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Abstract: Grapevine red blotch virus (GRBV), the causative agent of grapevine red blotch disease,
is widespread across the United States and causes a delay in ripening events in grapes. This
study evaluates the effects of GRBV on Cabernet Sauvignon grape berry composition, grafted on
two different rootstocks (110R and 420A) in two seasons (2016 and 2017). Total soluble solids,
acidity, and anthocyanin concentrations were monitored through ripening and at harvest. Phenolic
and volatile compounds were also analyzed at harvest to determine genotypic and environmental
influences on disease outcome. Sugar accumulation through ripening was lower in diseased fruit
(RB (+)) than healthy fruit across rootstock and season. GRBV impact was larger in 2016 than
2017, indicating a seasonal effect on disease expression. In general, anthocyanin levels and volatile
compound accumulation was lower in RB (+) fruit than healthy fruit. Total phenolic composition and
tannin content was higher in RB (+) fruit than healthy fruit in only 110R rootstock. Overall, GRBV
impacted Cabernet Sauvignon grape composition crafted on rootstock 110R more than those crafted
on rootstock 420A.

Keywords: grapevine red blotch virus; grape ripening; disease expression; season; rootstock

1. Introduction

Grapevines are susceptible to the highest number of pathogens to infect a single
crop, with over 70 viruses detected [1]. In 2008, a new virus was first observed in Napa
County, California, which economically threatened grapevines: grapevine red blotch virus
(GRBV) [2]. This virus is the causative agent of grapevine red blotch disease (GRBD) [3],
which has been identified in vineyards across the United States, Canada, Argentina, Mex-
ico, South Korea, and India [4–9]. Reports indicate GRBV primarily spreads through
propagation material and secondarily through an insect vector [10,11]. Spissistilus festinus
(Membracidae) was shown to successfully transmit GRBV in greenhouse settings, yet this
has not been replicated in vineyards to date [12]. GRBV has been identified as a virus
from the Geminiviridae family containing a circular single-stranded DNA genome [13,14]
similar to other geminiviruses [15]. GRBD expresses symptoms of reddening of leaf blades
and margins, with reddening of the primary, secondary, and tertiary veins in red grape
cultivars [10].

GRBV affects grapevines in various ways. For example, leaves on infected vines show
increased levels of sugar, phenolics, particular amino acids, and enzymatic activity related
to plant defense, as well as a reduction in carbon fixation [16–18]. However, the most
damaging are the effects on grape composition [17–20] which has been shown to be detri-
mental to final wine quality [21]. GRBV delays ripening by decreasing the accumulation of
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sugar and anthocyanin in berries, potentially due to the impairment of translocation mech-
anisms [17,18,20]. The virus has variable impacts on primary and secondary metabolites,
specifically phenolic and aroma compounds [17,19,20]. In summary, detrimental economic
impacts to vineyards in the United States could reach $68,548/ha with vine removal being
the only current method of alleviation [22]. Consequently, recent research has strived
to understand the effects and functioning of GRBV to establish mitigation strategies to
alleviate the impact on grape composition and wine quality.

The grape berry has a double sigmoidal growth curve with three distinct phases. The
first phase is characterized by cell division and production of seeds, as well as synthesis of
tannins and organic acids. The second phase is characterized with the onset of veraison,
which is when the grape berry begins to soften and change color. The final and third phase
is berry engustment/ripening, where berries increase in size, sugar accumulates, acidity
declines, and secondary metabolites such as anthocyanins and aromatic compounds are
synthesized inside the berry [23]. Studies have shown that volatile compounds such as
terpenoids and C6 compounds, begin to accumulate in berries after veraison, and are
controlled by numerous factors [24–28]. The synthesis of these compounds in berries is
also altered by external factors such as light exposure or pathogens [29,30]. In addition,
these secondary metabolites are crucial to grape growers and winemakers due to their
importance in the quality of a final wine [31]. Grape maturity has shown to be a key
driver in the composition of a final wine, where later harvested fruit produces wines with
lower concentrations of C6 alcohols (vegetal aromas) and higher in concentration of esters
(fruity aromas) [32]. However, the impacts of GRBV on volatile compound abundance in
harvested grapes has not been investigated.

A plant’s genetic material may influence susceptibility to viral infections [33–35]. Ad-
ditionally, rootstocks can impact grapevine physiology and impact the overall composition
of a grape berry. For instance, rootstock 110R (Vitis berlandieri × Vitis rupestris) causes
high vigor and high drought tolerance in grapevines; whereas 420A (V. berlandieri × Vitis
riparia) is a rootstock of low to moderate vigor and low drought resistance [36]. Vigor,
resulting in greater shoot length and hence leaf area, may impact net carbon assimilation
and the translocation of metabolites into the berry, consequently affecting the final wine
composition [37]. These hydric differences affecting carbon metabolism in rootstocks can
also impact the plant-pathogen interactions. Therefore, it is plausible that severity of GRBD
symptoms will be dependent on the interaction between scion cultivar-rootstock. However,
this has not been fully investigated. Macro and micro climate fluctuations may also be a
factor in pathogen-plant interactions [38,39], and should be considered.

This study investigated the impact of GRBV on the biosynthesis and accumulation of
primary and secondary metabolites in grape berries throughout ripening and at harvest.
Additionally, the influence of seasonal and genotypic factors on disease expression within
grapevines were studied.

2. Results
2.1. GRBV Impacts on Grape Maturation

Figures 1–3 depict sugar accumulation, anthocyanin levels, TA, and pH through
ripening. Sugar accumulation was determined by converting ◦Brix to mg of sugar per
berry [40]. Anthocyanin content was lower in RB. (+) grapes when compared to RB (−)
grapes for both years and rootstocks during ripening (Figure 1). However, the degree of
impact varied depending on season and rootstock. In 2016, both rootstocks were equally
impacted throughout ripening regarding sugar accumulation and anthocyanins levels.
However, in 2017 sugar accumulation was generally not significantly impacted by disease
status. In 2017, grape anthocyanin levels were more significantly impacted for infected
vines on 110R rootstock than 420A rootstock, whereas rootstock impact was less apparent
in 2016. At harvest in 2016 (20 September), CS 110R and 420A rootstocks, respectively, had
a 2% and 11% decrease in anthocyanin content (mg/berry) and a 12% and 18% decrease in
sugar content (mg/berry) in RB (+) grapes when compared to RB (−) grapes. In 2017, at
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harvest (26 September and 6 October), anthocyanin content was 35% and 11% lower in RB
(+) when compared to RB (−), and sugar content was 9% and 7% lower, for 110R and 420A,
respectively.

By plotting ◦Brix over ripening and fitting a linear trendline, it is possible to compare
the rate of ripening for RB (−) and RB (+) grapevines (Figure 2). As indicated by the slope
of the best fit line, the rate of ripening was always higher for RB (−) data vines when
compared to RB (+) data vines, with the exception for CS 420A in 2017. In addition, the
rate was also lower in 2016 than 2017 across virus status and rootstocks. Interestingly, the
difference in the rate of ripening between RB (−) and RB (+) data vines was larger in 2016
than in 2017 which correlates to the larger differences in accumulated sugar at harvest. In
2017, the rate was lower for CS 420A than CS 110R across virus status.
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Figure 3. Titratable acidity and pH values from pre-veraison to harvest for (a) CS 110R in 2016, (b) CS 420A in 2016,
(c) CS 110R in 2017, and (d) CS 420A in 2017 (n = 5). TA = Titratable Acidity, CS = Cabernet Sauvignon, RB = red blotch,
(−) = negative, and (+) = positive. Asterisks indicate a significant difference between RB (−) and RB (+) after an ANOVA
(* = p < 0.05, ** = p < 0.01, *** = p < 0.001).
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Differences between RB (−) and RB (+) for pH and TA also varied between years and
rootstocks (Figure 3). In general, RB (+) grapes had lower pH values and a higher TA when
compared to RB (−), which agrees with results found by Martínez-Lüscher et al. [17]. For
both TA and pH, there were more sampling dates significantly different between RB (+)
and RB (−) observed in 2016 than in 2017, similar to sugar accumulation (Figure 1).

