
2.29E
-04
8.62E
-04
1.70E
-03
9.78E
-05
4.24E
-04
6.97E
-04
1.63E
-03
1.10E
-03
1.02E
-03

PANTHER

Pathwa

Blood coagulation  1.16E
(P00011) -02
p53 pathway 1.93E
(P00059) -02
Integrin signalling  4.25E

pathway (P00034)  -02



filopodium membrane
filopodium

platelet alpha granule
cytoplasmic vesicle
intracellular vesicle
vesicle

lamellipodium
membrane

leading edge membrane

lamellipodium

microvillus membrane
microvillus

sarcoplasmic reticulum

sarcoplasm

ruffle membrane

ruffle

melanosome

pigment granule
external side of plasma
membrane

cell surface

side of membrane

focal adhesion

cell-substrate junction

4.34E-

2.67E-
02
4.80E-
03
8.86E-
03
8.95E-
03
1.06E-
02
5.26E-
03
4.61E-
02
4.89E-
02

7.76E-
03
2.74E-
02
1.84E-
02

2.4T7E-
02
2.31E-
02
4.39E-
02
2.45E-
02
2.45E-
02
1.87E-
06
3.48E-
05
1.16E-
05
4.47E-
02
4.78E-
02

intramolecular oxidoreductase
activity

isomerase activity
low-density lipoprotein particle
binding

lipoprotein particle binding
protein-lipid complex binding
C-C chemokine receptor
activity

chemokine receptor activity
cytokine receptor activity
immune receptor activity

G protein-coupled
chemoattractant receptor
activity

heparan sulfate proteoglycan
binding

proteoglycan binding

sulfur compound binding
transforming growth factor beta
binding

C-C chemokine binding
laminin binding

extracellular matrix binding
protein kinase C binding
enzyme binding

RNA polymerase binding
phosphatidylserine binding
modified amino acid binding

integrin binding

cell adhesion molecule binding

1.34
E-02
4.23
E-02
412
E-03
6.85
E-03
6.85
E-03
5.48
E-03
5.71
E-03
2.20
E-02
3.12
E-02

5.71
E-03
5.71
E-03
1.00
E-02

1.84
E-03
5.71
E-03
5.71
E-03
7.31
E-03
1.01
E-04
1.39
E-02
1.07
E-02
1.46
E-02
1.62
E-02
2.61
E-02
4.94
E-04
1.99
E-03

multicellular organism development

multicellular organismal process

blood vessel development

vasculature development

system development

circulatory system development

negative regulation of nitric oxide mediated signal
transduction

regulation of nitric oxide mediated signal transduction
negative regulation of dendritic cell antigen processing

and presentation

negative regulation of antigen processing and
presentation

regulation of antigen processing and presentation
regulation of dendritic cell antigen processing and
presentation

negative regulation of antigen processing and
presentation of peptide or polysaccharide antigen via
MHC class Il

regulation of antigen processing and presentation of
peptide or polysaccharide antigen via MHC class I
immune complex clearance

monocyte aggregation

leukocyte aggregation

leukocyte cell-cell adhesion

cell-cell adhesion

cell adhesion

negative regulation of endothelial cell chemotaxis
regulation of endothelial cell chemotaxis

regulation of locomotion

regulation of response to external stimulus

2.75E
-04
4.13E
-03
1.88E
-04
3.17E
-06
3.73E
-03
241E
-05
4.58E
-04
2.52E
-03
6.87E
-04

1.60E
-03
4.80E
-03
2.29E
-03

6.87E
-04
1.14E
-03
6.87E
-04
6.29E
-07
3.81E
-06
8.15E
-05
1.07E
-04
6.84E
-04
9.16E
-04
5.26E
-03
2.49E
-02
2.52E
-02



heparin binding
glycosaminoglycan binding
protease binding

extracellular matrix structural
constituent

endopeptidase inhibitor activity
endopeptidase regulator
activity

peptidase inhibitor activity

identical protein binding

6.21
E-04
1.23
E-03
7.33
E-04
3.21
E-02
4.39
E-02
4.94
E-02
4.56
E-02
1.27
E-02

regulation of endothelial cell migration

regulation of cell migration

regulation of cell motility

negative regulation of chemotaxis

negative regulation of endothelial cell migration
regulation of complement activation, alternative pathway
regulation of response to stress

regulation of complement activation

regulation of humoral immune response

regulation of postsynaptic neurotransmitter receptor
diffusion trapping

regulation of receptor localization to synapse

regulation of localization

regulation of biological quality

regulation of cellular localization

negative regulation of long-chain fatty acid import across
plasma membrane

negative regulation of transmembrane transport
negative regulation of transport

regulation of transport

regulation of transmembrane transport

regulation of long-chain fatty acid import across plasma
membrane

regulation of long-chain fatty acid import into cell
regulation of fatty acid transport

regulation of lipid transport

regulation of lipid localization

regulation of organic acid transport

6.65E
-04
2.05E
-02
2.29E
-02
1.03E
-02
1.30E
-02
9.16E
-04
3.94E
-02
5.26E
-03
1.14E
-02
9.16E
-04
8.90E
-03
9.93E
-03
2.07E
-03
2.44E
-02
9.16E
-04
2.96E
02
5.00E
-03
5.58E
-03
5.22E
-03
1.60E
-03
2.06E
-03
9.35E
-03
5.06E
-04
7.87E
-04
2.40E
-02



negative regulation of long-chain fatty acid import into cell

negative regulation of fatty acid transport
negative regulation of organic acid transport
negative regulation of lipid transport

negative regulation of lipid localization

mast cell chemotaxis

leukocyte chemotaxis

cell chemotaxis

chemotaxis

taxis

response to external stimulus

locomotion

response to chemical

cellular response to chemical stimulus

cellular response to stimulus

mast cell migration

myeloid leukocyte migration

apolipoprotein A-I-mediated signaling pathway
negative regulation of low-density lipoprotein receptor
activity

negative regulation of receptor-mediated endocytosis
negative regulation of endocytosis

regulation of receptor-mediated endocytosis
negative regulation of molecular function
regulation of molecular function

negative regulation of lipoprotein metabolic process

9.16E
-04
2.29E
-03
6.85E
-03
2.35E
-05
8.67E
-05
1.14E
-03
3.14E
-02
4.85E
-02
2.22E
-03
2.25E
-03
3.75E
-04
2.71E
-03
5.01E
-03
3.92E
-04
3.87E
-02
1.83E
-03
3.19E
-02
1.14E
-03
1.14E
-03
6.85E
-03
1.64E
-02
3.23E
-02
1.14E
-02
5.79E
-03
1.14E
-03



negative regulation of protein metabolic process
regulation of protein metabolic process

regulation of lipoprotein metabolic process
regulation of serotonin uptake

regulation of neurotransmitter uptake

regulation of neurotransmitter transport

negative regulation of cGMP-mediated signaling
regulation of cGMP-mediated signaling

negative regulation of blood vessel endothelial cell
proliferation involved in sprouting angiogenesis
negative regulation of endothelial cell proliferation
negative regulation of epithelial cell proliferation
regulation of epithelial cell proliferation

regulation of cell population proliferation

regulation of endothelial cell proliferation

regulation of blood vessel endothelial cell proliferation
involved in sprouting angiogenesis

positive regulation of glomerular mesangial cell
proliferation

positive regulation of cell proliferation involved in kidney
development

positive regulation of cell population proliferation
regulation of cell proliferation involved in kidney
development

regulation of glomerular mesangial cell proliferation
negative regulation of plasminogen activation
negative regulation of protein processing
regulation of protein processing

regulation of protein maturation

regulation of proteolysis

1.41E
-02
7.76E
-03
4.57E
-03
1.37E
-03
4.80E
-03
3.01E
-02
1.37E
-03
3.43E
-03
1.60E
-03
1.07E
-02
3.79E
-02
7.31E
-05
1.91E
-04
3.34E
-06
3.89E
-03
1.83E
-03
2.29E
-03
2.24E
-05
3.66E
-03
2.74E
-03
1.83E
-03
5.94E
-03
1.55E
-02
1.64E
-02
8.14E
-03



negative regulation of protein maturation
regulation of plasminogen activation
engulfment of apoptotic cell

apoptotic cell clearance

phagocytosis

endocytosis

vesicle-mediated transport

import into cell

phagocytosis, engulfment

plasma membrane invagination

membrane invagination

cellular component organization

cellular component organization or biogenesis
regulation of complement-dependent cytotoxicity
regulation of cell killing

negative regulation of fibrinolysis

positive regulation of blood coagulation
positive regulation of coagulation

regulation of coagulation

regulation of multicellular organismal process
positive regulation of multicellular organismal process
positive regulation of hemostasis

regulation of hemostasis

regulation of body fluid levels

positive regulation of wound healing

5.94E
-03
3.89E
-03
2.06E
-03
2.49E
-05
4.81E
-04
4.98E
-03
3.12E
-02
9.15E
-03
1.03E
-02
1.23E
-02
1.39E
-02
2.33E
-02
2.62E
-02
2.06E
-03
3.45E
-02
2.290E
-03
5.94E
-03
7.08E
-03
1.71E
-02
2.62E
-02
5.67E
-03
5.94E
-03
1.62E
-02
4.34E
-05
1.46E
-02



positive regulation of response to wounding
regulation of response to wounding
regulation of wound healing

regulation of blood coagulation

regulation of fibrinolysis

negative regulation of macrophage derived foam cell
differentiation

negative regulation of cell differentiation
regulation of developmental process
negative regulation of developmental process
regulation of macrophage derived foam cell differentiation
retinal pigment epithelium development
tissue development

retina development in camera-type eye
sensory organ development

animal organ development

complement activation, alternative pathway
defense response

response to stress

nitric oxide-cGMP-mediated signaling

nitric oxide mediated signal transduction
intracellular signaling cassette
cGMP-mediated signaling

positive regulation of fibroblast migration
positive regulation of cell migration

