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Abstract: Research in both animals and humans shows that some nutrients are important in pregnancy
and during the first years of life to support brain and cognitive development. Our aim was to evaluate
the role of selenium (Se) in supporting brain and behavioral plasticity and maturation. Pregnant and
lactating female rats and their offspring up to postnatal day 40 were fed isocaloric diets differing in
Se content—i.e., optimal, sub-optimal, and deficient—and neurodevelopmental, neuroinflammatory,
and anti-oxidant markers were analyzed. We observed early adverse behavioral changes in juvenile
rats only in sub-optimal offspring. In addition, sub-optimal, more than deficient supply, reduced
basal glial reactivity in sex dimorphic and brain-area specific fashion. In female offspring, deficient
and sub-optimal diets reduced the antioxidant Glutathione peroxidase (GPx) activity in the cortex and
in the liver, the latter being the key organ regulating Se metabolism and homeostasis. The finding that
the Se sub-optimal was more detrimental than Se deficient diet may suggest that maternal Se deficient
diet, leading to a lower Se supply at earlier stages of fetal development, stimulated homeostatic
mechanisms in the offspring that were not initiated by sub-optimal Se. Our observations demonstrate
that even moderate Se deficiency during early life negatively may affect, in a sex-specific manner,
optimal brain development.

Keywords: selenium; perinatal exposure; diet; neuroinflammation; microglia; behavior; oxidative stress

1. Introduction

Over the past 30 years, substantial attention has been given to the influence of nu-
trition during critical developmental windows on offspring health and chronic disease
risk later in life, a concept known as the Developmental Origins of Health and Disease
hypothesis (DOHaD) [1,2]. Epidemiological and animal model studies have demonstrated
that an adequate diet during pregnancy and lactation allows appropriate supply of the
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micronutrients necessary to support rapidly developing brain systems and maturation of
cognitive functions [3–5]. Thus, maternal nutritional imbalance can permanently affect
offspring’s physiological and neurodevelopmental outcomes [6].

An important micronutrient that regulates development, growth, and differentiation is
the trace element selenium (Se). Unlike other essential trace elements with biological roles in
proteins in the form of cofactors, Se is co-translationally incorporated into the polypeptide
chain as part of the amino acid selenocysteine to form selenoproteins. There are 25 identified
selenoproteins [7] and they are involved in diverse homeostatic processes, including brain
function, anti-oxidant regulation, thyroid hormone metabolism, and immune function [8,9].

Brain function-associated selenoproteins include: the glutathione peroxidases (GPxs)
and thioredoxin reductases (TXNRDs), which are responsible for much of the antioxidant ef-
fect of Se; selenoprotein P (SelP), which has a special role in delivering Se to neurons [10,11];
and selenoprotein W (SelW) with mainly anti-oxidant properties [8]. These proteins are
involved in diverse functions, including motor performance, coordination, memory, and
cognition [10,12]. Evidence suggests that Se may play a role during critical periods of brain
development. For example, neuron-specific glutathione peroxidase 4 (GPx4) depletion
caused ataxic gait and hyperexcitable phenotype in mice as early as the first few weeks of
life [13]. SelP knockout mice exhibited severe neurological dysfunctions at weaning that
were largely prevented when mice were fed an Se-enriched diet [14]. Mice with targeted
deletion of thioredoxin reductase 1 (Txnrd1) in the nervous system displayed growth retar-
dation and movement disorders, suggesting a specific role of Txnrd1 in brain development
and function [15]. Transgenic studies showed that disruption of selenoprotein synthesis
leads to the loss of the cortical and hippocampal gamma-aminobutyric acid (GABA)ergic
parvalbumin-immunoreactive (PA+) interneurons [16].

As far as dietary reference values are concerned, the European Food Safety Authority
(EFSA) set an adequate intake (AI) of 70 µg Se/day for adults [17]. Taking into account
adaptive changes in Se metabolism that occur during gestation, the AI for adult women
applies to pregnancy, whereas for lactating women the AI for Se was increased to 85 µg/day,
which includes an additional 15 µg/day to provide Se secreted in breast milk [17]. The
environmental distribution of Se varies considerably worldwide, with the Se content of
foods depending on the Se content of the soil and the soil’s geochemistry. The different
Se compounds present in foods add further complexity with respect to intake data, with
L-selenomethionine being the major chemical species found in the diet [18]. Dietary intakes
of Se are high in countries such as Venezuela, Canada, the USA, and Japan, and much lower
in Europe (in particular in Eastern Europe) [17,19].

Maternal Se status is crucial for proper fetal development and Se deficiency dur-
ing pregnancy increases the risk of pregnancy complications, including fetal growth re-
striction [20]. In addition, evidence exists that prenatal Se status may affect children’s
psychomotor, language, and cognitive development [21,22]. Studies from animal mod-
els have demonstrated that Se maternal status strongly influences the metabolic profile,
the innate and adaptive immune responses, as well as the reproductive system of the
progeny [20,23,24] (and references therein). However, the effects of maternal Se nutri-
tion on behavioral responses, neuroinflammation, and oxidative stress have not yet been
comprehensively characterized. In addition, there have been only a few studies aimed at
analyzing sex-dependent vulnerability to different inadequate maternal Se intake. Thus, in
the present work, pregnant and lactating female rats and their offspring until juvenile age
were fed isocaloric diets differing in Se content (Se-optimal, Se-suboptimal, and Se-deficient
diet) providing either adequate, suboptimal or inadequate intake [25]. Neurodevelopmen-
tal and neuroinflammatory markers, brain, and liver anti-oxidant enzymatic activity were
then analyzed in offspring of both sexes.
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2. Materials and Methods
2.1. Animals

Wistar rats were kept under standard animal housing (temperature 20 ± 2 ◦C; humid-
ity 60–70%) with food and water ad libitum, under a 12 h–12 h light/dark cycle (lights
on from 7:00 a.m. till 7:00 p.m.). Following the adaptation period, adult female rats were
assigned to one of the three experimental groups based on different Se dietary content
(as L-selenomethionine), namely 0.15 mg/kg (Se-optimal, Se Opt diet), 0.04 mg/kg (Se-
suboptimal, Se SubOpt diet) and 0.02 mg/kg (Se-deficient, Se Def diet), four weeks prior to
mating and through pregnancy and lactation. At weaning, i.e., at postnatal day (PND) 23,
offspring were fed the same diet as their respective dams until completion of the behavioral
assessment at PND 40 (Figure 1).

Figure 1. Experimental timeline. Female rats were fed an optimal (0.15 mg/kg), suboptimal
(0.04 mg/kg) or deficient (0.02 mg/kg) Se diet from four weeks pre-mating until the end of lac-
tation. At weaning, offspring were fed the same diet as their respective dams until completion of
the behavioral assessment at PND 40. Neonatal analyses, plasma and tissue collection for Se level
determination, biochemical, molecular analyses, and juvenile behavioral tests were performed at the
time points indicated. Se, selenium; Se Opt, Se-optimal; Se SubOpt, Se-suboptimal; Se De, Se-deficient;
PND, postnatal day; ♀, females; ♂, males.

Female rats were mated with males (2:1) for 4 to 5 days to cover the duration of an
estrous cycle. Day of birth was designated as PND 0. On PND 1, litters were culled to equal
numbers to standardize litter size, with the aim to have ten pups, sex balanced, per litter. At
weaning (PND 23), male and female offspring were separated and housed two/three per
cage up to the end of all experiments.

2.2. Diets

Rat diets were prepared by Envigo (Udine, Italy) by supplementing a selenium-deficient
diet (Teklad Custom Diet TD.92163), containing <0.01 mg Se/kg with L-selenomethionine to
obtain a diet with optimal (Se Opt, 0.15 mg Se/kg), suboptimal (Se SubOpt, 0.04 Se mg/kg)
or inadequate (Se Def, 0.02 Se mg/kg) Se content, respectively.