2.2. GRBV Impacts on Grape Composition at Harvest

In general, there were no significant differences in yield and cluster number between
RB (+) and RB (−) grapevines, except for CS 110R in 2017. In latter case, the yield and
number of clusters per vine were significantly higher in RB (+) than RB (−) (Table 1),
contrary to findings by Martínez-Lüscher et al. [17], in which a smaller subset of data vines
was used for yield components, potentially explaining the variation. As with previous
findings, GRBD consistently decreased ◦Brix and pH values, while increasing TA values
in grapes at harvest, indicating GRBD causes a delay in ripening [2,13,17,18,20,41]. In
addition, malic acid concentrations in RB (−) grapes were in general significantly lower
than RB (+) grapes.

Table 1. ◦Brix, pH, TA (g/L), yield (kg) per vine, number of clusters per vine, and cluster mass (g) measurements from
CS110R and CS420A data vines at harvest in 2016 and 2017 (n = 5).

Sample Harvest Date ◦Brix pH TA (g/L) Yield (kg) Clusters/Vine Cluster Mass (g)

CS 110R RB (−) 9/20/16 25.4 ± 0.4 a 3.7 ± 0.10 a 3.1 ± 0.2 b 4.7 ± 0.6 a 36.9 ± 3.8 a 127.9 ± 6.0 a
CS 110R RB (+) 9/20/16 21.9 ± 1.0 b 3.5 ± 0.10 b 4.5 ± 0.6 a 5.5 ± 1.3 a 41.2 ± 6.74 a 130.6 ± 9.0 a
CS 420A RB (−) 9/20/16 25.6 ± 0.5 a 3.6 ± 0.0 a 3.2 ± 0.2 b 4.2 ± 0.8 a 32.5 ± 2.9 a 128.7 ± 12.6 a
CS 420A RB (+) 9/20/16 22.0 ± 0.5 b 3.34± 0.1 b 4.3 ± 0.4 a 4.9 ± 0.9 a 32.6 ± 3.6 a 142.2 ± 26.9 a
CS 110R RB (−) 9/26/17 24.6 ± 0.0 a 3.5 ± 0.0 a 4.1 ± 0.1 b 6.0 ± 0.7 b 54.79 ± 1.4 b 108.9 ± 10.7 a
CS 110R RB (+) 9/26/17 22.4 ± 0.0 b 3.5 ± 0.0 a 4.8 ± 0.1 a 7.1 ± 0.7 a 59.04 ± 3.1 a 120.2 ± 8.0 a
CS 420A RB (−) 10/6/17 25.1 ± 0.0 a 3.7 ± 0.0 a 3.6 ± 0.1 a 5.8 ± 1.3 a 50.60 ± 4.2 a 114.9 ± 21.3 a
CS 420A RB (+) 10/6/17 23.8 ± 0.0 b 3.7 ± 0.0 a 3.9 ± 0.1 a 6.2 ± 0.6 a 54.00 ± 3.1 a 113.9 ± 10.1 a

Significant Effects
V *** *** *** * *
Y ** *** *** ***
R ** * ** ***

V × Y *** *** **
V × R
Y × R * *** **

V × Y × R

TA= Titratable Acidity, CS = Cabernet Sauvignon, RB = red blotch, (−) = negative, (+) = positive, V = virus status, Y = year, and R = rootstock.
Difference in lettering indicates a significant difference between RB (−) and RB (+) for each rootstock after applying Tuckey’s HSD test
(p < 0.05). Asterisks indicate a significant difference between RB (−) and RB (+) after a three-way ANOVA (* = p < 0.05, ** = p < 0.01,
*** = p < 0.001).

There was a significant effect from virus status on ◦Brix, pH, TA, yield, and clus-
ters/vine values. In addition, there was a significant interaction for virus status to year
for ◦Brix, pH and TA values, indicating that environmental factors play a role in disease
expression for these parameters. For these values, Table 1 shows that grapevines in 2017
were less impacted by GRBD than in 2016, as seen during grape ripening (Figures 1 and 2).

2.3. Grape phenolic Profile

The grape phenolic profile in 2016 and 2017 from the protein precipitation assay is
shown in Figure 4. It should be noted that the phenolic content is expressed in mg/berry
to observe differences in biosynthesis in the berries. Similar trends as in Figure 4 were
observed for phenolic concentrations (mg/g of berry, Table S1).

In general, it was observed that RB (−) grapes were higher in anthocyanin levels
than RB (+) grapes, which was only significant in 2017 for CS 110R. For CS 110R grapes,
total phenolic and total tannin concentrations in RB (+) grapes were higher than in RB (−)
grapes. Larger differences between RB (−) and RB (+) in overall phenolic content was
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observed in 2017 when compared to 2016; however, these differences were not always
significant.

Plants 2021, 10, x FOR PEER REVIEW 6 of 17 
 

 

V × R       
Y × R * *** **    

V × Y × R       
TA= Titratable Acidity, CS = Cabernet Sauvignon, RB = red blotch, (−) = negative, (+) = positive, V = virus status, Y = year, 
and R = rootstock. Difference in lettering indicates a significant difference between RB (−) and RB (+) for each rootstock 
after applying Tuckey’s HSD test (p < 0.05). Asterisks indicate a significant difference between RB (−) and RB (+) after a 
three-way ANOVA (* = p < 0.05, ** = p < 0.01, *** = p < 0.001). 

There was a significant effect from virus status on °Brix, pH, TA, yield, and clus-
ters/vine values. In addition, there was a significant interaction for virus status to year for 
°Brix, pH and TA values, indicating that environmental factors play a role in disease ex-
pression for these parameters. For these values, Table 1 shows that grapevines in 2017 
were less impacted by GRBD than in 2016, as seen during grape ripening (Figures 1 and 
2).  

2.3. Grape phenolic Profile 
The grape phenolic profile in 2016 and 2017 from the protein precipitation assay is 

shown in Figure 4. It should be noted that the phenolic content is expressed in mg/berry 
to observe differences in biosynthesis in the berries. Similar trends as in Figure 4 were 
observed for phenolic concentrations (mg/g of berry, Table S1). 

In general, it was observed that RB (−) grapes were higher in anthocyanin levels than 
RB (+) grapes, which was only significant in 2017 for CS 110R. For CS 110R grapes, total 
phenolic and total tannin concentrations in RB (+) grapes were higher than in RB (−) 
grapes. Larger differences between RB (−) and RB (+) in overall phenolic content was ob-
served in 2017 when compared to 2016; however, these differences were not always sig-
nificant. 

 
Figure 4. Phenolic profile of whole berry extracts at harvest through protein precipitation analysis. (a) Total phenolic and 
total tannin composition from CS grapes on 110R and 420A rootstock in 2016, (b) total phenolic and total tannin composi-
tion from CS grapes on 110R and 420A rootstock in 2017, and (c) total anthocyanin concentrations in CS grapes in 2016 
and 2017 (n = 5). CS = Cabernet Sauvignon, RB = red blotch, (−) = negative, and (+) = positive. Asterisks indicate a significant 
difference between RB (−) and RB (+) after an ANOVA (* = p < 0.05, ** = p < 0.01, *** = p < 0.001). 