positive regulation of cell motility

1.84E
-02
3.99E
-02
2.99E
-02
1.57E
-02
3.20E
-03
2.29E
-03
1.02E
-02
1.01E
-03
9.52E
-04
5.71E
-03
2.29E
-03
6.32E
-03
4.45E
-02
9.44E
-03
241E
-02
2.52E
-03
3.12E
-03
3.08E
-03
2.52E
-03
5.48E
-03
1.32E
-02
7.53E
-03
1.26E
-05
7.39E
-03
8.11E
-03



positive regulation of locomotion

regulation of fibroblast migration

cellular response to insulin-like growth factor stimulus
response to nitrogen compound

response to oxygen-containing compound

cellular response to oxygen-containing compound
cellular response to nitrogen compound

positive regulation of extrinsic apoptotic signaling pathway
via death domain receptors

positive regulation of extrinsic apoptotic signaling pathway
regulation of extrinsic apoptotic signaling pathway
regulation of apoptotic process

regulation of programmed cell death

positive regulation of apoptotic signaling pathway
regulation of extrinsic apoptotic signaling pathway via
death domain receptors

positive regulation of osteoblast proliferation
regulation of osteoblast proliferation

blood coagulation, fibrin clot formation

protein activation cascade

protein metabolic process

blood coagulation

coagulation

hemostasis

wound healing

response to wounding

negative regulation of sprouting angiogenesis

8.53E
-03
5.32E
-05
2.97E
-03
2.56E
-02
4.73E
-03
1.51E
-03
8.79E
-03
3.20E
-03
1.55E
-02
3.97E
-02
3.54E
-03
3.86E
-03
3.81E
-02
1.14E
-02
3.43E
-03
7.08E
-03
3.43E
-03
4.34E
-03
3.19E
-02
3.86E
-04
3.86E
-04
4.03E
-04
1.71E
-03
3.57E
-03
3.43E
-03



negative regulation of angiogenesis

negative regulation of blood vessel morphogenesis
regulation of anatomical structure morphogenesis
negative regulation of vasculature development
regulation of vasculature development

regulation of multicellular organismal development
regulation of angiogenesis

regulation of sprouting angiogenesis

retinal rod cell development

retinal rod cell differentiation

camera-type eye photoreceptor cell differentiation
neural retina development

retina morphogenesis in camera-type eye
camera-type eye morphogenesis

eye morphogenesis

animal organ morphogenesis

eye photoreceptor cell differentiation
photoreceptor cell differentiation

eye photoreceptor cell development

photoreceptor cell development

neggtive regulation of cell migration involved in sprouting
angiogenesis

regglation of cell migration involved in sprouting
angiogenesis

regulation of blood vessel endothelial cell migration
negative regulation of blood vessel endothelial cell

migration

regulation of trophoblast cell migration

2.65E
-02
2.70E
-02
7.45E
-04
2.72E
-02
3.05E
-05
3.50E
-03
2.86E
-05
1.09E
-02
3.43E
-03
5.71E
-03
9.58E
-03
2.11E
-02
1.91E
-02
3.59E
-02
4.25E
-02
2.31E
-02
1.43E
-02
1.91E
-02
1.00E
-02
1.46E
-02
3.89E
-03
9.35E
-03
2.29E
-02
8.44E
-03
3.89E
-03



cellular response to nitric oxide

response to nitric oxide

cellular response to reactive nitrogen species
inflammatory response to wounding

inflammatory response

platelet aggregation

platelet activation

cell activation

homotypic cell-cell adhesion

maintenance of postsynaptic specialization structure
postsynaptic density organization

postsynaptic specialization organization

postsynapse organization

maintenance of synapse structure

cell junction maintenance

cellular component maintenance

negative regulation of interleukin-12 production
regulation of interleukin-12 production

positive regulation of transforming growth factor beta
production

regulation of transforming growth factor beta production
positive regulation of gene expression

positive regulation of metabolic process

positive regulation of macromolecule metabolic process
negative regulation of fibroblast growth factor receptor
signaling pathway

negative regulation of cellular response to growth factor
stimulus

4.12E
-03
5.48E
-03
4.57E
-03
4.12E
-03
1.87E
-04
2.63E
-05
8.15E
-05
1.26E
-02
6.66E
-05
4.12E
-03
8.22E
-03
1.00E
-02
3.12E
-02
9.58E
-03
1.57E
-02
1.95E
-02
4.34E
-03
1.46E
-02
4.57E
-03
7.76E
-03
3.15E
-02
3.86E
-02
3.01E
-02
4.57E
-03
2.47E
-02



regulation of fibroblast growth factor receptor signaling 7.99E

pathway -03
4.57E
smooth muscle cell migration -03
8.44E
muscle cell migration -03
4.80E
mitochondrial DNA metabolic process -03
7.76E
mitochondrial genome maintenance -03
4.80E
eosinophil chemotaxis -03
5.03E
eosinophil migration -03
2.29E
granulocyte migration -02
1.84E
granulocyte chemotaxis -02
4.80E
positive regulation of protein export from nucleus -03
9.13E
regulation of protein export from nucleus -03
3.97E
regulation of intracellular protein transport -02
2.00E
regulation of protein localization -02
3.12E
regulation of nucleocytoplasmic transport -02
2.52E
positive regulation of intracellular protein transport -02
3.48E
positive regulation of intracellular transport -02
1.75E
positive regulation of nucleocytoplasmic transport -02
5.03E
growth plate cartilage development -03
1.48E
connective tissue development -03
6.85E
endochondral bone growth -03
7.99E
bone growth -03
3.12E
organ growth -02
1.07E
bone development -03
5.79E
skeletal system development -03
cartilage development involved in endochondral bone 8.67E

morphogenesis -03



cartilage development
endochondral bone morphogenesis

bone morphogenesis

positive regulation of cell adhesion mediated by integrin

positive regulation of cell adhesion
regulation of cell adhesion
regulation of cell adhesion mediated by integrin

response to magnesium ion

positive regulation of endothelial cell apoptotic process

regulation of endothelial cell apoptotic process
neutrophil homeostasis

myeloid cell homeostasis

leukocyte homeostasis

positive regulation of macrophage chemotaxis
positive regulation of leukocyte chemotaxis
positive regulation of chemotaxis

positive regulation of leukocyte migration
regulation of leukocyte migration

regulation of leukocyte chemotaxis

positive regulation of macrophage migration
positive regulation of mononuclear cell migration
regulation of mononuclear cell migration
regulation of macrophage migration

regulation of granulocyte chemotaxis

regulation of macrophage chemotaxis

8.12E
-04
1.62E
-02
2.58E
-02
5.26E
-03
5.42E
-03
1.33E
-02
1.12E
-02
5.26E
-03
5.48E
-03
7.14E
-05
5.71E
-03
4.03E
-02
2.85E
-02
5.71E
-03
2.40E
-02
3.63E
-02
6.00E
-04
1.26E
-03
3.03E
-02
7.08E
-03
2.18E
-04
4.69E
-04
1.12E
-02
1.39E
-02
7.76E
-03



mesodermal cell differentiation

mesoderm formation

mesoderm morphogenesis

mesoderm development

formation of primary germ layer

anatomical structure formation involved in morphogenesis
gastrulation

positive regulation of bone resorption

regulation of bone resorption

regulation of bone remodeling

regulation of tissue remodeling

peptide cross-linking

cellular response to platelet-derived growth factor stimulus
response to platelet-derived growth factor

positive regulation of macrophage activation
regulation of macrophage activation

behavioral response to pain

response to pain

multicellular organismal response to stress

positive regulation of transforming growth factor beta
receptor signaling pathway

positive regulation of cellular response to transforming
growth factor beta stimulus

regulation of cellular response to transforming growth
factor beta stimulus

regulation of transforming growth factor beta receptor
signaling pathway

positive regulation of transmembrane receptor protein

serine/threonine kinase signaling pathway

negative regulation of endothelial cell apoptotic process

5.94E
-03
1.68E
-02
1.77E
-02
2.79E
-02
2.76E
-02
1.06E
-03
4.05E
-02
6.17E
-03
1.21E
-02
1.43E
-02
1.95E
-02
6.17E
-03
6.40E
-03
7.08E
-03
7.08E
-03
1.43E
-02
7.31E
-03
1.16E
-02
2.56E
-02
7.31E
-03
7.31E
-03
3.41E
-02
3.34E
-02
2.45E
-02
7.76E
-03



negative regulation of apoptotic process

negative regulation of programmed cell death
vascular associated smooth muscle cell differentiation
smooth muscle cell differentiation

negative regulation of lipid storage

regulation of lipid storage

heterotypic cell-cell adhesion

ventricular system development

negative regulation of cell-matrix adhesion

negative regulation of cell-substrate adhesion
regulation of cell-substrate adhesion

regulation of cell-matrix adhesion

positive regulation of T cell migration

positive regulation of lymphocyte migration
regulation of lymphocyte migration

regulation of T cell migration

regulation of postsynaptic neurotransmitter receptor
internalization

regulation of receptor internalization

positive regulation of osteoclast differentiation
regulation of osteoclast differentiation

regulation of myeloid leukocyte differentiation
positive regulation of myeloid leukocyte differentiation
positive regulation of leukocyte differentiation
positive regulation of hemopoiesis

positive regulation of developmental process

8.52E
-04
9.44E
-04
7.76E
-03
1.23E
-02
7.99E
-03
1.48E
-02
8.44E
-03
8.44E
-03
8.44E
-03
1.43E
-02
1.10E
-03
3.42E
-04
8.44E
-03
1.03E
-02
1.62E
-02
1.19E
-02
8.90E
-03
2.16E
-02
9.13E
-03
2.02E
-02
3.37E
-02
1.75E
-02
4.89E
-02
4.89E
-02
3.06E
-03



positive regulation of myeloid cell differentiation
negative chemotaxis

positive regulation of substrate adhesion-dependent cell
spreading

positive regulation of cell-substrate adhesion

regulation of substrate adhesion-dependent cell spreading
cell-substrate junction assembly

cell-substrate junction organization

cell adhesion mediated by integrin

response to dietary excess

energy homeostasis

substrate adhesion-dependent cell spreading
cell-substrate adhesion

positive regulation of G1/S transition of mitotic cell cycle
regulation of G1/S transition of mitotic cell cycle
regulation of cell cycle G1/S phase transition

positive regulation of cell cycle G1/S phase transition
positive regulation of cell cycle phase transition