2.3. Plasma and Milk Sampling

Blood samples were collected in ethylenediaminetetraacetic acid (EDTA) (0.2 mg/100 mL)
from the left atrium of the heart of rats anesthetized by isoflurane. Plasma samples—obtained
after centrifugation—were aliquoted and stored at −80 ◦C until Se determination. Early
milk was recovered from the stomachs of pups (PND 1) and stored at −80 ◦C until Se
levels determination.
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2.4. Brain and Liver Sampling

On PND 23, in order to collect brain samples, male and female rats in each experimental
group were rapidly decapitated and brains were immediately sectioned on ice to obtain
cortex and hippocampus (n = 10 rats per experimental group). Brain samples were flash-
frozen and stored at −80 ◦C until mRNA expression analyses. Livers were immediately
excised, weighed, and divided into smaller pieces and stored at −80 ◦C for enzymatic
analysis or Se determination.

2.5. Selenium Determination

For determination of Se levels we analyzed: (i) plasma from 5 pre-mating females for
each group; (ii) early milk from stomachs of 6 (from Se Opt group), 5 (from Se SubOpt
group) and 11 (from Se Def group) pups at PND 1; (iii) liver from 8 (5 males and 3 females)
for Se Opt group, 7 (4 males and 3 females) for Se SubOpt group, 8 (5 males and 3 females)
rats for Se Def group at weaning (PND 23); (iv) plasma from 5 rats for each group at
weaning (PND 23).

The quantitative analysis of total Se was carried out with external calibration by means
of an 8800 Triple Quad ICP mass spectrometer from Agilent Technologies (Tokyo, Japan).
Plasma was diluted 1:50 with 0.5% v/v nitric acid (HNO3). Milk and livers were digested
in a microwave system with HNO3 and hydrogen peroxide (H2O2). Oxygen was used as a
reaction gas for mass shift (selenium dioxide ion (SeO+)) in inductively coupled plasma-
mass spectrometry/mass spectrometry (ICP-MS/MS) determinations and m/z 94 and 96
were resorted to as analytical masses. Accuracy was checked by the reference materials
Seronorm Serum L1, NIST 1549 (Non-Fat Milk Powder), BCR 063R (Skin Milk), and NIST
1577c (Bovine liver). A detailed description of the analytical procedures is given in the
Supplementary Materials S1 and Table S1 therein.

2.6. Behavioral Testing

At the juvenile stage, female and male rats were assessed in the following behavioral
tests: Open-Field (OPF, PND 30), Spontaneous alternation (Y-maze, PND 35), Light/Dark
test (PND 38), Rotarod test (PND 40).

The number of animals undergoing behavioral testing for each group was the follow-
ing: 12 rats (6 males and 6 females) for Se Opt group, 14 (7 males and 7 females) for Se
SubOpt group, and 13 (7 males and 6 females) for Se Def group.

All apparatuses were cleaned with 70% alcohol following each animal testing. All
behavioral procedures were carried out between 9:00 a.m. and 2:00 p.m.

2.6.1. Open-Field (OF)

To assess locomotor activity and exploration of a novel environment, rats were
tested in the OF test at PND 30. The OF apparatus consisted of a black Plexiglas box
(80 × 80 × 60 cm). Each subject was placed in one corner of the apparatus and the sponta-
neous locomotor activity of the animals was video-recorded for 10 min (as described in [26]).
Distance traveled and mean velocity were analyzed using ANY-Maze video-tracking soft-
ware (Stoelting Europe, Dublin, Ireland).

2.6.2. Y-Maze

To assess the spatial working memory and exploratory activity, rats were tested in the
Y-maze test at PND 35. The apparatus consisted of three identical arms (50 × 16 × 32 cm)
diverging at an angle of 120◦ one to the other and an equilateral triangular central area.
Each animal was placed in the center of the Y-maze and was free to explore the arena
for 8 min. The following dependent variables were registered and analyzed by The Ob-
server XT behavioral coding software (Noldus, Wageningen, The Netherlands): the to-
tal number of arm entries and the sequential list of arms entered to assess the number
of alternations. An arm entry was scored when the rat placed the four paws within
that arm. An alternation was defined as an entry into three different arms on con-
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secutive choices. Spontaneous alternation was calculated using the following formula:
(number of alternations/total number of entries − 2) × 100.

2.6.3. Light/Dark Test

To assess the anxiety-like behavior, rats were tested in the Light/Dark test at PND 38. The
apparatus consisted of an opaque Plexiglas box with smooth walls and floor (70 × 30 × 35 cm),
subdivided into two chambers by a partition possessing a doorway through which rats
could traverse. One compartment had white walls and floor, whereas the other one had
black walls and floor. The black compartment was not illuminated and covered by a black
ceiling, while the white compartment had no ceiling and was intensely illuminated by a
bright white light (100 W). Each animal was placed in the light chamber and was free to
explore the arena for 5 min. Latency to enter the light from the dark compartment and time
spent in each compartment were analyzed by The Observer XT behavioral coding software
(Noldus, Wageningen, The Netherlands).

2.6.4. Rotarod Test

To assess the motor coordination and balance, rats were tested in the Rota-Rod appa-
ratus (model 47700, Ugo Basile, Germonio, Italy) at PND 40. All rats underwent a two-day
training to walk against the motion of a rotating drum at a constant speed of 12 R.P.M
(rotations per minute) for a maximum of 2 min. Following the training days, a one-day test
of three trials was performed using an accelerating speed level (4 to 40 R.P.M) mode of the
apparatus over 5-min. The mean latency to fall off the rotarod was recorded.

2.7. Real-Time Quantitative Polymerase Chain Reaction (RT-PCR)

Dissected cortexes and hippocampi from 10 rats (5 males and 5 females) for each group
were homogenized in Trizol Reagent (Sigma, St. Louis, MO, USA) and mRNA extraction
was performed on supernatants. Total RNA (1 µg) from each sample was transcribed into
complementary DNA using the High-Capacity cDNA Reverse Transcription Kit (Applied
Biosystems, Thermo Fisher Scientific, Waltham, MA, USA), according to the manufacturer’s
instructions. Real-time Polymerase Chain Reaction (PCR) was performed on the reverse
transcription products with TaqMan master mix to analyze the relative transcript levels
of the macrophage/microglial marker cluster of differentiation (CD)11b, the astrocyte
marker glial fibrillary acidic protein (GFAP), arginase-1 (Arg-1), and β-actin, or SYBR™
Green master mix (Applied Biosystems, Thermo Fisher Scientific, Waltham, MA, USA) for
interleukin-1β (IL-1β) and inducible nitric oxide synthase (iNOS), using an ABI Prism 7500
Sequence Detection System (Applied Biosystems, Foster City, CA, USA).

TaqMan primers for CD11b (Acc. Number NM_012711.1), GFAP (NM_017009.2) and
Arg-1 (Acc. Number NM_007482.3), and β-actin (Acc. Number NM_031144.3) were Taq-
Man™Gene Expression Assay (Applied Biosystems, ThermoFisher Scientific, Waltham,
MA, USA). PrimeTime® Predesigned Quantitative Polymerase Chain Reaction (qPCR)
Assays for IL-1β (Acc. Number: NM_031512(1) and iNOS (NM_012611) were from Inte-
grated DNA Technologies (IDT, TEMA Ricerca, Bologna, Italy). All samples were run in
duplicate, and each PCR well contained 20 µL as a final volume of reaction, including 2 µL
complementary DNA corresponding to approximately 60 ng total RNA, 750 nM of each
primer, and 10 µL PCR master mix. Thermal cycling conditions were as follows: 1 cycle at
95 ◦C for 10 min, 40 cycles at 95 ◦C for 15 s, and 60 ◦C for 1 min. The relative expression
level of each mRNA was calculated using the 2−∆∆Ct method, normalized to β-actin, and
relative to the control group (i.e., male rats of the Opt Se dietary group).