0.0
2.0
4.0
6.0
8.0

10.0
12.0

Total Phenolics Tannins

m
g/

be
rry

Phenolic Content in 2016

CS110R RB(-) CS110R RB(+) CS420A RB(-) CS420A RB(+)

**

*

a)

0.0
2.0
4.0
6.0
8.0

10.0
12.0
14.0

Total Phenolics Tannins

m
g/

be
rry

Phenolic Content in 2017

CS110R RB(-) CS110R RB(+) CS420A RB(-) CS420A RB(+)

*
*

b)

0.0
0.5
1.0
1.5
2.0
2.5
3.0
3.5

2016 2017

m
g/

be
rry

Anthocyanin Content

CS110R RB(-) CS110R RB(+) CS420A RB(-) CS420A RB(+)

**

c)

Figure 4. Phenolic profile of whole berry extracts at harvest through protein precipitation analysis. (a) Total phenolic and
total tannin composition from CS grapes on 110R and 420A rootstock in 2016, (b) total phenolic and total tannin composition
from CS grapes on 110R and 420A rootstock in 2017, and (c) total anthocyanin concentrations in CS grapes in 2016 and
2017 (n = 5). CS = Cabernet Sauvignon, RB = red blotch, (−) = negative, and (+) = positive. Asterisks indicate a significant
difference between RB (−) and RB (+) after an ANOVA (* = p < 0.05, ** = p < 0.01, *** = p < 0.001).

Content (mg/berry) and concentration (mg/ g of berry) of total phenolics, tannins,
and anthocyanins were analyzed through a three-way ANOVA with three-way interactions
(Table S1). Results indicate that there was a significant virus status and virus status to year
interaction for anthocyanin concentrations and content. This suggests that there was a
larger interaction between disease status and season, rather than the rootstock, on final
anthocyanin content in grapes. In addition, there was a significant virus status effect and
virus status to rootstock effect for total tannins and total phenolics, indicating that the
disease outcome is also a factor of rootstock for these parameters.

2.4. Volatile Analysis- HS-SPME-GC-MS

The volatile compound profiles of RB (−) and RB (+) grapes were determined in both
2016 and 2017 seasons (Table S2). PCA was performed to plot the variability between
RB (−) and RB (+) grape samples (Figures 5 and 6). Between 80.6- 94.5% of the variance
is explained by the PCA in Figures 4 and 5. For CS 110R, only the significantly different
volatile compounds between RB (−) and RB (+) are plotted. There were, respectively ten
and nine significant volatile compounds that explained the difference between treatments
for CS 110R in 2016 and 2017. For CS 420A, the volatile compounds that contributed most
to the variance of the PCA were plotted, due to few volatile compounds being significantly
different. This selection was based on the squared cosine (cos2=0.90) which shows the
importance of the volatile compounds to explain the variance in the data [42]. For CS 420A,
in 2016, only cis-3-hexen-1-ol was significantly different, and in 2017, only β-linalool and
β-citronellol were significantly different with a α level of 0.95.
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In 2016, it was observed that cis-3-hexen-1-ol, hexanol, 2-hexenal, ethyl-2-methylbutyrate,
and trans-2-hexen-1-ol were highly correlated with RB (+) grape extracts in CS 110R and
CS 420A (Figure 5), whereas the volatile compounds hexyl acetate, ethyl acetate, ethyl
hexanoate, geranial, ß-ionone, and ß-cyclocitral were correlated with CS 110R RB (−)
grapes (Figure 5a). As for CS 420A, in 2016 (Figure 5b), limonene, ß-linalool, ß-myrcene,
acetic acid, α-terpinene, geranial, nerol, and ethyl acetate were correlated to RB (−).

The volatile profile of grapes in 2017 was similar to those in 2016. However, 110R
RB (+) grapes were correlated to ethyl acetate and ß-damascenone (Figure 6a). On the
other hand, p-cymene, ethyl butyrate, ß-myrcene, benzyl alcohol, 2-hexenal, hexanal, and
nerol were correlated with CS 110R RB (−) grapes. Figure 6b indicates that CS 420A RB (+)
grapes were only correlated with γ-nonalactone, ß-caryophllene, and trans-2-hexen-1-ol,
whereas, CS 420A RB (−) grapes were correlated with ethyl hexanoate, isoamyl alcohol,
α-terpinene, α-pinene, p-cymene, limonene, benzyl alcohol, benzaldehyde, 2-phenylethyl
alcohol, and ß-myrcene. In both years, in general it was observed that RB (+) grapes were
correlated with fewer volatile compounds, apart from C6 aldehydes and alcohols.

Lastly, results from the three-way ANOVA with three-way interactions are shown in
Table S2. It was observed that ethyl acetate, limonene, 2-hexenal, ethyl hexanoate, p-cymene,
hexyl acetate, octanal, trans-2-hexen-1-ol, and ß-ionone had a significant virus status effect
across years and rootstocks. Ethyl acetate, 2-hexenal, ethyl hexanoate, hexyl acetate, hexanol,
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trans-3-hexen-ol, cis-3-hexen-1-ol, trans-2-hexen-1-ol, geranial, ß-damascenone, and ethyl
cinnamate had a significant virus status to year interaction, whereas, limonene, 2-hexenal,
ethyl hexanoate, p-cymene, cis-3-hexen-1-ol, trans-2-hexen-1-ol, nerol oxide, benzaldehyde,
geranial, and benzyl alcohol had a significant virus status to rootstock effect. This suggests
that the extent to which these compounds are impacted due to GRBV will vary depending
on the season and the genotype of the grapevine.

3. Discussion
3.1. Impact on Grape Volatile Compounds

After veraison, volatile compound accumulation begins in grapes and changes through
ripening [25,43,44]. However, the impacts of GRBV on grape volatile compounds have
not been investigated. We found 35 different aromatic compounds in grapes from the
two rootstocks over two seasons, of which 24 were similar between the two years studied
(Table S2).

In 2016, across rootstock, RB (+) grapes were generally lower in volatile compound
levels than RB (−), except for C6 compounds such as 2-hexenal, hexanal, cis-3-hexen-1-ol,
trans-2-hexen-1-ol, and hexanol (Figure 5). These C6 volatile compounds are synthesized
in the grape skin through the lipoxygenase pathway, are generally responsible for green or
grassy aromas [24] and accumulate in CS grapes up to 18 ◦Brix [25]. With the exception of
hexanol, the levels of these compounds begin to significantly decrease thereafter, with a 67%
decrease in grapes at 25 ◦Brix when compared to grapes at 18 ◦Brix [25]. These observations
correlate with the common finding that GRBV causes a delay in ripening [2,10,17,18], with
green aromas being present and correlated with the lower sugar accumulation [25]. On the
other hand, RB (−) grapes were highly correlated with monoterpenes such as limonene,
ß-myrcene, α-terpinene, geranial and p-cymene (Figures 4 and 5), which are responsible
for floral and fruity aromas. These compounds have been associated with CS grapes at
harvest and are known to increase through grape ripening [26] and may decrease at over
ripeness [45–47].

In addition, RB (−) grapes were also highly correlated with esters such as ethyl acetate,
ethyl hexanoate, hexyl acetate, and ethyl butyrate. Although ester formation is mainly
related to yeast or bacteria metabolism during winemaking [48,49], grapes are also known
to synthesize esters. Anthraniloyl-coenzyme A (CoA):methanol acyltransferase (AMAT) is
known to be responsible for the formation of methyl anthranilate in grapes and it is also
classified as an ester-forming acyltransferase, which could be responsible for the formation
of esters in grapes [50]. The esters found in the current work that in general related mostly
to RB (−) grapes, are known to produce red and black fruit aromas [51–53]. Collectively,
these results confirm that RB (−) grapes underwent normal ripening processes [25] and
produced more fruity aromas, while RB (+) grapes at harvest have aroma characteristics
more related to early ripening stages.

3.2. Impact of Season on Disease Expression

Results indicated that in 2016 GRBD had a larger impact regarding sugar accumulation,
pH, TA, and final sugar content (◦Brix) than in 2017. In addition, the harvest dates were two
to three weeks later in 2017 than in 2016. These observations can potentially be explained by
the difference in temperature between the two seasons. In 2017, Napa County experienced
a heat wave from 26 August–11 September, where nine days were over 35 ◦C, and four
days were over 40 ◦C. The cumulative growing degree days for both years can be seen in
Figure 1e.