positive regulation of mitotic cell cycle phase transition
positive regulation of mitotic cell cycle

determination of adult lifespan

endocardial cushion development

positive regulation of endothelial cell proliferation
positive regulation of epithelial cell proliferation
regulation of protein tyrosine kinase activity

regulation of protein kinase activity

2.67E
-02
9.35E
-03
9.35E
-03
4.09E
-04
1.34E
-02
9.58E
-03
1.00E
-02
1.00E
-02
1.05E
-02
2.27E
-02
1.12E
-02
4.19E
-02
1.14E
-02
3.77E
-02
4.39E
-02
1.48E
-02
2.70E
-02
2.22E
-02
3.03E
-02
1.14E
-02
1.16E
-02
2.23E
-04
1.18E
-03
1.21E
-02
4.45E
-03



regulation of kinase activity

regulation of phosphorylation

regulation of phosphate metabolic process
regulation of phosphorus metabolic process
regulation of transferase activity

regulation of catalytic activity

regulation of protein phosphorylation
regulation of protein modification process
embryo implantation

female pregnancy

positive regulation of angiogenesis

positive regulation of vasculature development
ERK1 and ERK2 cascade

MAPK cascade

positive regulation of smooth muscle cell proliferation
regulation of smooth muscle cell proliferation
nucleosome assembly

protein-DNA complex assembly

protein-DNA complex organization
nucleosome organization

positive regulation of blood vessel endothelial cell
migration

positive regulation of endothelial cell migration
sprouting angiogenesis

angiogenesis

glomerulus development

5.06E
-03
1.88E
-02
2.40E
-02
241E
-02
6.61E
-03
1.64E
-03
1.68E
-02
2.70E
-02
1.28E
-02
4.63E
-02
5.35E
-06
5.63E
-06
1.37E
-02
4.76E
-02
3.06E
-04
8.12E
-04
1.41E
-02
3.52E
-02
3.97E
-02
1.82E
-02
1.41E
-02
2.72E
-04
1.43E
-02
2.58E
-03
1.48E
-02



nephron development

symbiont entry into host cell

symbiont entry into host

biological process involved in interaction with host
biological process involved in symbiotic interaction
viral life cycle

viral process

positive regulation of cell-matrix adhesion
regulation of extracellular matrix organization
chemokine-mediated signaling pathway

cellular response to chemokine

response to chemokine

response to cytokine

response to peptide

activation of protein kinase activity

positive regulation of protein kinase activity
positive regulation of protein phosphorylation
positive regulation of phosphorylation

positive regulation of phosphate metabolic process
positive regulation of phosphorus metabolic process
positive regulation of protein modification process
positive regulation of protein metabolic process
positive regulation of kinase activity

positive regulation of transferase activity

positive regulation of catalytic activity

3.50E
-02
1.48E
-02
1.48E
-02
2.47E
-02
4.81E
-02
2.70E
-02
3.39E
-02
1.50E
-02
1.52E
-02
1.57E
-02
1.82E
-02
1.82E
-02
1.82E
-02
1.88E
-02
1.64E
-02
1.63E
-03
7.25E
-03
7.84E
-03
9.41E
-03
9.41E
-03
1.15E
-02
1.61E
-03
1.77E
-03
2.38E
-03
3.41E
-04



positive regulation of molecular function

positive regulation of smooth muscle cell migration
regulation of smooth muscle cell migration

cellular response to mechanical stimulus

response to mechanical stimulus

response to abiotic stimulus

cellular response to external stimulus

G1/8 transition of mitotic cell cycle

mitotic cell cycle phase transition

cell cycle phase transition

cell cycle G1/S phase transition

positive regulation of fibroblast proliferation
regulation of fibroblast proliferation

positive regulation of reactive oxygen species metabolic
process

regulation of reactive oxygen species metabolic process
negative regulation of cysteine-type endopeptidase
activity

negative regulation of endopeptidase activity
regulation of endopeptidase activity

regulation of peptidase activity

regulation of hydrolase activity

negative regulation of peptidase activity

negative regulation of hydrolase activity

regulation of cysteine-type endopeptidase activity
regulation of release of sequestered calcium ion into

cytosol

regulation of sequestering of calcium ion

1.09E
-03
1.64E
-02
2.47E
-02
1.71E
-02
1.19E
-03
2.79E
-02
1.75E
-02
1.73E
-02
3.19E
-02
3.50E
-02
1.77E
-02
1.77E
-02
2.85E
-02
1.86E
-02
3.66E
-02
1.91E
-02
3.19E
-02
1.65E
-03
1.99E
-03
7.46E
-03
3.54E
-02
4.81E
-02
8.86E
-04
1.91E
-02
3.05E
-02



4.23E

regulation of calcium ion transmembrane transport -02
1.95E
organ or tissue specific immune response -02
1.98E
integrin-mediated signaling pathway -02
1.98E
response to activity -02
2.00E
outflow tract morphogenesis -02
2.02E
platelet-derived growth factor receptor signaling pathway -02
2.29E
positive regulation of MAP kinase activity -02
positive regulation of protein serine/threonine kinase 3.48E
activity -02
3.57E
regulation of MAP kinase activity -02
5.60E
positive regulation of MAPK cascade -03
2.63E
positive regulation of intracellular signal transduction -02
1.07E
regulation of MAPK cascade -02
2.34E
response to unfolded protein -02
2.74E
response to topologically incorrect protein -02
2.36E
roof of mouth development -02
2.74E
positive regulation of tumor necrosis factor production -02
4 .45E
regulation of tumor necrosis factor production -02
regulation of tumor necrosis factor superfamily cytokine 4.52E
production -02
positive regulation of tumor necrosis factor superfamily 2.79E
cytokine production -02
2.94E
positive regulation of cysteine-type endopeptidase activity -02
3.28E
positive regulation of endopeptidase activity -02
3.50E
positive regulation of peptidase activity -02
2.99E
cell-matrix adhesion -02
3.19E
positive regulation of translation -02
3.32E

mitochondrial gene expression -02



response to calcium ion

response to glucose

response to hexose

response to monosaccharide

response to carbohydrate

visual perception

sensory perception of light stimulus

ATP metabolic process

purine ribonucleoside triphosphate metabolic process
purine nucleoside triphosphate metabolic process
nucleoside triphosphate metabolic process
ribonucleoside triphosphate metabolic process

positive regulation of peptidyl-tyrosine phosphorylation
calcium-mediated signaling

positive regulation of cytosolic calcium ion concentration
positive regulation of phosphatidylinositol 3-kinase/protein
kinase B signal transduction

neuromuscular process

cellular response to xenobiotic stimulus

positive regulation of ERK1 and ERK2 cascade

3.37E
-02
3.54E
-02
3.68E
-02
3.86E
-02
4.41E
-02
3.66E
-02
3.74E
-02
3.77E
-02
4.30E
-02
4.47E
-02
4.81E
-02
4.43E
-02
3.79E
-02
3.83E
-02
4.43E
-02
4.47E
-02
4.59E
-02
4.81E
-02
4.92E
-02



Supplemental Table 4. Complete Annotations Lists with Accompanying P-values from Gene Ontology Analysis of Genes Differentially Expressed in Post-AZA
treated, Responsive Patient PBMC Compared to Pre-treated matched, PBMC.

Gene Ontology
Cellular
Compartment

stereocilium coat
cellular
anatomical
structure

glycocalyx
external
encapsulating
structure

cell periphery
secretory dimeric
IgA
immunoglobulin
complex

secretory IgA
immunoglobulin
complex
polymeric IgA
immunoglobulin
complex

IgA
immunoglobulin
complex,
circulating
immunoglobulin
complex,
circulating
extracellular
space

1.00E
-03
8.41E
-03

8.74E
-03
2.93E
-11

5.84E
-07

Gene Ontology
Molecular Function
cyanamide hydratase
activity

NADP phosphatase
activity

methanethiol oxidase
activity

oxidoreductase
activity
high-affinity IgM
receptor activity

IgM receptor activity

immune receptor
activity

signaling receptor
activity

molecular transducer
activity
transmembrane
signaling receptor
activity

chemokine receptor
antagonist activity

8.41E
-03
8.41E
-03

2.24E
-02
8.41E
-03

8.41E
-03

Gene Ontology Biological Process
positive regulation of glutathione peroxidase
activity

regulation of glutathione peroxidase activity

regulation of peroxidase activity

regulation of catalytic activity

biological regulation

positive regulation of peroxidase activity

positive regulation of cellular process

positive regulation of biological process

regulation of biological process

regulation of cellular process

positive regulation of catalytic activity

8.41E-
03
1.67E-
02

4.45E-
02
4.93E-
05

1.67E-
02

2.78E-
05

5.80E-
08

2.68E-
05

4.30E-
05
3.17E-
02

PANTHER Pathway
Blood coagulation
(P00011)

T cell activation (P00053)
GABA-B receptor Il
signaling (P05731)
Dopamine receptor
mediated signaling
pathway (P05912)

Integrin signalling pathway
(P00034)

PDGF signaling pathway
(P00047)

Inflammation mediated by
chemokine and cytokine
signaling pathway
(P00031)