2.8. Glutathione Peroxidase Enzymatic Activity

Enzymatic antioxidant activity of GPx was evaluated in brain cortex and liver samples
from 10 rats (5 males and 5 females) for each group by commercial kits (Cayman, Ann Arbor,
MI, USA), following the manufacturer’s instructions. Cumene hydroperoxide was used as
a substrate, so we mainly measured GPx-1 activity.
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2.9. Statistical Analyses

Behavioral, molecular and GPx activity data were analyzed by two way-analysis
of variance (2 way-ANOVA) with diet and sex as between-factors followed by post hoc
Tukey’s analysis on significant effects using the GraphPad Prism version 8.3.1 (GraphPad
Software, San Diego, CA, USA). Se levels were analyzed by the Kruskal-Wallis’ test fol-
lowed, when significant, by a Dunn’s post hoc test for multiple comparisons, using the
SPSS v.27 software (IBM, Armonk, NY, USA). A p value < 0.05 (two-tailed) was considered
statistically significant.

3. Results
3.1. Selenium Levels in Dams and Offspring

Plasma Se, a reliable biomarker of Se intake when selenomethionine is the dietary
Se form, was investigated in dams pre-mating; the levels were not significantly different
among the three groups (Se Opt, SubOpt, and Def) (Table 1). Se content in early maternal
milk, the most useful biomarker of offspring nutrition at delivery, revealed that the offspring
of the Se SubOpt and Se Def groups experienced poor Se nutrition at birth, being the Se
content about 1/3 of that measured in the Se Opt group (Table 1).

Table 1. Se levels in pre-mating female’s plasma and in early milk.

Plasma Se
in Pre-Mating Females

(mg/L)

Se in Early Milk
(mg/L)

GROUP n Median (IQR) a n Median (IQR) a

Opt (0.15 mg Se/kg) 5 0.27 (0.02) 6 0.16 (0.05)
SubOpt (0.04 mg Se/kg) 5 0.24 (0.04) 5 0.05 (0.03) *

Def (0.02 mg Se/kg) 5 0.24 (0.08) 11 0.05 (0.02) **
Se, selenium; Opt, Optimal; SubOpt, Suboptimal; Def, Deficient. a Interquartile ranges (75th–25th centile) * p < 0.05
and ** p < 0.001 vs. Opt.

Liver Se levels in offspring at weaning (PND 23) (Table 2) revealed that Se stores
were severely depleted in both Se Def and SubOpt groups as compared to Opt group, in
which liver Se levels were >5 times higher (Table 2). Liver Se was mirrored by plasma Se in
offspring at PND 23 (Table 3).

Table 2. Se liver levels in offspring at weaning (PND 23).

GROUP n M/F a Median M/F
(mg/kg)

Median M + F (IQR) b

(mg/kg)

Opt (0.15 mg Se/kg) 8 5/3 3.69/3.57 3.63 (0.52)
SubOpt (0.04 mg Se/kg) 7 4/3 0.70/0.69 0.69 (0.11)

Def (0.02 mg Se/kg) 8 5/3 0.33/0.33 0.33 (0.06) **

PND, postnatal day. a M = males, F = females. b Interquartile ranges (75th–25th centile); ** p < 0.001 vs. Opt.

Table 3. Se plasma levels in offspring at weaning (PND 23).

GROUP n Median (IQR) a

(mg/L)

Opt (0.15 mg Se/kg) 5 0.22 (0.04)
SubOpt (0.04 mg Se/kg) 5 0.09 (0.03)

Def (0.02 mg Se/kg) 5 0.04 (0.02) **
a Interquartile ranges (75th–25th centile); ** p < 0.001 vs. Opt.

3.2. Effect of Diet on Reproductive Performance and Pup Somatic Growth

We did not observe overt detrimental effects of Se SubOpt or Def diets on reproductive
performance as evaluated by number of delivered pups (Mean ± standard deviation



Nutrients 2022, 14, 1850 7 of 16

(SD), Opt = 12.8 ± 4.6; SubOpt = 11.8 ± 3.5, Def = 12.0 ± 4.3), sex ratio (Mean ± SD,
Opt = 1.0 ± 0.2; SubOpt = 0.7 ± 0.2, Def = 0.9 ± 0.7), and body weight of pups at birth
(Mean ± SD, Opt = 6.8 ± 0.8; SubOpt = 6.8 ± 1.2, Def = 7.3 ± 1.9).

Similarly, there was no significant effect of Se SubOpt or Def diets when considering
offspring somatic growth, namely body weight and body length, at any of the time points
assessed from PND 4 to PND 12 (Supplementary Materials Figure S1).

3.3. Effects of Maternal Se Intake on Behavioral Responses in Juvenile Offspring

At PND 30, Se SubOpt diet impacted locomotor activity during exploration of the
novel environment (open-field test) measured by total distance (p < 0.05) and mean speed
(p < 0.05). Specifically, Se SubOpt rats of both sexes traveled longer distances and moved
with higher mean velocity compared to either Se Def or Se Opt rats (p < 0.05 after post hoc
comparisons, Figure 2A).

Figure 2. Open-Field and Y-maze test in juvenile rats. Juvenile rats of both sexes experiencing a
dietary regimen with suboptimal Se content showed a hyperactive profile when exploring a novel
environment (A) and exhibited perseverative behavior (alternated less) and elevated explorative
activity in Y-maze (B). Se Opt: n = 6 males (M), 6 females (F); Se SubOpt: n = 7M, 7F; Se Def: n = 7M,
6F. Data are represented as mean ± standard error of the mean (SEM). * p < 0.05.

In the exploration of Y-maze, Se SubOpt rats showed higher frequency of rearing
(p < 0.05 vs. Se Def, p < 0.01 vs. Se Opt), performed higher number of entries than Se
Def rats (p < 0.05) together with a lower percentage of spontaneous alternation among
the three arms of the maze (p < 0.05 vs. Se Opt rats, Figure 2B). These findings suggest a
perseverative and hyperactive behavioral profile in Se SubOpt rats.

At PND 38–40, analysis of anxiety responses (Light/Dark test) and motor coordination
(Rota-Rod test) did not reveal any detrimental effects of Se Def or Se SubOpt diets or their
interaction with sex (Supplementary Materials Figure S2).
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3.4. Effects of Maternal Se Intake on Brain Immune Profile in Juvenile Rats

To characterize the effects of different maternal Se dietary intakes on the brain neu-
roinflammatory profile of the offspring, we analyzed the mRNA expression levels of the
microglia/macrophage activation marker CD11b, the astrocytic activation marker GFAP,
the inflammatory cytokine IL-1β, and the inflammatory-oxidative stress-related enzymes
iNOS and Arg-1, in the cortex and hippocampus of male and female rats sacrificed at
weaning (PND 23).

We focused our analyses on these genes since, in addition to their central role in
the inflammatory response, they also play key roles in brain development, plasticity,
and homeostasis.

The relative levels of their mRNA in each experimental group were expressed as the
fold change versus the levels found in the corresponding male’s Se Opt group, taken as 1,
to assess sex-related differences, Se-dependent effects, and their possible interaction.

As shown in Figures 3 and 4, the glial functional profile was altered by Se dietary
intake in region-specific and sex-dimorphic manners.