Extreme heat conditions (>30 ◦C) during grape maturation have been shown to inhibit
enzymatic activity and halt the biosynthesis of metabolites inside the grape berry [54–57].
Inhibition of these processes due to heat leads to decreases in sugar accumulation and
increases in acidity in healthy fruit [58]. This is thought to be caused from a decrease in
rate of translocation of sugars from leaves to fruit, through the reduction in photosynthesis
at temperatures greater than 30 ◦C [59]. The rate of ripening in 2017 was faster than 2016
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prior to the heat spike (Figures 1 and 2). However, during the heat spike in late August to
harvest, sugar accumulation plateaued resulting in extended harvest times in 2017.

In addition, research has shown that temperature can alter virus-induced gene si-
lencing (VIGS) which is triggered with the infection of a virus as a plant-derived defense
mechanism to downregulate the genes of interest [60]. Previous work on other plant species
infected with a geminivirus [38,60,61] has shown that the extent of gene silencing is related
to temperature. Specifically, Chellappan et al. [38] showed that temperatures over 30 ◦C
induced gene silencing, which interfere with gene expression, resulting in decreases in
viral DNA accumulation and decreases in symptoms. Similarly, Flores et al. [60] observed
that temperatures above 22 ◦C attenuated infection symptoms and increased gene silenc-
ing. Thus, in 2017, the infected grapevines on both rootstocks could have experienced a
reduction in GRBV impacts due to the high temperatures causing viral gene silencing and
a decrease in viral DNA. However, the gene expression and regulation of transcriptional
factors need to be investigated further to understand the correlation between extreme heat
and disease expression in GRBD infected grapevines.

At harvest, a three-way ANOVA indicated that seasonal differences play a large role
in the extent of disease symptoms in terms of anthocyanin content at harvest and through
ripening (for CS 110R) which was not observed for total tannin and total phenolic content.
Past studies have indicated that anthocyanin accumulation in grapes are highly susceptible
to variations in temperature, with high temperatures leading to anthocyanin degradation
and inhibition of biosynthetic pathways [56,62], whereas tannin concentrations are less
sensitive to environmental factors [63–66]. Therefore, regarding anthocyanin content, the
temperature differences between the two seasons may have had a compounding effect
with GRBD infection in grapevines.

3.3. Differences in Disease Expression Due to Rootstock

Similar to previous results [20], the severity of GRBD symptoms depends not only
on season, but also on rootstock. Anthocyanin levels through ripening and at harvest
in 2017 for CS 110R infected grapevines were more impacted than in 2016 which was
not observed for CS 420A (Figure 1). Previous work described the impact GRBV has on
grape metabolism and demonstrated that GRBV inhibits the phenylpropanoid pathway in
grapes, which is responsible for the synthesis of flavonoids [41]. As previously mentioned,
temperature plays a large role in anthocyanin content in grapes, where higher temperatures
lead to lower anthocyanin levels [56,62]. Therefore, it is possible that the extreme heat in
2017 acted as a secondary stressor to infected grapevines, and potentially caused larger
decreases in anthocyanin levels through ripening than in 2016. However, this was only
observed for rootstock 110R, suggesting that infected grapevines on this rootstock are
potentially more susceptible to temperature fluctuations. In addition, the difference in
the rate of ripening between RB (−) and RB (+) data vines (Figure 2), was larger for CS
110R than for CS 420A. This indicates that the virus differentially impacted the rate of
translocation of sugars from the leaves to the berries depending on the rootstock.

Additionally, at harvest CS 110R RB (+) grapevines consistently had higher levels of
total tannins and phenolics than RB (−) grapes, where the opposite was observed for CS
420A (Figure 4). The former has been seen in prior research by Girardello et al. [20] which
screened the impact of GRBD on three varieties across seven sites. One of the varieties
which had significantly higher proanthocyanidin (condensed tannins) values in RB (+)
grapes compared to RB (−) was CS on rootstock 110R. Flavonoid biosynthesis such as
flavan-3-ols and tannins has been correlated to abiotic and biotic stress responses in the
grape [67]. It is possible that the higher content of tannin observed in CS 110R infected
grapes is correlated to a plant induced defense response, which was less significant in CS
420A. Lastly, the volatile aroma profiles between RB (+) and RB (−) were more similar for
grapes from rootstock CS 420A compared to rootstock CS 110R, indicating that choice of
rootstock has an influence on disease expression and may have various effects on secondary
metabolites.
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Plant-pathogen interactions can vary depending on the genetic makeup of the
plant [33–35]. Rootstock 110R has high drought tolerance and is a moderately high vigor
rootstock; whereas 420A has less drought tolerant and induces lower vigor in the scion
in comparison. Lower vigor can result in a change in microclimate by increasing sun
exposure, overall changing berry ripening and composition [62–64,68]. Previous research
that investigated the impact of GRBV on vine physiological found similarly that CS110R
grapes exhibited more symptoms than CS 420A [17]. In this study, RB (+) grapevines had
higher sugar content in the leaves, lower sugar content in the grapes, and higher water
potential than RB (−) grapevines. These differences were more drastic for CS 110R than CS
420A grapevines. In addition, CS 110R had higher water potential than CS 420A across
disease status, correlating to the high vigor of 110R. Overall, this study concluded that
GRBV inhibited the translocation mechanisms of photosynthetic products from the source
(leaves) to the sink (grapes). Taken together, this suggests that there is a larger impairment
to translocation mechanisms in the CS 110R grapevine than CS 420A grapevines.

4. Materials and Methods
4.1. Chemicals and Reagents

All water used during extractions and other analyses was 18MΩ·cm deionized water
from a Milli-Q Element system (Millipore, Bedford, MA, USA). All ethanol was purchased
from KOPTEC (Decon Labs, King of Prussia, PA, USA). ACS grade acetone was used dur-
ing phenolic extractions, along with 37% HCl, which was purchased from Sigma Aldrich
(St. Louis, MO, USA). Ascorbic acid, maleic acid, bovine serum albumin, glacial acetic
acid, ferric chloride, triethanolamine, and NaCl were purchased from Sigma Aldrich (St.
Louis, MO, USA). Urea and NaOH were purchased from Thermo Fischer (Waltham, MA,
USA), and potassium bitartrate and potassium metabisulfite were purchased from ACROS
organics-Thermo Fischer (Fair Lawn, N, USAJ). For headspace solid-phase microextraction-
gas chromatography-mass spectrometry (HS-SPME-GC-MS) analysis, sodium citrate de-
hydrate was purchased from Thermo Fischer (Waltham, MA, USA). Internal standards,
2-octanol and 2-undecanone were purchased from Sigma Aldrich (St. Louis, MO, USA).

4.2. Plant Material

We used Cabernet Sauvignon grapevines (clone 8, Foundation Plant Services, Univer-
sity of California, Davis) grafted onto 110R and 420Vineyard (Napa County, CA, USA). The
grapevines were trained to a bilateral cordon, in a vertical shoot positioned system. Vine-
yard management followed standard commercial practices for the region. The grapevines
were drip-irrigated at 50% of crop evapotranspiration as reported previously [17]. For
several years prior to the initiation of this study, GRBD symptoms had been monitored for
each vine in this block. Petiole samples from a subset of vines from this block were tested
by qPCR analysis at Agri-Analysis LLC laboratories in Davis, CA to confirm the healthy
and GRBV status of the grapevines [12]. In addition, the plant material was screened for
the presence of the three most common grapevine leafroll associated virus (GLRaV-1, 3,
and 4) as well as Rupestris stem pitting-associated virus.