8.17E-
05
3.86E-
02

1.28E-
02
2.26E-
04

3.35E-
02

6.82E-
03



extracellular
region
immunoglobulin
complex
protein-containing
complex

IgA
immunoglobulin
complex
dimeric IgA
immunoglobulin
complex
cytolytic granule
lumen

cytoplasm
cytoplasmic
vesicle lumen
cytoplasmic
vesicle
intracellular
vesicle

vesicle
vesicle lumen

cytolytic granule
cyclin D2-CDK6
complex
monomeric IgA
immunoglobulin
complex

laminin-11
complex

laminin complex

4.75E
-05
1.46E
-03
2.82E
-02

9.74E
-07

5.84E
-07
7.03E
-05
6.31E
-03
6.81E
-03
7.18E

1.03E

2.10E

2.43E
-03

signaling receptor
binding

protein binding

binding
thiomorpholine-
carboxylate
dehydrogenase
activity

CCR4 chemokine
receptor binding
chemokine receptor
binding

cytokine receptor
binding

G protein-coupled
receptor binding
NADPH phosphatase
activity
thromboxane A2
receptor activity
thromboxane
receptor activity
hemoglobin alpha
binding

hemoglobin binding

haptoglobin binding

pore-forming activity
polymeric
immunoglobulin
binding
immunoglobulin
binding

4.77E
-09
2.57E
-06
1.94E
-05

8.41E
-03

8.41E
-03
2.88E
-04
2.73E
-02
4.20E
-05
8.41E
-03
8.41E
-03
8.41E
-03
2.40E

2.66E
-11
2.66E
-11

2.10E

1.67E

2.00E
-02

apoptotic process in bone marrow cell
programmed cell death

cell death

cellular process

natural killer cell mediated cytotoxicity directed

against tumor cell target

natural killer cell mediated immune response to

tumor cell

immune response to tumor cell
response to tumor cell

response to biotic stimulus
response to stimulus

immune response

immune system process

natural killer cell mediated immunity

innate immune response

defense response to symbiont

defense response to other organism

response to other organism

8.41E-
03
2.66E-
02
3.86E-
02

7.02E-
04

8.41E-
03
8.41E-
03
1.44E-
03
1.72E-
02
8.63E-
11
1.36E-
14
1.93E-
13
4.52E-
17
6.56E-
08
3.63E-
03

2.52E-
08

1.56E-
08
3.28E-
11



basement
membrane
collagen-
containing
extracellular
matrix
extracellular
matrix

integrin alphallb-
beta3 complex

integrin complex
plasma
membrane
signaling receptor
complex

plasma
membrane protein
complex
membrane protein
complex

membrane
plasma
membrane

receptor complex
protein complex
involved in cell
adhesion
hemoglobin
complex
haptoglobin-
hemoglobin
complex

9.12E
-03

2.96E
-02
2.97E
-02
2.10E
-04

1.27E
-04

2.06E
-08

4.54E

7.12E
-10
3.80E

5.50E
-07
8.42E
-13

6.61E
-11

protein-containing
complex binding

iron ion sequestering
activity

metalion
sequestering activity
5-aminolevulinate
synthase activity

N-
succinyltransferase
activity

succinyltransferase
activity

structural constituent
of synapse-
associated
extracellular matrix
structural molecule
activity

HLA-E specific
inhibitory MHC class
Ib receptor activity
inhibitory MHC class
Ib receptor activity
MHC class Ib
receptor activity
MHC class Ib protein
binding, via antigen
binding groove

MHC class Ib protein
complex binding

MHC protein complex
binding

1.11E
-05

1.67E
-02
4.13E
-02
1.67E
-02

1.67E
-02

2.50E
-02

1.67E
-02
3.32E
-02

3.86E

biological process involved in interspecies
interaction between organisms

response to external biotic stimulus
response to external stimulus

defense response

response to stress

lymphocyte mediated immunity

leukocyte mediated immunity

immune effector process

natural killer cell mediated cytotoxicity
leukocyte mediated cytotoxicity
cell killing

negative regulation of epithelial cell proliferation
involved in lung morphogenesis

regulation of epithelial cell proliferation

regulation of cell population proliferation

4.00E-
12

3.49E-
11
1.77E-
10
1.93E-
08

5.78E-
09

8.03E-
11

1.61E-
09
1.08E-
09

1.14E-
06
1.33E-
08
2.72E-
10

8.41E-
03
1.10E-
02

1.85E-
03



glycoprotein |b-IX-
V complex
glycoprotein
complex
platelet-derived
growth factor
complex
gamma-delta T
cell receptor
complex

T cell receptor
complex

caveolar
macromolecular
signaling complex

membrane raft
membrane
microdomain
neurofilament
cytoskeleton
alpha9-betal
integrin-ADAM8
complex
interleukin-2
receptor complex
integrin alphav-
beta5 complex
integrin alpha9-
betal complex
cyclin D3-CDK6
complex

cyclin D1-CDK6
complex

ankyrin-1 complex
platelet alpha
granule
membrane

5.77E
-06
9.14E
-04

1.67E
-02

1.15E
-05
3.31F
-04

1.67E
-02
3.72E

3.83E

MHC protein binding
enterobactin binding

FBXO family protein
binding

interleukin-7 receptor
activity

cytokine receptor
activity

asparagine-tRNA
ligase activity

oxygen carrier activity
molecular carrier
activity

C-4 methylsterol
oxidase activity

IgM binding

CD8 receptor binding
Fc-gamma receptor |
complex binding
immunoglobulin
receptor binding
procollagen-lysine 5-
dioxygenase activity
peptidyl-lysine 5-
dioxygenase activity

arylesterase activity

interleukin-2 binding

3.48E
-04
1.67E
-02

1.67E
-02

1.67E
-02
4.73E
-02

1.67E
-02
5.29E

2.00E

negative regulation of epithelial cell proliferation

negative regulation of cellular process

negative regulation of biological process

metanephric glomerular basement membrane
development

extracellular matrix organization

external encapsulating structure organization
extracellular structure organization
anatomical structure development
developmental process

multicellular organismal process
CD8-positive, alpha-beta T cell differentiation
involved in immune response

alpha-beta T cell activation

T cell activation

lymphocyte activation

leukocyte activation

cell activation

alpha-beta T cell differentiation

2.86E-
02
3.52E-
04

2.13E-
04

8.41E-
03
9.64E-
03

9.99E-
03
9.81E-
03
2.96E-
04
4.50E-
04

7.79E-
08
8.41E-
03
4.32E-
09
7.46E-
11
5.91E-
12
2.47E-
12
1.28E-
17

6.41E-
04



secretory granule
membrane

secretory granule

secretory vesicle
platelet alpha
granule

laminin-10
complex
alpha-beta T cell
receptor complex

laminin-3 complex

laminin-1 complex
Fc-gamma
receptor lll
complex

Fc receptor
complex
alphav-beta3
integrin-HMGB1
complex
alphav-beta3
integrin-PKCalpha
complex

collagen typeV
trimer

supramolecular
fiber
supramolecular
polymer
pentameric IgM
immunoglobulin
complex

1.94E
-02
2.38E
-04
9.70E
-04
2.85E
-10

2.50E
-02
2.27E
-06
2.50E
-02
2.50E
-02

2.50E
-02
4.13E
-02

growth factor binding

IgA binding

V1A vasopressin
receptor binding
vasopressin receptor
binding

G protein-coupled
serotonin receptor
binding
interleukin-15
receptor activity
interleukin-2 receptor
activity

fibrinogen binding

MHC class | protein
complex binding
myosin light chain
kinase activity
acetylcholine
receptor activator
activity

adenylate cyclase
inhibitor activity
cyclase inhibitor
activity
sphingosine-1-
phosphate receptor
activity

bioactive lipid
receptor activity

neuregulin binding

1.03E
-03
2.50E
-02
2.50E
-02
2.50E
-02

2.50E
-02
2.50E
-02
2.50E
-02
1.44E
-03

1.44E
-03
3.32E
-02

T cell differentiation
lymphocyte differentiation
mononuclear cell differentiation

leukocyte differentiation

hemopoiesis

cell development

cell differentiation

cellular developmental process

alpha-beta T cell differentiation involved in immune
response

T cell differentiation involved in immune response

T cell activation involved in immune response

lymphocyte activation involved in immune
response

leukocyte activation involved in immune response

cell activation involved in immune response
alpha-beta T cell activation involved in immune
response

olfactory bulb axon guidance

6.71E-
09
1.12E-
07
4.11E-
07
3.33E-
06

7.98E-
10
4.20E-
06
3.81E-
05
3.86E-
05

8.57E-
03
1.06E-
02

4.14E-
02

3.49E-
02
3.19E-
02

3.42E-
02
8.57E-
03

8.41E-
03



IgM
immunoglobulin
complex,
circulating

IgM
immunoglobulin
complex

integrin alphav-
beta3 complex
alphav-beta3
integrin-
vitronectin
complex
spectrin-
associated
cytoskeleton
postsynaptic
specialization of
symmetric
synapse

celljunction

IgG
immunoglobulin
complex
glycinergic
synapse

actin cap
cortical actin
cytoskeleton

actin cytoskeleton

cortical
cytoskeleton

2.50E
-02

3.02E
-03

2.50E
-02

2.50E

8.32E
-03

3.25E
-06
1.44E
-03
3.32E
-02
4.64E
-03

5.62E
-04
3.91E
-06

C-X3-C chemokine
binding

chemokine binding
receptor signaling
protein tyrosine
kinase activator
activity

kainate selective
glutamate receptor
activity

thyroid hormone
binding

integrin binding
involved in cell-matrix
adhesion

integrin binding

cell adhesion
molecule binding
cell adhesion
mediator activity
thrombin-activated
receptor activity
proteinase-activated
receptor activity
pyruvate
dehydrogenase
(acetyl-transferring)
kinase activity
CXCR3 chemokine
receptor binding

4.13E
-02

3.13E
-02

4.13E
-02

4.13E

6.68E
-05

2.75E
-03
2.62E
-02
4.13E
-02
4.13E
-02

4.13E
-02
4.13E
-02

anatomical structure morphogenesis

cell morphogenesis

positive regulation of piRNA transcription

regulation of piRNA transcription

positive regulation of metabolic process

positive regulation of biosynthetic process

thromboxane A2 signaling pathway

signal transduction
cellular response to stimulus
signaling

cell communication

integrin biosynthetic process

plasma membrane organization

3.62E-
02

1.86E-
02

8.41E-
03

8.41E-
03

1.18E-
02

2.30E-
02
8.41E-
03

4.06E-
09
5.53E-
08
1.61E-
08
1.91E-
08

8.41E-
03
3.96E-
02



cell cortex
alphav-beta3
integrin-IGF-1-
IGF1R complex
cytolytic granule
membrane
internode region of
axon

main axon

9+0 motile cilium
kainate selective
glutamate
receptor complex
phagocytic vesicle
lumen

endocytic vesicle
endocytic vesicle
lumen

PAR polarity
complex

IgE
immunoglobulin
complex

IgD
immunoglobulin
complex

platelet dense
granule
membrane
immunological
synapse

protein complex
involved in cell-
matrix adhesion

1.00E
-04

3.32E
-02
3.32E
-02
3.32E
-02
2.36E
-02
4.13E
-02

4.13E
-02
4.13E
-02
3.31E

3.13E

CXCR chemokine
receptor binding

oxygen binding
T cell receptor
binding
platelet-derived

growth factor binding

lipoteichoic acid
binding

MHC class Il protein
binding

BH3 domain binding
CCR1 chemokine
receptor binding
nerve growth factor
binding
poly(A)-specific
ribonuclease activity
3'-5'-RNA
exonuclease activity
RNA exonuclease

activity, producing 5'-

phosphomonoesters

RNA exonuclease
activity

phospholipase
activator activity
lipase activator
activity
platelet-derived
growth factor
receptor binding