Figure 3. Effects of different Se supply on the level of CD11b and GFAP mRNA in the offspring’s
cortex and hippocampus, evaluated by real-time PCR. The relative expression level of each mRNA
was calculated using the 2−∆∆Ct method, normalized to β-actin, and relative to the control group (i.e.,
male rats of the Opt Se dietary group). Each bar represents the mean ± SEM (n = 5M, 5F). Cortex
(A,B) $$ p < 0.0001 females vs. males (CD11b: p = 0.001 for Se Opt females vs. males; p = 0.015 for Se
Def females vs. males. GFAP: p < 0.0001 for Se Opt females vs. males; p = 0.005 for Se SubOpt females
vs. males; p = 0.001 for Se Def females vs. males; Tukey’s post hoc test); * p < 0.05. Hippocampus
(C,D) $$ p < 0.0001 females vs. males (p < 0.001 for female vs. male rats within all dietary groups, for
both genes; Tukey’s post hoc test); * p < 0.05, ** p < 0.01. CD11b, cluster of differentiation 11b; GFAP,
glial fibrillary acidic protein; PCR, Polymerase Chain Reaction.
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Figure 4. Effects of different Se supply on the level of IL-1β, iNOS, and Arg-1 mRNA in the offspring’s
cortex and hippocampus, evaluated by real-time PCR. The relative expression level of each mRNA
was calculated using the 2−∆∆Ct method, normalized to β-actin, and relative to the control group (i.e.,
male rats of the Opt Se dietary group). Each bar represents the mean ± SEM (n = 5M, 5F). Cortex
(A–C) $$ p < 0.0001 females vs. males (Arg-1: p = 0.001 for Se Opt females vs. Se Opt males; p < 0.0001
for either Se SubOpt or Se Def females vs. Se SubOpt or Se Def males, Tukey’s post hoc test). * p < 0.05.
Hippocampus (D–F) $ p < 0.005 and $$ p < 0.0001 for females vs. males (iNOS: p < 0.05 for Se Def
females vs. Def males; Arg-1: p < 0.0001 for Se Opt females vs. Opt males; p < 0.005 for either Se
SubOpt or Se Def females vs. Se SubOpt or Se Def males, Tukey’s post hoc test). IL-1β, interleukin-1β;
iNOS, inducible nitric oxide synthase; Arg-1, arginase-1.

In the cortex (Figure 3A,B), the levels of CD11b and GFAP were lower in females
compared to males (sex main effect: p < 0.001). Moreover, Se SubOpt rats showed the
lowest mRNA levels of both genes (diet main effect: p < 0.05 for CD11b; p < 0.01 for GFAP).
Specifically, Se SubOpt males showed lower CD11b levels compared to Se Opt and Se Def
males, and lower GFAP mRNA level compared to Se Opt males; the reduction did not reach
significance in females (significant differences by Tukey’s post hoc analysis are reported in
the figure legend). Se Def diet did not affect either of the two genes in this brain area.

Also in the hippocampus (Figure 3C,D), we found a lower expression of CD11b and
GFAP transcripts in females as compared to males (sex main effect: p< 0.0001).

However, the regulation of CD11b was opposite to that observed in the cortex and
2-way ANOVA revealed a sex × diet interaction (p < 0.01, Figure 3C), with Se SubOpt and
Se Def diets increasing CD11b mRNA levels only in males.

The effects of Se diets on hippocampal GFAP expression (Figure 3D) were instead
similar to that observed in cortex (diet main effect: p < 0.01), with Se SubOpt rats as a whole
showing the lowest levels. Post hoc analysis revealed significance only for Se SubOpt males
compared to Se Opt and Se Def males, while the effect did not reach significance in females.
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When analyzing IL-1β mRNA levels (Figure 4A–D), they were comparable in males
and females in both brain regions. A main effect of diet was found only in the cortex
(p < 0.05), with Se SubOpt groups as a whole bearing reduced levels compared to the other
groups (Figure 4A).

Regarding iNOS expression (Figure 4B–E), 2-way ANOVA did not yield significant sex-
or diet- effects in the cortex (Figure 4B). In the hippocampus (Figure 4E), a main effect of
sex was found (p < 0.01) with Se Def females showing lower iNOS levels than Se Def males.

As concerning Arg-1 mRNA (Figure 4C–F), 2-way ANOVA yielded a significant effect
of sex in both brain regions (p < 0.0001), with females, bearing lower Arg-1 levels than
males. In the cortex (Figure 4C) Se SubOpt groups showed higher Arg-1 levels than Se Opt
and Se Def groups (diet main effect: p < 0.01). The increase reached significance only in
males. In the hippocampus, Arg-1 mRNA levels were not significantly affected by the diet.

In brief, these data demonstrate a basal sex-specific profile of expression for most of
the genes analyzed, with males showing higher levels of CD11b, GFAP, and Arg-1 in both
cortex and hippocampus, and higher iNOS levels in the hippocampus. In addition, in line
with behavioral observations, the data demonstrate that suboptimal rather than deficient Se
intake alters the glial functional profile of rats at weaning, with prominent effects occurring
in males, mostly in the cortex.

3.5. Effects of Maternal Se Intake on GPx Activity in Brain Cortex and Liver of Juvenile Rats

GPx enzymes are a major class of functionally important selenoproteins. GPx activity
was measured in the cortex and liver of male and female offspring at PND 23.

2-way ANOVA revealed a significant sex × diet interaction in both tissues (p < 0.05).
Specifically, both Se SubOpt and Se Def diets reduced GPx activity in females, but not
males, in the two tissues. The higher activity levels found in Se Opt females compared to
Se Opt males, in both tissues (cortex: p < 0.01 and liver: p < 0.05), were thus abrogated by
Se SubOpt and Se Def intake (Figure 5A,B).

Figure 5. Effects of different Se supply on the enzymatic antioxidant activity of GPx in the offspring’s
cortex (A) and liver (B). Each bar represents the mean ± SEM (n = 5M, 5F). * p < 0.05, ** p < 0.01
(Tukey’s post hoc test). GPx, glutathione peroxidase.

These results suggest that cortical and hepatic GPx activity in females, which is higher
than in males in optimal conditions as already described [27], is at the same time more
susceptible to Se deficiency.

4. Discussion

To the best of our knowledge, this is the first study on the effects of maternal selenium
dietary intake during pregnancy and lactation on offspring considering brain inflammatory
and anti-oxidant biomarkers and neurobehavioral development. Moreover, this study
included both female and male offspring to unveil potential sex-dependent vulnerability.
We show here that Se intake during prenatal and early life phases is critical for the expres-
sion of key inflammatory mediators in the cortex and hippocampus as well as for liver
and cortex GPx anti-oxidant activity, and influences exploratory activity at the juvenile
life stage.
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The molecular characterization of the expression profile of inflammatory and plasticity-
related genes in the cortex and hippocampus unveiled a greater vulnerability of male
offspring to poor maternal Se nutrition than females. Brain-region-specific effects were
also evidenced by our data, being the cortex highly affected by a suboptimal intake of Se
and unaffected by a deficient Se diet intake, while the hippocampus was only moderately
affected by both conditions, at least at the developmental stage examined (PND 23).

Specifically, suboptimal Se intake was associated with downregulation of CD11b and
GFAP expression, and upregulation of Arg-1 in male cortex, while in females these effects
were not significant. In males’ hippocampus only the downregulation of GFAP could
be observed, accompanied by the upregulation of CD11b, also demonstrating a different
vulnerability of the two brain regions examined. The effects of deficient Se intake were
limited to the upregulation of CD11b in males’ hippocampus. The sexual dimorphic and
region-specific vulnerability to suboptimal Se can reflect the emerging heterogeneity of
glial population across sexes and brain regions [28,29]. The sexual dimorphism of astrocyte
and microglia reactivity is increasingly viewed as a key factor determining the sex bias
observed in many neurodevelopmental and neurological disorders, with males particularly
vulnerable to life-long illnesses of neurodevelopmental origin [28,30–35].

Sex-specific effects of low Se intake have also been described in peripheral tissues
of rodents and humans [36–39], with males typically being more adversely impacted by
deviations in Se intake [40–42].

Interestingly, a very recent study in mice reported that the administration of a low
Se diet (<0.05 mg/kg), four weeks prior to mating and throughout gestation, induced
sexually dimorphic transcriptional changes of selenoprotein expression in maternal, fetal,
and offspring peripheral tissues [43].

Our data indicate that suboptimal and deficient Se maternal nutrition reduced GPx
activity in both liver and cortex of female but not male offspring, suggesting that a sim-
ilar sex-specific mechanism of selenoprotein regulation can take place in the brain as in
peripheral organs. In addition, the higher ability of the hippocampus to retain Se in case of
depletion compared to the cortex [44], could underlie the different impacts of Se depletion
on the two brain areas.