4.3. Berry Sampling

The field design of this project was a completely randomized design without blocking.
Twenty and twenty-five data vines that tested positive (RB (+)) and negative (RB (−)) for
GRBV were selected for each rootstock in 2016 and 2017, respectively. Data vines were
further subdivided into four and five vines for each vineyard replicate in 2016 and 2017,
respectively (n = 5). Vines were sampled every two weeks pre-veraison and weekly two
weeks after veraison until harvest. Fifteen berries were randomly collected from different
parts of the cluster and canopy of each vine and used to determine ripening progression.
At harvest, the sampling was wider to include the vines utilized for winemaking. The
values from the data vines regarding ◦Brix, pH, and TA (Table 1), were compared to the
values of asymptomatic and symptomatic vines (Table S3), which agreed, indicating that
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symptomology is a strong indicator of virus status. Primary metabolites and components
of harvest yield were measured from each data vines replicate (n = 5). For RB (+) and
RB (−), 500 berries were randomly collected from harvest lots and stored at −80 ◦C until
phenolic analysis and volatile aroma compound analysis could be performed.

4.4. Grape Analysis through Ripening

Upon sampling, 25 berries for each replicate (five berries per data vine) were immedi-
ately processed. The juice from the 25 berries was collected and centrifuged at 3220× g at
4 ◦C for 15 min with an Eppendorf 5403 centrifuge (Westbury, NY, USA). Juice samples
were then analyzed for total soluble solids (TSS) with a refractometer RFM110 (Bellingham
+ Stanley Ltd., UK), pH with an Orion-5-Star pH meter (Thermo Fisher Scientific Inc.,
Waltham, MA, USA) and titratable acidity (TA) with an DL50 Graphix titrator (Metter-
Tolledo Inc., Columbus, OH, USA). The remaining berries were stored at −80 ◦C for future
analysis.

The skins were used to determine anthocyanin accumulation in the berries during
ripening, since anthocyanins are localized in the pericarp of grape berries for non teinturier
varieties [69]. From the berries stored at −80 ◦C, 15 berries from each biological replicate
(three berries per data vine) at each collection date were accurately weighed, and the skins
of the berries were removed using a scalpel. An acidified ethanol solution (1:1 ethanol:water,
0.1% ascorbic acid (w/v), and 0.1% HCl (v/v)) was added in ratio of 1:10 w/v, and the solu-
tion homogenized for three minutes 1355× g using an IKA ULTRA-TURRAX®T18 basic
homogenizer (IKA® Works, Inc., Wilmington, NC, USA). The solution extracted overnight
for 18 h at 4◦C and was then centrifuged at 3220× g at 4 ◦C for 15 min. The supernatant was
collected, concentrated under reduced pressure at 34 ◦C, and quantitatively transferred to a
5 mL volumetric flask with acidified methanol. Anthocyanin concentration was then deter-
mined using a Genesys10S UV-Vis Spectrophotometer (Thermo Fisher Scientific, Madison,
WI, USA) with similar protocols as in Harbertson et al. [70]. In summary, an aliquot of
grape extract was diluted using model wine (0.5% sodium bitartrate w/v and 12% ethanol
v/v adjusted to pH 3.3) to fit the absorbance limitations (0.1–1.2) of the spectrophotometer.
Then, 100 µL of the diluted grape extract was added to a disposable cuvette along with
400 µL of model wine and 1 mL of an anthocyanin buffer (2.3% maleic acid (w/v) and
0.99% NaCl (w/v) adjusted to pH 1.8). Anthocyanins (expressed as malvidin-3-glucoside
equivalents (M3G)) were measured at 520 nm and concentrations were calculated as in
Harbertson et al. [70].

4.5. Grape Analysis at Harvest
4.5.1. Grape Phenolic Profile

For the phenolic extraction, five sets of 20 berries from the RB (−) and RB (+) grapevines
at harvest were randomly selected from grapes stored at −80 ◦C and weighed. Phenolic
compounds were extracted similar to that described for anthocyanins (see Section 4.4) with
the addition of a subsequent extraction with an acetone solution (70:30 acetone:water and
0.1% ascorbic acid (w/v)) in the same ratio of 1:10 w/v. After an 18-h, overnight extraction at
4 ◦C, the solution was centrifuged, and the supernatant collected. The ethanol and acetone
extractions were combined, concentrated under reduced pressure at 34 ◦C, quantitatively
transferred to a 10 mL volumetric flask with acidified methanol (1:1 methanol:water, 0.1%
HCl (v/v)), and stored at −20 ◦C for up to one month until analysis was performed.

A modified protein precipitation assay was used to determine total phenolics, total
anthocyanins, and total tannins [71]. Samples were thawed and diluted to fit the limitations
of the spectrophotometer (0.1–1.2). Using a Genesys10S UV-Vis Spectrophotometer, total
phenolics and total tannins were measured at 510 nm absorbance and expressed as catechin
equivalents (CE); whereas total anthocyanins (expressed as M3G) were measured at 520 nm
absorbance.
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4.5.2. Grape Volatile Profile

For the volatile extraction, five sets of 60 berries from the RB (−) and RB (+) grapevines
collected at harvest were randomly selected from grapes stored at −80 ◦C and weighed.
Samples were prepared similar to Hendrickson et al. [72] with a few adaptations. Briefly,
6 mL of a 0.83 M sodium citrate dihydrate solution (adjusted to pH of 6 with HCl) and
60 µL of a 200 g/L ascorbic acid solution was added to the grape berries. Each sample was
spiked with 50 µL of a 10 mg/L 2-octanol internal standard solution. The grape berries
were homogenized for one minute 1355× g using an IKA ULTRA-TURRAX®T18 basic ho-
mogenizer (IKA® Works, Inc., Wilmington, NC, USA). The samples were then centrifuged
at 3220× g at 4 ◦C for 15 min. Samples were analyzed in duplicate by transferring two-8 mL
portions of supernatant to 20 mL amber headspace vials (Agilent Technologies, Santa
Clara, CA, USA) containing 3 g of NaCl. Each vial was spiked with 50 µL of a 10 mg/L
2-undecanone internal standard solution.

HS-SPME-GC-MS was used to analyze the volatile profiles of grape extracts. The
instrument was controlled by a Gerstel Multi-Purpose Sampler (Maestro ver. 1.2.3.1 Gerstel).
Headspace volatiles were extracted using a 100µm PDMS, Fused Silica Fiber (Supelco
Analytical, Bellefonte, PA, USA). Samples were heated to 30 ◦C for five minutes under
agitation, and then the PDMS fiber was introduced into the headspace of the sample vial
and allowed to adsorb volatiles for 45 min. Once volatile adsorption was completed, the
fiber was injected into the inlet which and volatiles desorbed at 260 ◦C for 10 min onto
the column. Analysis was performed using an Agilent 7890A GC system equipped with a
DB-WAXetr capillary column (30 m length × 250 µm internal diameter × 0.25 µm solid
phase thickness) (Agilent Technologies, Santa Clara, CA, USA). The carrier gas, helium
was kept at a constant pressure of 6.231 psi. The method was retention time locked to
2-undecanone and kept at a constant pressure to avoid retention time drift. The purge
flow was 50 mL/min for 1.2 min, running on a splitless method. For GC analysis, the
oven was kept at 40 ◦C for five minutes, then increased to 180 ◦C at 3 ◦C/min, and
finally increased to 260 ◦C at 30 ◦C/min for a total run time of 60 min. The sample was
transferred to a 5975C inert XL EI MSD with a triple-axis detector purchased from Agilent
Technologies and ions were monitored using synchronous scan and selected ion monitoring
(SIM). All compounds identified in this study were identified using the SIM mode as
described in Hendrickson et al. [72]. Samples were analyzed using Mass Hunter software
version B.07.00 (Agilent Technologies, Santa Clara, CA, USA). Compounds were semi-
quantitatively analyzed using relative peak areas by normalization with 2-undecanone as
well as the berry mass. Compounds were identified by retention time and confirmation of
mass spectra ion peaks using the National Institute of Standards and Technology database
(NIST) (https://www.nist.gov). Each grape sample replicate was analyzed in duplicate.

4.6. Weather Recordings

Precipitation, temperature, and growing degree days were collected from the Univer-
sity of California Agriculture and Natural Resources Integrated Pest Management Program
(http://ipm.ucanr.edu/index.html) (Figure 1).