1.05E
-05

2.45E
-07
3.68E
-03
3.68E
-03
4.94E
-02
4.94E
-02

4.94E
-02
4.94E
-02
4.94E

5.16E

cytotoxic T cell differentiation

negative regulation of norepinephrine uptake

regulation of norepinephrine uptake
positive regulation of mammary stem cell
proliferation

regulation of developmental process

regulation of mammary stem cell proliferation

positive regulation of cell population proliferation
positive regulation of multicellular organismal
process

regulation of multicellular organismal process
negative regulation of dopamine uptake involved in
synaptic transmission

negative regulation of catecholamine uptake
involved in synaptic transmission

regulation of neurotransmitter uptake

negative regulation of neurotransmitter uptake

positive regulation of adenylate cyclase-inhibiting
opioid receptor signaling pathway

regulation of adenylate cyclase-inhibiting opioid
receptor signaling pathway

regulation of opioid receptor signaling pathway

8.41E-
03

8.41E-
03
1.67E-
02
8.41E-
03
7.15E-
05
8.41E-
03

3.34E-
04
9.95E-
04
4.36E-
05
8.41E-
03
8.41E-
03

1.21E-
02

2.50E-
02

8.41E-
03
8.41E-
03

2.50E-
02



blood
microparticle
lamellipodium
membrane

cell leading edge
lamellipodium

platelet alpha
granule lumen

filamentous actin
actin filament
stress fiber

actomyosin
contractile actin
filament bundle

actin filament
bundle
heterotrimeric G-
protein complex
cytoplasmic side
of plasma
membrane
cytoplasmic side
of membrane

side of membrane
GTPase complex

tertiary granule
lumen

1.98E
-11
1.45E
-02
3.11E
-02
2.87E
-02

2.51F
-04
2.46E
-02
3.00E
-03
7.55E
-04
1.03E
-03
7.55E
-04

1.19E

long-chain fatty acid-
CoA ligase activity
fatty acid-CoA ligase
activity

fatty acid ligase
activity

acid-thiol ligase
activity

ligase activity,
forming carbon-sulfur
bonds

CoA-ligase activity
carbonate
dehydratase activity

chemokine activity
cytokine activity
peroxidase activity
oxidoreductase
activity, acting on
peroxide as acceptor
antioxidant activity
ankyrin binding
MHC class | protein
binding
phospholipase
binding

spectrin binding

sphingolipid binding

6.87E
-03
1.86E
-02
1.86E
-02
2.79E
-02

4.65E
-02
2.15E
-02
6.87E
-03
3.30E
-05
3.63E
-03
7.42E
-06

9.12E

regulation of G protein-coupled receptor signaling
pathway

regulation of response to stimulus
positive regulation of opioid receptor signaling
pathway

positive regulation of G protein-coupled receptor
signaling pathway

positive regulation of response to stimulus
negative regulation of endodeoxyribonuclease
activity

negative regulation of deoxyribonuclease activity
regulation of hydrolase activity

negative regulation of hydrolase activity

activation of phospholipase D activity

positive regulation of phospholipase activity

regulation of phospholipase activity

regulation of lipase activity

positive regulation of lipase activity
fast-twitch skeletal muscle fiber contraction
twitch skeletal muscle contraction

voluntary skeletal muscle contraction

2.29E-
03
4.79E-
06
8.41E-
03
4.27E-
03

2.54E-
05
8.41E-
03
1.67E-
02
4.65E-
03
2.60E-
02
8.41E-
03

4.39E-
03
4.34E-
04

2.65E-
03
1.45E-
02
8.41E-
03
1.67E-
02
1.67E-
02



external side of
plasma
membrane

cell surface
Zdisc
| band
sarcomere

myofibril
contractile muscle
fiber

acrosomalvesicle

focal adhesion
cell-substrate
junction

anchoring junction
extracellular
exosome
extracellular
vesicle
extracellular
membrane-
bounded organelle
extracellular
organelle

Unclassified
nuclear protein-
containing
complex

nucleus

8.24E
-09
4.42E
-08
5.36E
-03
8.58E
-03
3.91E
-02
4.56E
-03
5.66E
-03
9.06E
-03
2.73E
-02
3.07E
-02
1.38E
-02
3.51E
-03
5.31E
-03

coreceptor activity
structural constituent
of cytoskeleton
transcription
corepressor binding
extracellular matrix
binding

protein kinase C
binding

protein kinase
binding

kinase binding
dynein intermediate
chain binding

collagen binding
cyclic nucleotide
binding
lipopolysaccharide
binding

heme binding
tetrapyrrole binding
carbohydrate
transmembrane
transporter activity
structural constituent

of muscle

antigen binding

SH3 domain binding

heparin binding

1.73E
-03
4.53E
-05
8.10E
-03
2.45E
-03
9.54E
-03
8.76E
-04
3.70E
-03
3.67E
-02
3.18E
-03
3.86E
-02
4.45E
-02
2.10E
-04
3.18E
-04

positive regulation of erythrocyte enucleation
regulation of cellular component organization
regulation of erythrocyte enucleation

regulation of cell differentiation

chemokine (C-C motif) ligand 5 signaling pathway
response to chemical

cell surface receptor signaling pathway

positive regulation of somatic stem cell division
positive regulation of cell division

regulation of cell division

regulation of somatic stem cell division

positive regulation of SNARE complex assembly

regulation of organelle organization

regulation of vesicle fusion

response to antipsychotic drug

lung ciliated cell differentiation

regulation of branching involved in salivary gland
morphogenesis by epithelial-mesenchymal

signaling

epithelial-mesenchymal cell signaling

8.41E-
03
3.45E-
02
8.41E-
03
3.74E-
04
8.41E-
03
5.24E-
03
5.82E-
09
8.41E-
03
9.44E-
03
2.15E-
02
8.41E-
03
8.41E-
03
3.01E-
02

3.49E-
02
8.41E-
03
8.41E-
03

8.41E-
03
4.13E-
02



glycosaminoglycan
binding

sulfur compound
binding

iron ion binding
phosphoprotein
binding

serine-type
endopeptidase
activity

serine-type peptidase
activity

serine hydrolase
activity

carbohydrate binding
identical protein
binding

Unclassified

RNA binding

nucleic acid binding

2.09E
-04
8.29E
-03
1.95E
-03
4.37E
-02

1.67E
-02
2.42E
-02
2.61E
-02
3.08E
-02
1.34E
-02
1.45E
-03
1.98E
-03
3.65E
-03

cardiac muscle tissue growth involved in heart
morphogenesis

growth involved in heart morphogenesis
muscle structure development

pH elevation

regulation of pH

monoatomic cation homeostasis

monoatomic ion homeostasis

homeostatic process

regulation of nuclear migration along microtubule
positive regulation of hydrogen peroxide catabolic
process

positive regulation of hydrogen peroxide metabolic
process

regulation of hydrogen peroxide catabolic process
negative regulation of mesenchymal cell
proliferation involved in lung development
negative regulation of developmental process
regulation of mesenchymal cell proliferation
regulation of mesenchymal cell proliferation
involved in lung development

positive regulation of oocyte development

regulation of oocyte development

regulation of oogenesis

8.41E-
03
3.32E-
02
1.29E-
02
8.41E-
03

1.23E-
02
4.18E-
03
4.82E-
03
3.55E-
02
8.41E-
03
1.67E-
02
4.94E-
02
3.32E-
02
1.67E-
02
5.06E-
03
3.31E-
02
1.67E-
02
1.67E-
02
2.50E-
02
2.50E-
02



metanephric podocyte development
metanephric podocyte differentiation
metanephric glomerular epithelial cell
differentiation

metanephric glomerular epithelium development
metanephric glomerular epithelial cell
development

positive regulation of dipeptide transmembrane
transport

positive regulation of dipeptide transport

positive regulation of oligopeptide transport
regulation of oligopeptide transport

regulation of dipeptide transport

regulation of dipeptide transmembrane transport
cytotoxic T cell pyroptotic cell death

pyroptotic cell death

pyroptotic inflammatory response

inflammatory response

nerve growth factor production

neurotrophin production

negative regulation of natural killer cell chemotaxis

regulation of natural killer cell chemotaxis

1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
1.67E-
02
4.13E-
02
3.13E-
02
3.40E-
04
1.67E-
02
1.67E-
02
1.67E-
02
1.44E-
03



regulation of lymphocyte chemotaxis
regulation of lymphocyte migration
regulation of leukocyte migration
regulation of cell migration

regulation of cell motility

regulation of locomotion

regulation of immune system process
regulation of chemotaxis

regulation of response to external stimulus
negative regulation of lymphocyte chemotaxis
negative regulation of response to stimulus
embryonic lung development

axon extension involved in regeneration
sprouting of injured axon

response to wounding

platelet maturation

positive regulation of myeloid dendritic cell
activation

positive regulation of leukocyte activation

positive regulation of immune system process

1.72E-
02
2.04E-
02
1.33E-
02
9.32E-
03
3.87E-
03
3.41E-
04
5.33E-
09
3.19E-
02
4.77E-
04
2.50E-
02
1.16E-
02
1.67E-
02
1.67E-
02
1.67E-
02
4.37E-
08
1.67E-
02
1.67E-
02
1.08E-
03
3.33E-
08



positive regulation of cell activation
regulation of cell activation

regulation of leukocyte activation

regulation of myeloid dendritic cell activation
positive regulation of somatic stem cell population
maintenance