Though the mechanisms by which Se influences brain and behavior development
are still to be fully elucidated, it is well known that the inflammatory markers found
altered in the present study play a critical role in neural and glial plasticity as well as in
neurogenesis [45]. Furthermore, selenoproteins, as GPxs, exert an important protective role
in the brain against lipid peroxidation and oxidative stress, and modulate redox-sensitive
transcription factors in both neurons and astrocytes (see [46] for review). The expression
of some selenoproteins involved in the activation of the transcription factor nuclear factor
kappa B (NF-kB), a master regulator of inflammatory and immune responses, has been
found to be negatively correlated with Se status in murine leukocytes, mouse colon [47,48],
and in colon biopsies from human healthy subjects [49]. More specifically, under suboptimal
Se, their lower expression correlated with reduced activation of NF-κB and the related-
immune and inflammatory signaling. A suboptimal selenium supply was also shown to
down-regulate the expression of genes coding for non-selenoproteins, such as the kinase
Glycogen synthase kinase 3 beta (Gsk3b), involved in the deactivation of the redox- and
electrophile-sensitive transcription factor nuclear factor erythroid 2–related factor 2 (Nrf2)
and of its related anti-inflammatory and antioxidant pathways [50]. Whether the same
molecular mechanisms are triggered by suboptimal Se status in the brain is not clear, and it
will deserve further investigation.

Overall, the transcript regulations observed in our study suggest that low Se intake
provokes a depressed basal activation state of cortical glia, mainly in males, which may
result in disrupted homeostatic signals and functions needed to support physiological
brain development and plasticity, such as phagocytosis of dead cells, synaptic pruning, the
release of trophic factors and cytokines, neural migration guidance [33,51].
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The microglial marker CD11b, the receptor for the complement protein C3, is involved
in synaptic pruning via microglial phagocytosis, and dysregulation of the complement
system and pruning have been suggested to contribute to the onset of neurodevelopmental
disorders, such as schizophrenia and autism (see [52] for a rev). The astrocytic marker
of activation, GFAP, is also emerging as a player in astrocyte-neuron interactions and in
neural plasticity: its deletion in mice was found associated with increased hippocampal
neurogenesis and memory extinction, suggesting an increased rate of reorganization of
the hippocampal circuitry in these mice [53]. IL-1β, expressed at high levels at times of
intense synaptogenesis, during prenatal and postnatal periods [54], modulates synaptic
maintenance and plasticity, dendritic complexity, and spine morphology, and is an essential
regulator of radial migration of cortical neurons [55]; it can also regulate adult neurogenesis
and modulate memory and hippocampal-dependent learning and behavior in a time- and
concentration-dependent manner [56,57]. Also the balance between the reciprocally related
enzymes iNOS/Arg-1—which compete for L-arginine to produce either nitric oxide or
polyamines, respectively—plays physiological roles in brain development [58], besides
modulating glial phenotypic polarization from pro- to anti-inflammatory functions during
different phases of the inflammation.

In light of this growing knowledge on the neuroplasticity-related functions of im-
mune/inflammatory genes, it becomes clear that a disrupted homeostatic expression of
these markers can affect brain physiology and development. Albeit in the hippocampus the
effects of suboptimal Se intake were fewer compared to the cortex—as they were limited
to CD11b and GFAP dysregulation, the impact on hippocampal developmental trajectory
could be no less relevant than in the cortex. Further studies are needed to assess the
dynamic of offspring’s gene regulation by low maternal Se intake at earlier and delayed
phases of development and the consequences on their behavior.

Notably, whereas the modulation of the expression of a subset of brain inflammatory
biomarkers and of GPx activity highlights sex-dependent effects, the behavioral alterations
caused by low Se are present in both sexes. During the first weeks after birth, pups exposed
through gestation and lactation to deficient or suboptimal Se content diets show typical
somatic growth. At the juvenile stage, rats experiencing dietary regimen with suboptimal Se
content show hyperactive-like profile when exploring the novel environment represented
by the open-field arena, and elevated activity in the Y-maze as indicated by the higher
number of entries in the arms and rearing frequency. We could not exclude that later
testing of the animals at the attainment of full sexual maturity would have revealed sex
differential susceptibility to Se suboptimality in agreement with what was reported for
inflammatory biomarkers and GPx activity. Overall, the behavioral domains impaired
in Se SubOpt juvenile rats consist mainly in increased exploration and perseveration,
mirroring the inability to inhibit inappropriate responding [59]. Such behavioral alterations
could be in line with dysfunction of specific areas (i.e., prefrontal cortex and striatum)
implicated in attention/working memory and hyperactivity [60]. It is worthy of note
that the mesocortical and nigrostriatal dopamine pathways regulating several behaviors
including those assessed in our study appear as particularly vulnerable to selenoprotein
depletion [61]. As a whole, this set of alterations suggests that neural systems subserving
behavioral ontogeny are influenced by the lack of adequate Se intake, in agreement with
the increasing evidence from epidemiological and experimental studies implicating Se in
critical brain maturation mechanisms [21,22,38,62,63].

The finding that most of the effects are brought about by a suboptimal rather than
frankly inadequate Se maternal intake requires specific consideration. An explanation
for this apparent paradox could arise from the different impact of the two diets on the
actual Se amounts that offspring received during the pre- and post-natal phases. SubOpt
offspring had experienced moderately low levels in the prenatal phase and further depleted
levels in the postnatal phase, while Def offspring experienced frankly inadequate levels
in both phases. Se levels in early maternal milk were indeed similarly low in SubOpt and
Def groups, whereas their liver and plasma Se levels at weaning did reveal biologically
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relevant (although not statistically significant) differences [64] suggesting that, starting with
lactation, offspring Se nutrition was equally inadequate in both groups. It is reasonable to
hypothesize that the maternal Def diet may have led to a low availability of Se in earlier
stages of fetal development compared to the maternal SubOpt diet, thus allowing for
adaptation mechanisms and greater resilience in the Def progeny compared to the SubOpt
offspring. Further studies are needed to assess the occurrence of alterations, if any, at earlier
and delayed stages of development.

5. Conclusions

In conclusion, our data add a level of complexity to the emerging picture of the effects
of Se maternal nutrition for offspring health, as they point to the possible negative impact
of even moderately low maternal Se nutrition during pregnancy and lactation on proper
offspring development.

Supplementary Materials: The following supporting information can be downloaded at: https://www.
mdpi.com/article/10.3390/nu14091850/s1, S1: Methods for Plasma, milk, and liver Se determinations;
Table S1: Operating conditions used for Se determination by ICP-MS/MS; Figure S1: Body weight (A)
and body length (B) in pups assessed on post-natal day (PND) 4, 7, 10 and 12; Figure S2: Anxiety-like
behavior in Light/Dark test (A,B) and latency to fall in Rotarod test (C) in juvenile rats.

Author Contributions: Conceptualization, M.A.A.-C., R.D.S., F.C., S.J.F.-T., G.C. and L.M.; for-
mal analysis, M.A.A.-C., R.D.S., A.M.T., A.D.B. and F.I.; funding acquisition, L.M.; investigation,
M.A.A.-C., R.D.S., A.M.T., A.D.B., R.D.B., R.V., F.A. and A.R.; methodology, M.A.A.-C., R.D.S., A.M.T.,
L.R., F.C. and S.J.F.-T.; writing—original draft, M.A.A.-C., R.D.S., A.M.T., M.D., F.C., S.J.F.-T., G.C. and
L.M.; writing—review and editing, M.A.A.-C., R.D.S. and L.M. All authors have read and agreed to
the published version of the manuscript.

Funding: This research was funded by JPI HDHL-INTIMIC Knowledge Platform on Food, Diet,
Intestinal Microbiomics and Human Health, JPI HDHL Joint Funding Action: Nutrition and Cognitive
Function (Nutricog)–Selenius.