4.7. Statistical Analysis

Statistical analysis was conducted in the R language (R, version 3.6.1). All analyses
used an α of 0.05 for statistical significances. One-way analysis of variance (ANOVA)
and three-way ANOVA with three-way interactions were used to determine significant
differences between samples. For a three-way ANOVA with three-way interactions, only
the interactions of virus status to rootstock and virus status to year were considered to
determine the influence genotypic or seasonal factors had on virus status. Virus status,
rootstock, and year were all considered fixed effects for the purpose of determining the
genotypic and temporal effects on disease status. A Tukey’s honestly significant difference
(HSD) test was used for post hoc analysis. Principal component analysis (PCA) was used
to display the variance in volatile analysis.

https://www.nist.gov
http://ipm.ucanr.edu/index.html
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5. Conclusions

Geminiviruses threaten the productivity and quality of crops worldwide. GRBV is the
first geminivirus to be detected in grapevines and our understanding of the detrimental
impacts on grape and wine composition and quality is advancing. In this study CS on
420A rootstock was less sensitive to GRBV infection then CS on 110R rootstock. This
was seen in anthocyanin and sugar accumulation in 2017, as well as the grape volatile
profiles. This study also clearly indicated for the first time that the aroma profiles of grapes
are also impacted by GRBV. We hypothesize that the difference in vigor and drought
resistance in the two rootstocks led to a difference in microclimate of the grapevine and
berry composition. Moreover, it was observed that seasonal differences considerably
impact disease outcome in grapevines, mainly observed on primary metabolites such as
sugars and organic acids. Further research into the transcriptome and metabolome of
GRBV infected grapevines is needed to elucidate how these factors affect differential gene
expression. In addition, these effects need to be evaluated in overall wine composition and
quality.
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seasons. Table S2: HS-SPME-GC-MS analysis of volatile compound content (mg/berry) in grapes at
harvest (n = 5). Table S3: ◦Brix, pH, TA (g/L), YAN (mg/L), malic acid (mg/L) measurements from
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(n = 3).

Author Contributions: Conceptualization, A.C.R., R.C.G., A.O. and S.K.K.; Methodology, A.C.R.
and R.C.G.; Software, A.C.R. and R.C.G.; Investigation, A.C.R. and R.C.G.; Formal Analysis, A.C.R.
and R.C.G.; Data Curation A.C.R., R.C.G., and C.P.; Vineyard maintenance, M.L.C.; Sample collection
and data recording, A.C.R., R.C.G., M.L.C., and C.P.; Writing—Original Draft Preparation, A.C.R.;
Writing—Review and Editing, A.C.R., R.C.G., M.L.C., S.K.K., A.O.; Supervision, A.O.; Project
Administration, A.O.; Funding Acquisition, A.O. All authors have read and agreed to the published
version of the manuscript.

Funding: This research was funded by the American Vineyard Foundation (AVF) grant number
2017-1675.

Acknowledgments: This study was financially supported by the American Vineyard Foundation
(AVF). Student support was received from the Department of Viticulture and Enology, the graduate
group of Horticulture and Agronomy, and the graduate group of Agricultural and Environmental
Chemistry at the University of California, Davis. We thank the technical staff of the Department of
Viticulture and Enology from the University of California, Davis for the use and training of facility
instruments. Finally, the authors acknowledge the reviewers for their productive feedback on this
manuscript.

Conflicts of Interest: The authors declare no conflict of interest. The funders had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript, or
in the decision to publish the results.

References
1. Dolja, V.V.; Meng, B.; Martelli, G.P. Evolutionary Aspects of Grapevine Virology. In Grapevine Viruses: Molecular Biology, Diagnostics

and Management; Meng, B., Martelli, G.P., Golino, D.A., Fuchs, M., Eds.; Springer: Berlin/Heidelberg, Germany, 2017; pp. 659–688.
ISBN 978-3-319-57706-7.

2. Calvi, B.L. Effects of Red-leaf Disease on Cabernet Sauvignon at the Oakville Experimental Vineyard and Mitigation By Harvest
Delay And Crop Adjustment. Master’s Thesis, University of California, Davis, CA, USA, 2011.

3. Yepes, L.M.; Cieniewicz, E.; Krenz, B.; McLane, H.; Thompson, J.R.; Perry, K.L.; Fuchs, M. Causative Role of Grapevine Red
Blotch Virus in Red Blotch Disease. Phytopathology 2018, 108, 902–909. [CrossRef]

4. Krenz, B.; Thompson, J.R.; Mclane, H.L.; Fuchs, M.; Perry, K.L. Grapevine red blotch-associated virus Is Widespread in the United
States. Phytopathology 2014, 104, 1232–1240. [CrossRef]

5. Poojari, S.; Lowery, D.T.; Rott, M.; Schmidt, A.M.; Úrbez-Torres, J.R. Incidence, distribution and genetic diversity of Grapevine
red blotch virus in British Columbia. Can. J. Plant Pathol. 2017, 39, 201–211. [CrossRef]

https://www.mdpi.com/article/10.3390/plants10081583/s1
https://www.mdpi.com/article/10.3390/plants10081583/s1
http://doi.org/10.1094/PHYTO-12-17-0419-R
http://doi.org/10.1094/PHYTO-02-14-0053-R
http://doi.org/10.1080/07060661.2017.1312532


Plants 2021, 10, 1583 14 of 16

6. Luna, F.; Debat, H.; Gomez-Talquenca, S.; Moyano, S.; Zavallo, D.; Asurmendi, S. First report of grapevine red blotch virus
infecting grapevine in Argentina. J. Plant Pathol. 2019, 101, 1239. [CrossRef]

7. Lim, S.; Igori, D.; Zhao, F.; Moon, J.; Cho, I.-S.; Choi, G.-S. First report of Grapevine red blotch-associated virus on grapevine in
Korea. Plant Dis. 2016, 100, 1957. [CrossRef]

8. Marwal, A.; Kumar, R.; Paul Khurana, S.M.; Gaur, R.K. Complete nucleotide sequence of a new geminivirus isolated from Vitis
vinifera in India: A symptomless host of Grapevine red blotch virus. VirusDisease 2019, 30, 106–111. [CrossRef]

9. Gasperin-Bulbarela, J.; Licea-Navarro, A.F.; Pino-Villar, C.; Hernández-Martínez, R.; Carrillo-Tripp, J. First Report of Grapevine
Red Blotch Virus in Mexico. Plant Dis. 2019, 103, 381. [CrossRef]

10. Sudarshana, M.R.; Perry, K.L.; Fuchs, M.F. Grapevine Red Blotch-Associated Virus, an Emerging Threat to the Grapevine Industry
Mysore. Phytopathology 2015, 1026–1032. [CrossRef] [PubMed]

11. Cieniewicz, E.; Flasco, M.; Brunelli, M.; Onwumelu, A.; Wise, A.; Fuchs, M.F. Differential spread of grapevine red blotch virus in
California and New York vineyards. Phytobiomes J. 2019, 3, 203–211. [CrossRef]

12. Bahder, B.W.; Zalom, F.G.; Jayanth, M.; Sudarshana, M.R. Phylogeny of Geminivirus Coat Protein Sequences and Digital PCR
Aid in Identifying Spissistilus festinus as a Vector of Grapevine red blotch-associated virus. Phytopathology 2016, 106, 1223–1230.
[CrossRef]

13. Rwahnih, M.A.; Dave, A.; Anderson, M.M.; Rowhani, A.; Uyemoto, J.K.; Sudarshana, M.R. Association of a DNA Virus with
Grapevines Affected by Red Blotch Disease in California. Phytopathology 2013, 103, 1069–1076. [CrossRef]