hydroxylysine biosynthetic process

primary metabolic process

hydroxylysine metabolic process

lymphoid lineage cell migration into thymus
lymphoid lineage cell migration

cell migration

cell motility

regulation of postsynaptic neurotransmitter
receptor diffusion trapping

regulation of biological quality

nitric oxide transport

negative regulation of phosphatidylinositol
biosynthetic process

negative regulation of phospholipid biosynthetic
process

negative regulation of phospholipid metabolic

process

regulation of phosphate metabolic process

4.81E-
06
4.62E-
07
1.21E-
04
4.13E-
02
1.67E-
02
1.67E-
02
9.21E-
03
1.67E-
02
1.67E-
02
1.67E-
02
7.82E-
07
3.52E-
06
1.67E-
02
4.63E-
04
4.17E-
04
1.67E-
02
4.13E-
02
4.94E-
02
4.80E-
02



regulation of phosphorus metabolic process

regulation of phosphatidylinositol biosynthetic

process

negative regulation of mitochondrial electron

transport, NADH to ubiquinone

negative regulation of mitochondrial ATP synthesis

coupled electron transport

regulation of mitochondrial ATP synthesis coupled

electron transport

regulation of mitochondrial electron transport,

NADH to ubiquinone

positive regulation of type lll interferon production

positive regulation of cytokine production
positive regulation of gene expression
regulation of type lll interferon production
dendritic cell apoptotic process

oxygen transport

gas transport

carbon dioxide transport

one-carbon compound transport

positive regulation of cellular pH reduction
regulation of cellular pH reduction
regulation of intracellular pH

regulation of cellular pH

4.82E-
02
4.13E-
02
1.67E-
02
1.67E-
02
4.94E-
02
4.13E-
02
1.67E-
02
3.45E-
03
7.35E-
03
4.13E-
02
1.67E-
02
9.19E-
10
2.77E-
10
9.19E-
10
1.11E-
09
6.91E-
04
1.90E-
03
4.03E-
02
4.49E-
02



intracellular monoatomic cation homeostasis
intracellular monoatomic ion homeostasis
blood coagulation, intrinsic pathway

blood coagulation, fibrin clot formation
protein activation cascade

blood coagulation

coagulation

hemostasis

regulation of body fluid levels

wound healing

granzyme-mediated programmed cell death
signaling pathway

negative regulation of endodermal cell

differentiation

negative regulation of cell differentiation

positive regulation of cell-cell adhesion mediated

by integrin

regulation of cell-cell adhesion mediated by
integrin

regulation of cell adhesion mediated by integrin
regulation of cell adhesion

regulation of cell-cell adhesion

positive regulation of cell-cell adhesion

1.13E-
02
1.28E-
02
3.17E-
05
8.11E-
06
1.69E-
05
7.63E-
09
8.67E-
09
1.11E-
08
9.66E-
08
2.54E-
08
1.52E-
06
2.50E-
02
1.39E-
02
1.03E-
03
3.68E-
03
8.10E-
03
3.46E-
06
1.10E-
03
5.33E-
04



positive regulation of cell adhesion
positive regulation of cell adhesion mediated by
integrin

positive regulation of axon guidance
positive regulation of respiratory burst
regulation of respiratory burst
membrane raft polarization

membrane raft organization

cellular localization

maternal aggressive behavior

Fc receptor-mediated immune complex
endocytosis

asparaginyl-tRNA aminoacylation
dendritic cell proliferation

mononuclear cell proliferation
leukocyte proliferation

cell population proliferation

negative regulation of serotonin uptake
regulation of serotonin uptake

smooth endoplasmic reticulum calcium ion
homeostasis

negative regulation of thrombin-activated receptor
signaling pathway

4.29E-
06
7.99E-
04
2.50E-
02
4.72E-
05
5.12E-
04
2.50E-
02
2.30E-
02
2.19E-
03
2.50E-
02
2.50E-
02
2.50E-
02
2.50E-
02
3.23E-
03
6.07E-
03
9.95E-
03
2.50E-
02
4.17E-
04
2.50E-
02
2.50E-
02



regulation of thrombin-activated receptor signaling
pathway

negative regulation of G protein-coupled receptor
signaling pathway

negative regulation of cell communication
establishment or maintenance of actin
cytoskeleton polarity

cytoskeleton organization
actin cytoskeleton organization

actin filament-based process

positive regulation of metanephric mesenchymal
cell migration by platelet-derived growth factor
receptor-beta signaling pathway

regulation of metanephric mesenchymal cell
migration by platelet-derived growth factor
receptor-beta signaling pathway

cell surface receptor protein tyrosine kinase
signaling pathway

enzyme-linked receptor protein signaling pathway
regulation of metanephric mesenchymal cell
migration

positive regulation of metanephric mesenchymal
cell migration

positive regulation of cell migration
positive regulation of cell motility

positive regulation of locomotion

negative regulation of chaperone-mediated

autophagy

cellular response to water deprivation

2.50E-
02
1.35E-
02
4.91E-
02
2.50E-
02
3.56E-
03
7.15E-
04
2.12E-
03

2.50E-
02

2.50E-
02
2.83E-
02
4.26E-
02
3.32E-
02
2.50E-
02
2.52E-
03
1.28E-
03
5.30E-
04
2.50E-
02
2.50E-
02



response to water deprivation

response to oxygen-containing compound
cellular response to water stimulus

cellular response to oxygen-containing compound
cellular response to chemical stimulus
siderophore transport

mesodermal to mesenchymal transition involved in
gastrulation

complement-dependent cytotoxicity

cell differentiation involved in salivary gland
development

positive regulation of platelet activation
regulation of platelet activation

striatal medium spiny neuron differentiation
head development

principal sensory nucleus of trigeminal nerve
development

trigeminal sensory nucleus development

club cell differentiation

aorta smooth muscle tissue morphogenesis
immunoglobulin transcytosis in epithelial cells

negative regulation of epithelial cell differentiation
involved in kidney development

4.13E-
02
5.74E-
03
4.94E-
02
2.48E-
02
1.57E-
03
2.50E-
02
2.50E-
02
2.50E-
02
2.50E-
02
3.25E-
06
8.98E-
05
3.32E-
02
4.48E-
02
3.32E-
02
3.32E-
02
3.32E-
02
3.32E-
02
3.32E-
02
3.32E-
02



T-helper 1 cell lineage commitment
CD4-positive, alpha-beta T cell activation
positive T cell selection

T cell selection

adaptive immune response based on somatic
recombination of immune receptors built from
immunoglobulin superfamily domains

adaptive immune response

establishment of blood-retinal barrier
negative regulation of T-helper 2 cell cytokine
production

regulation of immune response

negative regulation of T cell mediated immunity
negative regulation of lymphocyte mediated
immunity

negative regulation of leukocyte mediated
immunity

regulation of immune effector process
regulation of leukocyte mediated immunity

regulation of lymphocyte mediated immunity
regulation of adaptive immune response based on
somatic recombination of immune receptors built
from immunoglobulin superfamily domains

regulation of adaptive immune response
negative regulation of adaptive immune response
based on somatic recombination of immune

3.32E-
02
4.25E-
04
2.06E-
04
5.06E-
05

2.84E-
06
1.11E-
10
3.32E-
02
3.32E-
02
3.98E-
06
2.42E-
03
1.74E-
02
2.62E-
02
7.90E-
03
3.56E-
04
4.88E-
05

2.87E-
02
3.73E-
02
1.54E-
02



receptors built from immunoglobulin superfamily
domains

negative regulation of adaptive immune response
T cell receptor V(D)J recombination

somatic recombination of T cell receptor gene
segments

immune system development

somatic diversification of T cell receptor genes
positive regulation of killing of cells of another
organism

regulation of killing of cells of another organism
regulation of cell killing

regulation of programmed cell death

positive regulation of cell killing

positive regulation of RNA polymerase Il regulatory
region sequence-specific DNA binding

regulation of DNA binding

regulation of binding

positive regulation of DNA binding

regulation of acyl-CoA biosynthetic process
regulation of sulfur metabolic process

regulation of ketone metabolic process

negative regulation of low-density lipoprotein
receptor activity

1.89E-
02
3.32E-
02
3.32E-
02
3.19E-
03
3.32E-
02
3.32E-
02
4.13E-
02
3.81E-
05
2.66E-
02
3.08E-
04
3.32E-
02
3.18E-
03
3.08E-
02
3.67E-
02
1.90E-
03
7.80E-
03
2.60E-
02
3.32E-
02



negative regulation of glycolytic process through
fructose-6-phosphate

regulation of glycolytic process through fructose-6-
phosphate

T cell anergy

lymphocyte anergy

tolerance induction

T cell tolerance induction

negative regulation of female receptivity
hydrogen peroxide catabolic process

hydrogen peroxide metabolic process

reactive oxygen species metabolic process
CD4-positive, alpha-beta T cell proliferation
alpha-beta T cell proliferation

T cell proliferation

lymphocyte proliferation

positive regulation of T cell anergy

positive regulation of lymphocyte anergy
positive regulation of Fc receptor mediated
stimulatory signaling pathway

positive regulation of immune response

cGMP catabolic process

3.32E-
02
3.32E-
02
3.32E-
02
3.32E-
02
1.09E-
02
4.94E-
02
3.32E-
02
6.48E-
08
9.80E-
07
3.81E-
05
2.43E-
03
5.98E-
03
2.54E-
02
1.57E-
02
4.13E-
02
4.13E-
02
4.13E-
02
2.71E-
07
4.13E-
02



cGMP metabolic process
cyclic purine nucleotide metabolic process

cyclic nucleotide metabolic process
regulation of systemic arterial blood pressure by
vasopressin

negative regulation of T cell mediated cytotoxicity
negative regulation of leukocyte mediated
cytotoxicity

regulation of leukocyte mediated cytotoxicity

negative regulation of cell killing
negative regulation of cCAMP/PKA signal
transduction