Institutional Review Board Statement: The study was conducted according to the European and
Italian legislation (2010/63/EU, Dl 26/2014), and approved by the Animal Welfare Committee of
the Italian National Health Institute (Istituto Superiore di Sanità, ISS) and by the Italian Ministry of
Health (authorization n◦ 843/2016-PR, 9 July 2016).

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Acknowledgments: The authors would like to thank Alessandro Scalfari and Lucilla Attorri for
technical support, Andrea Martinelli, and Flavio Torriani for animal care and technical assistance
with mice.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Barker, D.J.; Fall, C.H. Fetal and infant origins of cardiovascular disease. Arch. Dis. Child. 1993, 68, 797–799. [CrossRef] [PubMed]
2. Barker, D.J. Intrauterine programming of adult disease. Mol. Med. Today 1995, 1, 418–423. [CrossRef]
3. Hibbeln, J.R.; Davis, J.M.; Steer, C.; Emmett, P.; Rogers, I.; Williams, C.; Golding, J. Maternal seafood consumption in pregnancy

and neurodevelopmental outcomes in childhood (ALSPAC study): An observational cohort study. Lancet 2007, 369, 578–585.
[CrossRef]

4. Cusick, S.E.; Georgieff, M.K. The Role of Nutrition in Brain Development: The Golden Opportunity of the “First 1000 Days”.
J. Pediatr. 2016, 175, 16–21. [CrossRef]

5. Krebs, N.F.; Lozoff, B.; Georgieff, M.K. Neurodevelopment: The Impact of Nutrition and Inflammation during Infancy in
Low-Resource Settings. Pediatrics 2017, 139, S50–S58. [CrossRef]

6. Georgieff, M.K. Nutrition and the developing brain: Nutrient priorities and measurement. Am. J. Clin. Nutr. 2007, 85, 614S–620S.
[CrossRef]

https://www.mdpi.com/article/10.3390/nu14091850/s1
https://www.mdpi.com/article/10.3390/nu14091850/s1
http://doi.org/10.1136/adc.68.6.797
http://www.ncbi.nlm.nih.gov/pubmed/8333778
http://doi.org/10.1016/S1357-4310(95)90793-9
http://doi.org/10.1016/S0140-6736(07)60277-3
http://doi.org/10.1016/j.jpeds.2016.05.013
http://doi.org/10.1542/peds.2016-2828G
http://doi.org/10.1093/ajcn/85.2.614S


Nutrients 2022, 14, 1850 14 of 16

7. Labunskyy, V.M.; Hatfield, D.L.; Gladyshev, V.N. Selenoproteins: Molecular pathways and physiological roles. Physiol. Rev. 2014,
94, 739–777. [CrossRef]

8. Solovyev, N.D. Importance of selenium and selenoprotein for brain function: From antioxidant protection to neuronal signaling.
J. Inorg. Biochem. 2015, 153, 1–12. [CrossRef]

9. Avery, J.C.; Hoffmann, P.R. Selenium, Selenoproteins, and Immunity. Nutrients 2018, 10, 1203. [CrossRef]
10. Pitts, M.W.; Byrns, C.N.; Ogawa-Wong, A.N.; Kremer, P.; Berry, M.J. Selenoproteins in nervous system development and function.

Biol. Trace Elem. Res. 2014, 161, 231–245. [CrossRef]
11. Burk, R.F.; Hill, K.E.; Motley, A.K.; Winfrey, V.P.; Kurokawa, S.; Mitchell, S.L.; Zhang, W. Selenoprotein P and apolipoprotein E

receptor-2 interact at the blood-brain barrier and also within the brain to maintain an essential selenium pool that protects against
neurodegeneration. FASEB J. 2014, 28, 3579–3588. [CrossRef]

12. Cardoso, B.R.; Roberts, B.R.; Bush, A.I.; Hare, D.J. Selenium, selenoproteins and neurodegenerative diseases. Metallomics 2015, 7,
1213–1228. [CrossRef]

13. Seiler, A.; Schneider, M.; Forster, H.; Roth, S.; Wirth, E.K.; Culmsee, C.; Plesnila, N.; Kremmer, E.; Radmark, O.; Wurst, W.; et al.
Glutathione peroxidase 4 senses and translates oxidative stress into 12/15-lipoxygenase dependent- and AIF-mediated cell death.
Cell Metab. 2008, 8, 237–248. [CrossRef]

14. Hill, K.E.; Zhou, J.; McMahan, W.J.; Motley, A.K.; Burk, R.F. Neurological dysfunction occurs in mice with targeted deletion of the
selenoprotein P gene. J. Nutr. 2004, 134, 157–161. [CrossRef]

15. Soerensen, J.; Jakupoglu, C.; Beck, H.; Forster, H.; Schmidt, J.; Schmahl, W.; Schweizer, U.; Conrad, M.; Brielmeier, M. The role of
thioredoxin reductases in brain development. PLoS ONE 2008, 3, e1813. [CrossRef]

16. Wirth, E.K.; Conrad, M.; Winterer, J.; Wozny, C.; Carlson, B.A.; Roth, S.; Schmitz, D.; Bornkamm, G.W.; Coppola, V.; Tessarollo, L.;
et al. Neuronal selenoprotein expression is required for interneuron development and prevents seizures and neurodegeneration.
FASEB J. 2010, 24, 844–852. [CrossRef]

17. EFSA Panel on Dietetic Products, Nutrition and Allergies (NDA). Scientific Opinion on Dietary Reference Values for selenium.
EFSA J. 2014, 12, 3846. [CrossRef]

18. Fairweather-Tait, S.J.; Bao, Y.; Broadley, M.R.; Collings, R.; Ford, D.; Hesketh, J.E.; Hurst, R. Selenium in human health and disease.
Antioxid. Redox Signal. 2011, 14, 1337–1383. [CrossRef]

19. Rayman, M.P. Selenium and human health. Lancet 2012, 379, 1256–1268. [CrossRef]
20. Ojeda, M.L.; Nogales, F.; Romero-Herrera, I.; Carreras, O. Fetal Programming Is Deeply Related to Maternal Selenium Status and

Oxidative Balance; Experimental Offspring Health Repercussions. Nutrients 2021, 13, 2085. [CrossRef]
21. Skroder, H.M.; Hamadani, J.D.; Tofail, F.; Persson, L.A.; Vahter, M.E.; Kippler, M.J. Selenium status in pregnancy influences

children’s cognitive function at 1.5 years of age. Clin. Nutr. 2015, 34, 923–930. [CrossRef] [PubMed]
22. Polanska, K.; Krol, A.; Sobala, W.; Gromadzinska, J.; Brodzka, R.; Calamandrei, G.; Chiarotti, F.; Wasowicz, W.; Hanke, W.

Selenium status during pregnancy and child psychomotor development-Polish Mother and Child Cohort study. Pediatr. Res.
2016, 79, 863–869. [CrossRef] [PubMed]

23. Ojeda, L.; Nogales, F.; Murillo, L.; Carreras, O. The role of folic acid and selenium against oxidative damage from ethanol in early
life programming: A review. Biochem. Cell Biol. 2018, 96, 178–188. [CrossRef] [PubMed]

24. Pappas, A.C.; Zoidis, E.; Chadio, S.E. Maternal Selenium and Developmental Programming. Antioxidants 2019, 8, 145. [CrossRef]
25. Sunde, R.A.; Evenson, J.K.; Thompson, K.M.; Sachdev, S.W. Dietary selenium requirements based on glutathione peroxidase-1

activity and mRNA levels and other Se-dependent parameters are not increased by pregnancy and lactation in rats. J. Nutr. 2005,
135, 2144–2150. [CrossRef]

26. Tartaglione, A.M.; Serafini, M.M.; Raggi, A.; Iacoponi, F.; Zianni, E.; Scalfari, A.; Minghetti, L.; Ricceri, L.; Cubadda, F.;
Calamandrei, G.; et al. Sex-Dependent Effects of Developmental Lead Exposure in Wistar Rats: Evidence from Behavioral and
Molecular Correlates. Int. J. Mol. Sci. 2020, 21, 2664. [CrossRef]