14. Varsani, A.; Roumagnac, P.; Fuchs, M.; Navas-Castillo, J.; Moriones, E.; Idris, A.; Briddon, R.W.; Rivera-Bustamante, R.; Murilo
Zerbini, F.; Martin, D.P. Capulavirus and Grablovirus: Two new genera in the family Geminiviridae. Arch. Virol. 2017, 162,
1819–1831. [CrossRef]

15. Shepherd, R.J. DNA Plant Viruses. Annu. Rev. Plant Physiol. 1979, 30, 405–423. [CrossRef]
16. Buchs, N.; Braga-Lagache, S.; Uldry, A.C.; Brodard, J.; Debonneville, C.; Reynard, J.S.; Heller, M. Absolute quantification of

grapevine red blotch virus in grapevine leaf and petiole tissues by proteomics. Front. Plant Sci. 2018, 871, 1735. [CrossRef]
[PubMed]

17. Martínez-Lüscher, J.; Plank, C.M.; Brillante, L.; Cooper, M.L.; Smith, R.J.; Al-Rwahnih, M.; Yu, R.; Oberholster, A.; Girardello, R.;
Kurtural, S.K. Grapevine Red Blotch Virus May Reduce Carbon Translocation Leading to Impaired Grape Berry Ripening. J.
Agric. Food Chem. 2019, 67, 2437–2448. [CrossRef]

18. Wallis, C.M.; Sudarshana, M.R. Effects of Grapevine red blotch-associated virus (GRBaV) infection on foliar metabolism of
grapevines. Can. J. Plant Pathol. 2016, 38, 358–366. [CrossRef]

19. Girardello, R.C.; Rich, V.; Smith, R.J.; Brenneman, C.; Heymann, H.; Oberholster, A. The impact of grapevine red blotch disease on
Vitis vinifera L. Chardonnay grape and wine composition and sensory attributes over three seasons. J. Sci. Food Agric. 2019, 100,
1436–1447. [CrossRef]

20. Girardello, R.C.; Cooper, M.L.; Smith, R.J.; Lerno, L.A.; Bruce, R.C.; Eridon, S.; Oberholster, A. Impact of Grapevine Red Blotch
Disease on Grape Composition of Vitis vinifera Cabernet Sauvignon, Merlot, and Chardonnay. J. Agric. Food Chem. 2019, 67,
5496–5511. [CrossRef] [PubMed]

21. Girardello, R.C.; Cooper, M.L.; Lerno, L.A.; Brenneman, C.; Eridon, S.; Sokolowsky, M.; Heymann, H.; Oberholster, A. Impact of
Grapevine Red Blotch Disease on Cabernet Sauvignon and Merlot Wine Composition and Sensory Attributes. Molecules 2020,
25, 3299. [CrossRef]

22. Ricketts, K.D.; Gómez, M.I.; Fuchs, M.F.; Martinson, T.E.; Smith, R.J.; Cooper, M.L.; Moyer, M.M.; Wise, A. Mitigating the
economic impact of grapevine red blotch: Optimizing disease management strategies in U.S. vineyards. Am. J. Enol. Vitic. 2017,
68, 127–135. [CrossRef]

23. Ollat, N.; Carde, J.-P.; Gaudillère, J.-P.; Barrieu, F.; Diakou-Verdin, P.; Moing, A. Grape berry development: A review. OENO One
2002, 36, 109–131.

24. Conde, C.; Silva, P.; Fontes, N.; Dias, A.C.P.; Tavares, R.M.; Sousa, M.J.; Agasse, A.; Delrot, S.; Gerós, H. Biochemical changes
throughout grape berry development and fruit and wine quality. Food 2007, 1, 1–22.

25. Kalua, C.M.; Boss, P.K. Evolution of volatile compounds during the development of cabernet sauvignon grapes (Vitis vinifera L.).
J. Agric. Food Chem. 2009, 57, 3818–3830. [CrossRef]

26. Martin, D.M.; Chiang, A.; Lund, S.T.; Bohlmann, J. Biosynthesis of wine aroma: Transcript profiles of hydroxymethylbutenyl
diphosphate reductase, geranyl diphosphate synthase, and linalool/nerolidol synthase parallel monoterpenol glycoside accumu-
lation in Gewürztraminer grapes. Planta 2012, 236, 919–929. [CrossRef]

27. Matarese, F.; Scalabrelli, G.; D’Onofrio, C. Analysis of the expression of terpene synthase genes in relation to aroma content in
two aromatic Vitis vinifera varieties. Funct. Plant Biol. 2013, 40, 552–565. [CrossRef]

28. Chang, E.H.; Jeong, S.M.; Hur, Y.Y.; Koh, S.W.; Choi, I.M. Changes of volatile compounds in vitis labrusca ‘Doonuri’ grapes
during stages of fruit development and in wine. Hortic. Environ. Biotechnol. 2015, 56, 137–144. [CrossRef]

29. Friedel, M.; Frotscher, J.; Nitsch, M.; Hofmann, M.; Bogs, J.; Stoll, M.; Dietrich, H. Light promotes expression of monoterpene and
flavonol metabolic genes and enhances flavour of winegrape berries (Vitis vinifera L. cv. Riesling). Aust. J. Grape Wine Res. 2016,
22, 409–421. [CrossRef]

30. Gershenzon, J.; Dudareva, N. The function of terpene natural products in the natural world. Nat. Chem. Biol. 2007, 3, 408–414.
[CrossRef]

http://doi.org/10.1007/s42161-019-00298-3
http://doi.org/10.1094/PDIS-03-16-0283-PDN
http://doi.org/10.1007/s13337-018-0477-x
http://doi.org/10.1094/PDIS-07-18-1227-PDN
http://doi.org/10.1094/PHYTO-12-14-0369-FI
http://www.ncbi.nlm.nih.gov/pubmed/25738551
http://doi.org/10.1094/PBIOMES-04-19-0020-R
http://doi.org/10.1094/PHYTO-03-16-0125-FI
http://doi.org/10.1094/PHYTO-10-12-0253-R
http://doi.org/10.1007/s00705-017-3268-6
http://doi.org/10.1146/annurev.pp.30.060179.002201
http://doi.org/10.3389/fpls.2018.01735
http://www.ncbi.nlm.nih.gov/pubmed/30555495
http://doi.org/10.1021/acs.jafc.8b05555
http://doi.org/10.1080/07060661.2016.1227374
http://doi.org/10.1021/acs.jafc.9b01125
http://doi.org/10.1021/acs.jafc.9b01125
http://www.ncbi.nlm.nih.gov/pubmed/31013081
http://doi.org/10.3390/molecules25143299
http://doi.org/10.5344/ajev.2016.16009
http://doi.org/10.1021/jf803471n
http://doi.org/10.1007/s00425-012-1704-0
http://doi.org/10.1071/FP12326
http://doi.org/10.1007/s13580-015-0068-3
http://doi.org/10.1111/ajgw.12229
http://doi.org/10.1038/nchembio.2007.5


Plants 2021, 10, 1583 15 of 16

31. Allamy, L.; Darriet, P.; Pons, A. Molecular interpretation of dried-fruit aromas in Merlot and Cabernet Sauvignon musts and
young wines: Impact of over-ripening. Food Chem. 2018, 266, 245–253. [CrossRef] [PubMed]

32. Bindon, K.; Holt, H.; Williamson, P.O.; Varela, C.; Herderich, M.; Francis, I.L. Relationships between harvest time and wine
composition in Vitis vinifera L. cv. Cabernet Sauvignon 2. Wine sensory properties and consumer preference. Food Chem. 2014,
154, 90–101. [CrossRef]

33. Néya, B.J.; Zida, P.E.; Sérémé, D.; Lund, O.S.; Traoré, O. Evaluation of yield losses caused by cowpea aphid-borne mosaic virus
(CABMV) in 21 cowpea (vigna unguiculata (L.) Walp.) Varieties in burkina faso. Pakistan J. Biol. Sci. 2015, 18, 304–313. [CrossRef]