NKT cell differentiation

positive regulation of dopamine receptor signaling
pathway

negative regulation of MHC class Il biosynthetic
process

transposable element silencing by piRNA-
mediated heterochromatin formation

CD27 signaling pathway

positive regulation of CD4-positive, alpha-beta T
cell proliferation

positive regulation of alpha-beta T cell proliferation
regulation of T cell proliferation

regulation of lymphocyte proliferation

regulation of mononuclear cell proliferation

9.84E-
03
4.65E-
02
4.86E-
02
4.13E-
02
3.02E-
03
2.95E-
02
1.90E-
04
3.49E-
02
4.13E-
02
4.13E-
02
4.13E-
02
4.13E-
02
4.13E-
02
4.13E-
02
3.02E-
03
1.72E-
02
1.86E-
02
1.58E-
02
4.66E-
03



regulation of leukocyte proliferation

regulation of lymphocyte activation

regulation of T cell activation

positive regulation of T cell proliferation

positive regulation of T cell activation

positive regulation of leukocyte cell-cell adhesion
regulation of leukocyte cell-cell adhesion

positive regulation of lymphocyte activation
positive regulation of lymphocyte proliferation
positive regulation of mononuclear cell
proliferation

positive regulation of leukocyte proliferation
regulation of CD4-positive, alpha-beta T cell
proliferation

regulation of CD4-positive, alpha-beta T cell
activation

positive regulation of natural killer cell chemotaxis
positive regulation of lymphocyte migration
positive regulation of leukocyte migration
positive regulation of response to external stimulus
apolipoprotein A-I-mediated signaling pathway

nuclear-transcribed mRNA catabolic process, no-
go decay

7.68E-
03
1.37E-
03
1.76E-
03
1.12E-
02
6.29E-
03
1.38E-
04
9.57E-
05
7.30E-
03
3.42E-
02
8.35E-
03
1.29E-
02
1.45E-
02
3.39E-
02
4.13E-
02
4.86E-
02
3.96E-
02
3.35E-
03
4.13E-
02
4.13E-
02



negative regulation of lipoprotein metabolic
process

tendon development

negative regulation of thymocyte apoptotic process
negative regulation of T cell apoptotic process
negative regulation of lymphocyte apoptotic
process

regulation of lymphocyte apoptotic process
regulation of leukocyte apoptotic process
regulation of apoptotic process

negative regulation of leukocyte apoptotic process
negative regulation of apoptotic process

negative regulation of programmed cell death
regulation of T cell apoptotic process

regulation of thymocyte apoptotic process
negative regulation of urine volume

renal system process

positive regulation of receptor binding

axon midline choice point recognition

cell recognition

miRNA-mediated gene silencing by mRNA
destabilization

4.13E-
02
4.13E-
02
3.02E-
03
5.31E-
05
2.85E-
04
1.73E-
03
1.08E-
03
3.64E-
02
1.16E-
04
1.23E-
02
1.41E-
02
4.21E-
04
6.87E-
03
4.13E-
02
4.42E-
03
4.13E-
02
4.13E-
02
2.93E-
02
4.13E-
02



gamma-delta T cell activation

negative regulation of skeletal muscle cell
proliferation

salivary gland cavitation

tube lumen cavitation

wound healing, spreading of epidermal cells
wound healing, spreading of cells

epiboly involved in wound healing

epiboly

morphogenesis of an epithelial sheet
regulation of basement membrane organization
regulation of extracellular matrix organization
positive regulation of isotype switching to IgG
isotypes

positive regulation of isotype switching

positive regulation of immune effector process
regulation of isotype switching

regulation of immunoglobulin mediated immune
response

regulation of B cell mediated immunity

positive regulation of immunoglobulin mediated

immune response

positive regulation of B cell mediated immunity

2.10E-
05
4.13E-
02
4.13E-
02
4.13E-
02
3.02E-
04
2.21E-
03
2.21E-
03
2.42E-
03
1.06E-
02
3.68E-
03
1.60E-
02
3.68E-
03
2.46E-
02
7.38E-
03
4.05E-
02
1.54E-
02
1.54E-
02
5.63E-
03
5.63E-
03



positive regulation of lymphocyte mediated
immunity

positive regulation of leukocyte mediated immunity
regulation of isotype switching to I1gG isotypes
megakaryocyte development

myeloid cell development

myeloid cell differentiation

megakaryocyte differentiation

negative regulation of megakaryocyte
differentiation

regulation of hemopoiesis

regulation of megakaryocyte differentiation
positive regulation of establishment of endothelial
barrier

positive regulation of endothelial cell development
zygotic determination of anterior/posterior axis,
embryo

response toiron(ll) ion

positive regulation of integrin-mediated signaling
pathway

regulation of integrin-mediated signaling pathway
endodermal cell fate specification

endodermal cell differentiation

endoderm formation

1.28E-
04
3.31E-
04
6.87E-
03
3.77E-
05
3.67E-
07
5.68E-
05
1.11E-
04
4.94E-
02
8.64E-
03
1.72E-
02
4.94E-
02
4.94E-
02
4.94E-
02
4.94E-
02
4.39E-
03
1.21E-
02
4.94E-
02
6.80E-
03
1.17E-
02



endoderm development

formation of primary germ layer

cell fate specification

negative regulation of transmission of nerve
impulse

negative thymic T cell selection

negative T cell selection

thymic T cell selection

T cell differentiation in thymus

positive thymic T cell selection

negative regulation of protein targeting to
membrane

negative regulation of protein localization to
membrane

dopamine uptake involved in synaptic transmission
catecholamine uptake involved in synaptic
transmission

establishment of localization in cell

cell dedifferentiation

dedifferentiation

thyroid hormone transport

hemidesmosome assembly

cell-substrate junction assembly

5.29E-
03
1.92E-
02
3.92E-
02
4.94E-
02
4.39E-
03
5.16E-
03
6.95E-
04
1.77E-
05
4.39E-
03
4.94E-
02
4.45E-
02
4.94E-
02
4.94E-
02
2.36E-
02
4.94E-
02
4.94E-
02
4.39E-
03
4.94E-
02
3.83E-
04



cell-substrate junction organization
celljunction organization

cell junction assembly

positive regulation of prostaglandin biosynthetic
process

sperm ejaculation

negative regulation of cardiac muscle contraction
regulation of axon diameter

regulation of anatomical structure size
hemoglobin biosynthetic process

hemoglobin metabolic process

intracellular magnesium ion homeostasis
response to cycloheximide

positive regulation of cytoplasmic mRNA
processing body assembly

positive regulation of natural killer cell mediated
cytotoxicity directed against tumor cell target
regulation of natural killer cell mediated
cytotoxicity

regulation of natural killer cell mediated immunity
regulation of defense response

regulation of response to stress

positive regulation of natural killer cell mediated
immunity

4.61E-
04
2.95E-
02
1.44E-
02
4.94E-
02
4.94E-
02
4.94E-
02
4.94E-
02
1.03E-
02
4.94E-
02
9.17E-
05
4.94E-
02
4.94E-
02
4.94E-
02
4.94E-
02
7.48E-
05
9.12E-
06
3.03E-
02
9.78E-
03
9.05E-
06



positive regulation of innate immune response

positive regulation of defense response

positive regulation of natural killer cell mediated
cytotoxicity

positive regulation of leukocyte mediated
cytotoxicity

commitment of neuronal cell to specific neuron
type in forebrain

type Il pneumocyte differentiation

positive regulation of leukocyte tethering or rolling

regulation of leukocyte tethering or rolling
regulation of leukocyte adhesion to vascular
endothelial cell

regulation of cellular extravasation

positive regulation of leukocyte adhesion to
vascular endothelial cell

immunological synapse formation

negative regulation of peptidyl-threonine
phosphorylation

regulation of peptidyl-threonine phosphorylation
glomerular filtration

renal filtration

commissural neuron axon guidance

positive regulation of fibroblast migration

regulation of fibroblast migration

4.04E-
02
3.91E-
03
8.43E-
05
2.45E-
03
4.94E-
02
4.94E-
02
5.16E-
03
9.84E-
03
2.21E-
03
4.65E-
02
1.04E-
03
5.16E-
03
5.16E-
03
2.79E-
02
5.99E-
04
9.14E-
04
5.98E-
03
5.98E-
03
4.05E-
02



maintenance of cell polarity

stress fiber assembly

contractile actin filament bundle assembly
actin filament bundle assembly

actin filament bundle organization

actin filament organization
supramolecular fiber organization
sphingosine-1-phosphate receptor signaling
pathway

sphingolipid mediated signaling pathway
negative regulation of focal adhesion assembly
negative regulation of cell-matrix adhesion
regulation of cell-substrate adhesion
regulation of cell-matrix adhesion

negative regulation of cell-substrate junction
organization

negative regulation of cell junction assembly

B cell receptor signaling pathway

antigen receptor-mediated signaling pathway

immune response-activating cell surface receptor

signaling pathway

immune response-regulating cell surface receptor

signaling pathway

5.98E-
03
7.99E-
04
7.99E-
04
1.88E-
04
2.34E-
04
9.29E-
03
1.96E-
02
6.87E-
03
7.80E-
03
7.80E-
03
3.67E-
02
2.51E-
03
3.59E-
03
7.80E-
03
2.95E-
02
4.87E-
07
7.56E-
11
3.84E-
10
3.15E-
10



immune response-regulating signaling pathway
immune response-activating signaling pathway
activation of immune response

T cell mediated cytotoxicity

T cell mediated immunity

acute inflammatory response to antigenic stimulus
inflammatory response to antigenic stimulus
regulation of glutamate secretion

regulation of amino acid transport

negative regulation of oxidoreductase activity
complement activation, classical pathway
humoral immune response mediated by circulating
immunoglobulin

humoralimmune response

immunoglobulin mediated immune response

B cell mediated immunity

complement activation

negative regulation of anoikis

regulation of anoikis

positive regulation of T cell receptor signaling
pathway

4.85E-
08
1.98E-
08
2.43E-
07
8.79E-
03
4.59E-
03
9.84E-
03
4.05E-
02
9.84E-
03
4.86E-
02
9.84E-
03
2.85E-
04
2.94E-
05
8.60E-
08
9.54E-
04
1.12E-
03
1.26E-
03
1.09E-
02
2.00E-
02
1.09E-
02



regulation of T cell receptor signaling pathway

regulation of antigen receptor-mediated signaling

pathway

positive regulation of antigen receptor-mediated
signaling pathway

response to magnesium ion

fibrinolysis

negative regulation of blood coagulation
negative regulation of coagulation

regulation of coagulation

regulation of blood coagulation

regulation of wound healing

regulation of response to wounding

regulation of hemostasis

negative regulation of hemostasis

negative regulation of wound healing

negative regulation of response to wounding
long-chain fatty-acyl-CoA biosynthetic process
long-chain fatty-acyl-CoA metabolic process

fatty-acyl-CoA metabolic process

fatty-acyl-CoA biosynthetic process

9.54E-
03
2.87E-
03
2.00E-
02
1.09E-
02
1.09E-
02
5.98E-
04
7.61E-
04
4.25E-
04
2.88E-
04
1.28E-
04
5.99E-
04
3.29E-
04
6.49E-
04
2.73E-
03
7.59E-
03
1.09E-
02
1.86E-
02
4.65E-
02
2.30E-
02