27. Gasparin, F.R.S.; Carreno, F.O.; Mewes, J.M.; Gilglioni, E.H.; Pagadigorria, C.L.S.; Natali, M.R.M.; Utsunomiya, K.S.; Constantin,
R.P.; Ouchida, A.T.; Curti, C.; et al. Sex differences in the development of hepatic steatosis in cafeteria diet-induced obesity in
young mice. Biochim. Biophys. Acta BBA Mol. Basis Dis. 2018, 1864, 2495–2509. [CrossRef]

28. Yanguas-Casas, N. Physiological sex differences in microglia and their relevance in neurological disorders. Neuroimmunol.
Neuroinflamm. 2020, 7, 13–22. [CrossRef]

29. Saunders, A.; Macosko, E.Z.; Wysoker, A.; Goldman, M.; Krienen, F.M.; de Rivera, H.; Bien, E.; Baum, M.; Bortolin, L.; Wang, S.;
et al. Molecular Diversity and Specializations among the Cells of the Adult Mouse Brain. Cell 2018, 174, 1015–1030.e16. [CrossRef]

30. Santos-Galindo, M.; Acaz-Fonseca, E.; Bellini, M.J.; Garcia-Segura, L.M. Sex differences in the inflammatory response of primary
astrocytes to lipopolysaccharide. Biol. Sex Differ. 2011, 2, 7. [CrossRef]

31. Villa, A.; Della Torre, S.; Maggi, A. Sexual differentiation of microglia. Front. Neuroendocrinol. 2019, 52, 156–164. [CrossRef]
32. Smith, C.J.; Bilbo, S.D. Microglia Sculpt Sex Differences in Social Behavior. Neuron 2019, 102, 275–277. [CrossRef]
33. Lenz, K.M.; Nelson, L.H. Microglia and Beyond: Innate Immune Cells as Regulators of Brain Development and Behavioral

Function. Front. Immunol. 2018, 9, 698. [CrossRef]
34. Guneykaya, D.; Ivanov, A.; Hernandez, D.P.; Haage, V.; Wojtas, B.; Meyer, N.; Maricos, M.; Jordan, P.; Buonfiglioli, A.; Gielniewski,

B.; et al. Transcriptional and Translational Differences of Microglia from Male and Female Brains. Cell Rep. 2018, 24, 2773–2783.e6.
[CrossRef]

http://doi.org/10.1152/physrev.00039.2013
http://doi.org/10.1016/j.jinorgbio.2015.09.003
http://doi.org/10.3390/nu10091203
http://doi.org/10.1007/s12011-014-0060-2
http://doi.org/10.1096/fj.14-252874
http://doi.org/10.1039/C5MT00075K
http://doi.org/10.1016/j.cmet.2008.07.005
http://doi.org/10.1093/jn/134.1.157
http://doi.org/10.1371/journal.pone.0001813
http://doi.org/10.1096/fj.09-143974
http://doi.org/10.2903/j.efsa.2014.3846
http://doi.org/10.1089/ars.2010.3275
http://doi.org/10.1016/S0140-6736(11)61452-9
http://doi.org/10.3390/nu13062085
http://doi.org/10.1016/j.clnu.2014.09.020
http://www.ncbi.nlm.nih.gov/pubmed/25444556
http://doi.org/10.1038/pr.2016.32
http://www.ncbi.nlm.nih.gov/pubmed/26885758
http://doi.org/10.1139/bcb-2017-0069
http://www.ncbi.nlm.nih.gov/pubmed/29040815
http://doi.org/10.3390/antiox8050145
http://doi.org/10.1093/jn/135.9.2144
http://doi.org/10.3390/ijms21082664
http://doi.org/10.1016/j.bbadis.2018.04.004
http://doi.org/10.20517/2347-8659.2019.31
http://doi.org/10.1016/j.cell.2018.07.028
http://doi.org/10.1186/2042-6410-2-7
http://doi.org/10.1016/j.yfrne.2018.11.003
http://doi.org/10.1016/j.neuron.2019.03.039
http://doi.org/10.3389/fimmu.2018.00698
http://doi.org/10.1016/j.celrep.2018.08.001


Nutrients 2022, 14, 1850 15 of 16

35. Bordt, E.A.; Ceasrine, A.M.; Bilbo, S.D. Microglia and sexual differentiation of the developing brain: A focus on ontogeny and
intrinsic factors. Glia 2020, 68, 1085–1099. [CrossRef]

36. Lu, C.W.; Chang, H.H.; Yang, K.C.; Chiang, C.H.; Yao, C.A.; Huang, K.C. Gender Differences with Dose–Response Relationship
between Serum Selenium Levels and Metabolic Syndrome—A Case-Control Study. Nutrients 2019, 11, 477. [CrossRef]

37. Schomburg, L.; Schweizer, U. Hierarchical regulation of selenoprotein expression and sex-specific effects of selenium. Biochim.
Biophys. Acta BBA Gen. Subj. 2009, 1790, 1453–1462. [CrossRef]

38. Byrns, C.N.; Pitts, M.W.; Gilman, C.A.; Hashimoto, A.C.; Berry, M.J. Mice lacking selenoprotein P and selenocysteine lyase exhibit
severe neurological dysfunction, neurodegeneration, and audiogenic seizures. J. Biol. Chem. 2014, 289, 9662–9674. [CrossRef]

39. Kilonzo, V.W.; Sasuclark, A.R.; Torres, D.J.; Coyle, C.; Pilat, J.M.; Williams, C.S.; Pitts, M.W. Juvenile Selenium Deficiency Impairs
Cognition, Sensorimotor Gating, and Energy Homeostasis in Mice. Front. Nutr. 2021, 8, 667587. [CrossRef]

40. Hofstee, P.; McKeating, D.R.; Bartho, L.A.; Anderson, S.T.; Perkins, A.V.; Cuffe, J.S.M. Maternal Selenium Deficiency in Mice
Alters Offspring Glucose Metabolism and Thyroid Status in a Sexually Dimorphic Manner. Nutrients 2020, 12, 267. [CrossRef]

41. Pitts, M.W.; Kremer, P.M.; Hashimoto, A.C.; Torres, D.J.; Byrns, C.N.; Williams, C.S.; Berry, M.J. Competition between the
Brain and Testes under Selenium-Compromised Conditions: Insight into Sex Differences in Selenium Metabolism and Risk of
Neurodevelopmental Disease. J. Neurosci. 2015, 35, 15326–15338. [CrossRef] [PubMed]

42. Seale, L.A.; Ogawa-Wong, A.N.; Berry, M.J. Sexual Dimorphism in Selenium Metabolism and Selenoproteins. Free Radic. Biol.
Med. 2018, 127, 198–205. [CrossRef] [PubMed]

43. Hofstee, P.; Cuffe, J.S.M.; Perkins, A.V. Analysis of Selenoprotein Expression in Response to Dietary Selenium Deficiency during
Pregnancy Indicates Tissue Specific Differential Expression in Mothers and Sex Specific Changes in the Fetus and Offspring. Int. J.
Mol. Sci. 2020, 21, 2210. [CrossRef] [PubMed]

44. Nakayama, A.; Hill, K.E.; Austin, L.M.; Motley, A.K.; Burk, R.F. All regions of mouse brain are dependent on selenoprotein P for
maintenance of selenium. J. Nutr. 2007, 137, 690–693. [CrossRef]

45. Mattei, D.; Notter, T. Basic Concept of Microglia Biology and Neuroinflammation in Relation to Psychiatry. Curr. Top. Behav.
Neurosci. 2020, 44, 9–34. [CrossRef]

46. Pillai, R.; Uyehara-Lock, J.H.; Bellinger, F.P. Selenium and selenoprotein function in brain disorders. IUBMB Life 2014, 66, 229–239.
[CrossRef]

47. Kipp, A.; Banning, A.; van Schothorst, E.M.; Meplan, C.; Schomburg, L.; Evelo, C.; Coort, S.; Gaj, S.; Keijer, J.; Hesketh, J.; et al.
Four selenoproteins, protein biosynthesis, and Wnt signalling are particularly sensitive to limited selenium intake in mouse colon.
Mol. Nutr. Food Res. 2009, 53, 1561–1572. [CrossRef]

48. Kipp, A.P.; Banning, A.; van Schothorst, E.M.; Meplan, C.; Coort, S.L.; Evelo, C.T.; Keijer, J.; Hesketh, J.; Brigelius-Flohe, R.
Marginal selenium deficiency down-regulates inflammation-related genes in splenic leukocytes of the mouse. J. Nutr. Biochem.
2012, 23, 1170–1177. [CrossRef]

49. Meplan, C.; Johnson, I.T.; Polley, A.C.; Cockell, S.; Bradburn, D.M.; Commane, D.M.; Arasaradnam, R.P.; Mulholland, F.; Zupanic,
A.; Mathers, J.C.; et al. Transcriptomics and proteomics show that selenium affects inflammation, cytoskeleton, and cancer
pathways in human rectal biopsies. FASEB J. 2016, 30, 2812–2825. [CrossRef]

50. Muller, M.; Banning, A.; Brigelius-Flohe, R.; Kipp, A. Nrf2 target genes are induced under marginal selenium-deficiency. Genes
Nutr. 2010, 5, 297–307. [CrossRef]

51. Paolicelli, R.C.; Gross, C.T. Microglia in development: Linking brain wiring to brain environment. Neuron Glia Biol. 2011, 7, 77–83.
[CrossRef]

52. Presumey, J.; Bialas, A.R.; Carroll, M.C. Complement System in Neural Synapse Elimination in Development and Disease. Adv.
Immunol. 2017, 135, 53–79. [CrossRef]

53. Wilhelmsson, U.; Pozo-Rodrigalvarez, A.; Kalm, M.; de Pablo, Y.; Widestrand, A.; Pekna, M.; Pekny, M. The role of GFAP and
vimentin in learning and memory. Biol. Chem. 2019, 400, 1147–1156. [CrossRef]

54. Dziegielewska, K.M.; Moller, J.E.; Potter, A.M.; Ek, J.; Lane, M.A.; Saunders, N.R. Acute-phase cytokines IL-1β and TNF-α in
brain development. Cell Tissue Res. 2000, 299, 335–345. [CrossRef]

55. Pozzi, D.; Menna, E.; Canzi, A.; Desiato, G.; Mantovani, C.; Matteoli, M. The Communication Between the Immune and Nervous
Systems: The Role of IL-1β in Synaptopathies. Front. Mol. Neurosci. 2018, 11, 111. [CrossRef]

56. Del Rey, A.; Balschun, D.; Wetzel, W.; Randolf, A.; Besedovsky, H.O. A cytokine network involving brain-borne IL-1β, IL-1ra,
IL-18, IL-6, and TNFα operates during long-term potentiation and learning. Brain Behav. Immun. 2013, 33, 15–23. [CrossRef]

57. Liu, X.; Quan, N. Microglia and CNS Interleukin-1: Beyond Immunological Concepts. Front. Neurol. 2018, 9, 8. [CrossRef]
58. Krystofova, J.; Pathipati, P.; Russ, J.; Sheldon, A.; Ferriero, D. The Arginase Pathway in Neonatal Brain Hypoxia-Ischemia. Dev.

Neurosci. 2018, 40, 437–450. [CrossRef]
59. Barkley, R.A. Behavioral inhibition, sustained attention, and executive functions: Constructing a unifying theory of ADHD.

Psychol. Bull. 1997, 121, 65–94. [CrossRef]
60. Van der Kooij, M.A.; Glennon, J.C. Animal models concerning the role of dopamine in attention-deficit hyperactivity disorder.

Neurosci. Biobehav. Rev. 2007, 31, 597–618. [CrossRef]
61. Castano, A.; Ayala, A.; Rodriguez-Gomez, J.A.; Herrera, A.J.; Cano, J.; Machado, A. Low selenium diet increases the dopamine

turnover in prefrontal cortex of the rat. Neurochem. Int. 1997, 30, 549–555. [CrossRef]

http://doi.org/10.1002/glia.23753
http://doi.org/10.3390/nu11020477
http://doi.org/10.1016/j.bbagen.2009.03.015
http://doi.org/10.1074/jbc.M113.540682
http://doi.org/10.3389/fnut.2021.667587
http://doi.org/10.3390/nu12010267
http://doi.org/10.1523/JNEUROSCI.2724-15.2015
http://www.ncbi.nlm.nih.gov/pubmed/26586820
http://doi.org/10.1016/j.freeradbiomed.2018.03.036
http://www.ncbi.nlm.nih.gov/pubmed/29572096
http://doi.org/10.3390/ijms21062210
http://www.ncbi.nlm.nih.gov/pubmed/32210049
http://doi.org/10.1093/jn/137.3.690
http://doi.org/10.1007/7854_2018_83
http://doi.org/10.1002/iub.1262
http://doi.org/10.1002/mnfr.200900105
http://doi.org/10.1016/j.jnutbio.2011.06.011
http://doi.org/10.1096/fj.201600251R
http://doi.org/10.1007/s12263-010-0168-8
http://doi.org/10.1017/S1740925X12000105
http://doi.org/10.1016/bs.ai.2017.06.004
http://doi.org/10.1515/hsz-2019-0199
http://doi.org/10.1007/s004419900157
http://doi.org/10.3389/fnmol.2018.00111
http://doi.org/10.1016/j.bbi.2013.05.011
http://doi.org/10.3389/fneur.2018.00008
http://doi.org/10.1159/000496467
http://doi.org/10.1037/0033-2909.121.1.65
http://doi.org/10.1016/j.neubiorev.2006.12.002
http://doi.org/10.1016/S0197-0186(96)00123-4


Nutrients 2022, 14, 1850 16 of 16

62. Watanabe, C.; Satoh, H. Brain selenium status and behavioral development in selenium-deficient preweanling mice. Physiol.
Behav. 1994, 56, 927–932. [CrossRef]

63. Amoros, R.; Murcia, M.; Gonzalez, L.; Rebagliato, M.; Iniguez, C.; Lopez-Espinosa, M.J.; Vioque, J.; Broberg, K.; Ballester, F.; Llop,
S. Maternal selenium status and neuropsychological development in Spanish preschool children. Environ. Res. 2018, 166, 215–222.
[CrossRef] [PubMed]

64. EFSA Scientific Committee. Statistical Significance and Biological Relevance. EFSA J. 2011, 9, 2372. [CrossRef]

http://doi.org/10.1016/0031-9384(94)90325-5
http://doi.org/10.1016/j.envres.2018.06.002
http://www.ncbi.nlm.nih.gov/pubmed/29890426
http://doi.org/10.2903/j.efsa.2011.2372

	Introduction 
	Materials and Methods 
	Animals 
	Diets 
	Plasma and Milk Sampling 
	Brain and Liver Sampling 
	Selenium Determination 
	Behavioral Testing 
	Open-Field (OF) 
	Y-Maze 
	Light/Dark Test 
	Rotarod Test 

	Real-Time Quantitative Polymerase Chain Reaction (RT-PCR) 
	Glutathione Peroxidase Enzymatic Activity 
	Statistical Analyses 

	Results 
	Selenium Levels in Dams and Offspring 
	Effect of Diet on Reproductive Performance and Pup Somatic Growth 
	Effects of Maternal Se Intake on Behavioral Responses in Juvenile Offspring 
	Effects of Maternal Se Intake on Brain Immune Profile in Juvenile Rats 
	Effects of Maternal Se Intake on GPx Activity in Brain Cortex and Liver of Juvenile Rats 

	Discussion 
	Conclusions 
	References