6.81E-

cellular defense response 05
4.21E-
cell adhesion mediated by integrin 04
1.41E-
cell adhesion 07
4.61E-
erythrocyte development 04
2.49E-
erythrocyte differentiation 04
4.27E-
erythrocyte homeostasis 04
1.34E-
myeloid cell homeostasis 03
8.41E-
homeostasis of number of cells 04
1.19E-
multicellular organismal-level homeostasis 02
4.61E-
T cell costimulation 04
5.04E-
lymphocyte costimulation 04
8.98E-
neutrophil chemotaxis 05
2.18E-
neutrophil migration 04
1.12E-
granulocyte migration 04
8.17E-
myeloid leukocyte migration 04
3.73E-
leukocyte migration 05
4.35E-
granulocyte chemotaxis 05
1.93E-
leukocyte chemotaxis 04
4.13E-

cell chemotaxis 04



chemotaxis

taxis

locomotion

nitric oxide biosynthetic process

nitric oxide metabolic process

reactive nitrogen species metabolic process
stimulatory C-type lectin receptor signaling

pathway

cellular response to lectin
response to lectin

platelet formation

platelet morphogenesis
monocyte chemotaxis
mononuclear cell migration
platelet aggregation
platelet activation
homotypic cell-cell adhesion
cell-cell adhesion
lamellipodium assembly

lamellipodium organization

3.03E-
05
3.21E-
05
5.73E-
05
1.45E-
02
2.95E-
02
3.31E-
02
1.45E-
02
1.45E-
02
1.45E-
02
1.58E-
02
1.86E-
02
1.72E-
02
1.53E-
02
7.03E-
04
1.99E-
07
2.32E-
03
2.42E-
04
3.40E-
03
5.49E-
04



T cell receptor signaling pathway

positive regulation of positive chemotaxis
regulation of positive chemotaxis

natural killer cell activation

antibacterial humoral response

antimicrobial humoral response

defense response to bacterium

response to bacterium

positive regulation of interleukin-4 production
regulation of interleukin-4 production
defense response to protozoan

response to protozoan

negative regulation of miRNA transcription
negative regulation of miRNA metabolic process
regulation of miRNA metabolic process
regulation of miRNA transcription

killing of cells of another organism

disruption of cellin another organism

disruption of anatomical structure in another
organism

5.18E-
07
2.00E-
02
2.15E-
02
2.18E-
04
2.51E-
04
1.75E-
07
6.57E-
05
4.36E-
09
2.15E-
02
3.31E-
02
2.15E-
02
2.62E-
02
2.30E-
02
2.62E-
02
3.70E-
02
2.62E-
02
5.12E-
06
5.12E-
06
6.23E-
06



release of sequestered calcium ion into cytosol
negative regulation of sequestering of calcium ion
regulation of sequestering of calcium ion
calciumion transmembrane import into cytosol
regulation of bone resorption

regulation of bone remodeling

regulation of tissue remodeling

negative regulation of stress fiber assembly
regulation of actin filament organization
regulation of actin cytoskeleton organization
regulation of cytoskeleton organization
regulation of actin filament-based process
negative regulation of actin filament bundle
assembly

negative regulation of cytoskeleton organization
negative regulation of supramolecular fiber
organization

negative regulation of DNA binding

focal adhesion assembly

cell-matrix adhesion

cell-substrate adhesion

1.35E-
03
1.44E-
03
8.50E-
04
8.49E-
03
5.63E-
03
9.05E-
03
2.54E-
02
2.46E-
02
2.69E-
02
2.96E-
03
1.55E-
02
6.25E-
03
2.95E-
02
1.09E-
02
1.20E-
02
2.46E-
02
2.46E-
02
1.07E-
03
9.54E-
04



regulation of synaptic vesicle recycling
cellular oxidant detoxification

cellular detoxification

detoxification

response to toxic substance

cellular response to toxic substance

positive regulation of viral genome replication
regulation of macrophage derived foam cell

differentiation

positive regulation of smooth muscle contraction

integrin-mediated signaling pathway
skeletal muscle fiber development
myotube cell development

muscle cell differentiation

striated muscle cell differentiation
myotube differentiation

positive regulation of vasoconstriction
regulation of vasoconstriction

blood vessel diameter maintenance

regulation of tube diameter

2.46E-
02
1.19E-
04
4.68E-
04
1.65E-
03
1.38E-
03
7.23E-
04
2.79E-
02
2.79E-
02
2.79E-
02
1.43E-
04
2.95E-
02
3.67E-
02
3.18E-
02
3.79E-
02
4.05E-
03
2.95E-
02
1.96E-
02
3.96E-
02
3.96E-
02



4.04E-

regulation of tube size 02
3.31E-
positive regulation of blood pressure 02
3.31E-
actin filament capping 02
negative regulation of actin filament 4.05E-
depolymerization 02
regulation of actin polymerization or 3.88E-
depolymerization 02
4.12E-
regulation of actin filament length 02
2.36E-
negative regulation of protein polymerization 02
2.98E-
regulation of protein polymerization 02
2.60E-
regulation of actin filament polymerization 02
negative regulation of extrinsic apoptotic signaling 3.49E-
pathway in absence of ligand 02
negative regulation of extrinsic apoptotic signaling 4.85E-
pathway 02
negative regulation of signal transduction in 3.49E-
absence of ligand 02
3.49E-
positive regulation of T cell migration 02
3.49E-
very long-chain fatty acid metabolic process 02
1.01E-
positive regulation of fibroblast proliferation 02
3.81E-
regulation of fibroblast proliferation 02
3.67E-
Fc-gamma receptor signaling pathway 02
1.35E-
Fc receptor signaling pathway 02
3.67E-

positive regulation of interleukin-2 production 02



regulation of interleukin-2 production
nuclear-transcribed mRNA catabolic process,
deadenylation-dependent decay

astrocyte development

astrocyte differentiation

glial cell differentiation

negative regulation of intracellular steroid hormone

receptor signaling pathway

positive regulation of establishment of protein
localization to mitochondrion

positive regulation of cell-matrix adhesion
positive regulation of cell-substrate adhesion
response to copperion

regulation of lamellipodium assembly
positive regulation of type Il interferon production
regulation of type Il interferon production
heterotypic cell-cell adhesion

maintenance of blood-brain barrier

positive regulation of nitric oxide biosynthetic
process

positive regulation of nitric oxide metabolic
process

negative chemotaxis

spleen development

1.81E-
02
3.67E-
02
3.86E-
02
1.96E-
02
3.54E-
02
3.86E-
02
3.86E-
02
1.17E-
02
4.27E-
03
4.05E-
02
4.05E-
02
4.05E-
03
1.92E-
02
4.25E-
02
4.25E-
02
4.45E-
02
4.65E-
02
4.45E-
02
4.45E-
02



hematopoietic or lymphoid organ development

positive regulation of smooth muscle cell migration

regulation of smooth muscle cell migration

antimicrobial humoralimmune response mediated

by antimicrobial peptide

regulation of release of cytochrome c from
mitochondria

regulation of substrate adhesion-dependent cell
spreading

Schwann cell development

positive regulation of wound healing

positive regulation of response to wounding
positive regulation of smooth muscle cell
proliferation

regulation of smooth muscle cell proliferation
cellular response to lipopolysaccharide

cellular response to molecule of bacterial origin
response to molecule of bacterial origin
cellular response to biotic stimulus

response to lipopolysaccharide

response to lipid

cellular response to lipid

cerebellum development

1.08E-
02
4.45E-
02
1.96E-
02
5.60E-
04
4.65E-
02
1.54E-
02
4.86E-
02
1.60E-
02
2.54E-
02
5.76E-
03
2.93E-
02
2.69E-
04
3.87E-
04
1.56E-
04
8.39E-
04
9.47E-
05
3.01E-
03
1.36E-
02
1.27E-
02



metencephalon development

hindbrain development

myelination

axon ensheathment

ensheathment of neurons

adenylate cyclase-activating G protein-coupled
receptor signaling pathway

adenylate cyclase-modulating G protein-coupled
receptor signaling pathway

positive regulation of phosphatidylinositol 3-
kinase/protein kinase B signal transduction
positive regulation of inflammatory response
regulation of peptidyl-tyrosine phosphorylation
regulation of lymphocyte differentiation
regulation of leukocyte differentiation
regulation of angiogenesis

regulation of vasculature development

positive regulation of phosphorylation
Unclassified

protein transport

establishment of protein localization

protein localization

1.72E-
02
1.09E-
02
2.36E-
02
2.48E-
02
2.48E-
02
1.29E-
02
1.93E-
02
1.98E-
02
4.04E-
02
4.20E-
02
3.98E-
02
2.31E-
02
3.83E-
02
4.16E-
02
3.03E-
02
1.11E-
02
2.69E-
02
2.69E-
02
2.81E-
03



cellular macromolecule localization
macromolecule localization

intracellular transport

protein modification by small protein conjugation
protein modification by small protein conjugation
or removal

post-translational protein modification

protein modification process

macromolecule modification

2.81E-
03
5.38E-
04
1.40E-
02
4.81E-
02
2.42E-
02
1.10E-
02
9.73E-
03
3.95E-
03



	Full Supp Figures and Tables
	112724 supplemental figs w legends
	Slide Number 8
	Slide Number 9
	Slide Number 10

	Supplemental Table 1
	Supplemental Table 2

	Biorxiv pdf.pdf