34. Tripathi, A.; Goswami, K.; Tiwari, M.; Mukherjee, S.K.; Sanan-Mishra, N. Identification and comparative analysis of microRNAs
from tomato varieties showing contrasting response to ToLCV infections. Physiol. Mol. Biol. Plants 2018, 24, 185–202. [CrossRef]

35. Reustle, G.M.; Ebel, R.; Winterhagen, P.; Manthey, T.; Dubois, C.; Bassler, A.; Sinn, M.; Cobanov, P.; Wetzel, T.; Krezal, G. Induction
of silencing in transgenic grapevines (Vitis sp.). ACTA Hortic. 2005. [CrossRef]

36. Pongracz, D.P. Rootstocks for Grape-Vines; New Africa Books (Pty) Ltd.: Cape Town, South Africa, 1983; ISBN 9780908396672.
37. Wang, Y.; Chen, W.K.; Gao, X.T.; He, L.; Yang, X.H.; He, F.; Duan, C.Q.; Wang, J. Rootstock-mediated effects on cabernet sauvignon

performance: Vine growth, berry ripening, flavonoids, and aromatic profiles. Int. J. Mol. Sci. 2019, 20, 401. [CrossRef] [PubMed]
38. Chellappan, P.; Vanitharani, R.; Ogbe, F.; Fauquet, C.M. Effect of temperature on geminivirus-induced RNA silencing in plants.

Plant Physiol. 2005, 138, 1828–1841. [CrossRef] [PubMed]
39. Alabi, O.J.; Casassa, L.F.; Gutha, L.R.; Larsen, R.C.; Henick-Kling, T.; Harbertson, J.F.; Naidu, R.A. Impacts of Grapevine Leafroll

Disease on Fruit Yield and Grape and Wine Chemistry in a Wine Grape (Vitis vinifera L.) Cultivar. PLoS ONE 2016, 11, e0149666.
[CrossRef] [PubMed]

40. Deloire, A. The concept of berry sugar loading. Wineland 2011, 257, 93–95.
41. Blanco-Ulate, B.; Hopfer, H.; Figueroa-Balderas, R.; Ye, Z.; Rivero, R.M.; Albacete, A.; Pérez-Alfocea, F.; Koyama, R.; Anderson,

M.M.; Smith, R.J.; et al. Red blotch disease alters grape berry development and metabolism by interfering with the transcriptional
and hormonal regulation of ripening. J. Exp. Bot. 2017, 68, 1225–1238. [CrossRef]

42. Abdi, H.; Williams, L.J. Principal component analysis. Wiley Interdiscip. Rev. Comput. Stat. 2010, 2, 433–459. [CrossRef]
43. Pedneault, K.; Dorais, M.; Angers, P. Flavor of cold-hardy grapes: Impact of berry maturity and environmental conditions. J.

Agric. Food Chem. 2013, 61, 10418–10438. [CrossRef]
44. Deluc, L.G.; Grimplet, J.; Wheatley, M.D.; Tillett, R.L.; Quilici, D.R.; Osborne, C.; Schooley, D.A.; Schlauch, K.A.; Cushman, J.C.;

Cramer, G.R.; et al. Transcriptomic and metabolite analyses of Cabernet Sauvignon grape berry development. BMC Genom. 2013,
61, 10418–10438. [CrossRef]

45. Goliáš, J.; Létal, J.; Veselý, O. Evaluation of volatile compounds during the ripening in south Moravian “Gewürztraminer” and
“Sauvignon Blanc” from the Pálava Region. Mitt. Klosterneubg. 2016, 66, 189–197.

46. Wilson, B.; Strauss, C.R.; Williams, P.J. Changes in Free and Glycosidically Bound Monoterpenes in Developing Muscat Grapes. J.
Agric. Food Chem. 1984, 32, 919–924. [CrossRef]

47. Coelho, E.; Rocha, S.M.; Delgadillo, I.; Coimbra, M.A. Headspace-SPME applied to varietal volatile components evolution during
Vitis vinifera L. cv. “Baga” ripening. Anal. Chim. Acta 2006, 563, 204–214. [CrossRef]

48. Bell, S.J.; Henschke, P.A. Implications of nitrogen nutrition for grapes, fermentation and wine. Aust. J. Grape Wine Res. 2005, 11,
242–295. [CrossRef]

49. Swiegers, J.H.; Bartowsky, E.J.; Henschke, P.A.; Pretorius, I.S. Yeast and bacterial modulation of wine aroma and flavour. Aust. J.
Grape Wine Res. 2005, 11, 139–173. [CrossRef]

50. Wang, J.; Luca, V. De The biosynthesis and regulation of biosynthesis of Concord grape fruit esters, including “foxy” methylan-
thranilate. Plant J. 2005, 44, 606–619. [CrossRef] [PubMed]

51. Escudero, A.; Campo, E.; Fariña, L.; Cacho, J.; Ferreira, V. Analytical characterization of the aroma of five premium red wines.
Insights into the role of odor families and the concept of fruitiness of wines. J. Agric. Food Chem. 2007, 55, 4501–4510. [CrossRef]

52. Lytra, G.; Tempere, S.; De Revel, G.; Barbe, J.C. Impact of perceptive interactions on red wine fruity aroma. J. Agric. Food Chem.
2012, 60, 12260–12269. [CrossRef] [PubMed]

53. Pineau, B.; Barbe, J.C.; Van Leeuwen, C.; Dubourdieu, D. Examples of perceptive interactions involved in specific “Red-” and
“Black-berry” aromas in red wines. J. Agric. Food Chem. 2009, 57, 3702–3708. [CrossRef]

54. Coombe, B.G. Influence of Temperature on Composition and Quality of Grapes. Acta Hortic. 1987, 23–25. [CrossRef]
55. Jones, H.G. Plants and Microclimate: A Quantitative Approach to Environmental Plant Physiology, 3rd ed.; Cambridge University

Press: Cambridge, UK, 2013; ISBN 9780521279598.
56. Spayd, S.E.; Tarara, J.M.; Mee, D.L.; Ferguson, J.C. Separation of Sunlight and Temperature Effects on the Composition of Vitis

vinifera cv. Merlot Berries. Am. J. Enol. Vitic. 2002, 53, 171–182.
57. Bergqvist, J.; Dokoozlian, N.; Ebisuda, N. Sunlight exposure and temperature effects on berry growth and composition of

Cabernet Sauvignon and Grenache in the central San Joaquin Valley of California. Am. J. Enol. Vitic. 2001, 52, 1–7.
58. SEPULVEDA, G.; KLIEWER, W. Effect of high temperature on grapevines (Vitis vinifera L.). II: Distribution of soluble sugars.

Am. J. Enol. Vitic. 1986, 37, 20–25.
59. Kriedemann, P.E.; Smart, R.E. Effects of irradiance, temperature, and leaf water potential on photosynthesis of vine leaves.

Photosynthetica 1971, 5, 6–15.

http://doi.org/10.1016/j.foodchem.2018.06.022
http://www.ncbi.nlm.nih.gov/pubmed/30381183
http://doi.org/10.1016/j.foodchem.2013.12.099
http://doi.org/10.3923/pjbs.2015.304.313
http://doi.org/10.1007/s12298-017-0482-3
http://doi.org/10.17660/ActaHortic.2005.689.64
http://doi.org/10.3390/ijms20020401
http://www.ncbi.nlm.nih.gov/pubmed/30669297
http://doi.org/10.1104/pp.105.066563
http://www.ncbi.nlm.nih.gov/pubmed/16040661
http://doi.org/10.1371/journal.pone.0149666
http://www.ncbi.nlm.nih.gov/pubmed/26919614
http://doi.org/10.1093/jxb/erw506
http://doi.org/10.1002/wics.101
http://doi.org/10.1021/jf402473u
http://doi.org/10.1186/1471-2164-8-429
http://doi.org/10.1021/jf00124a054
http://doi.org/10.1016/j.aca.2005.11.018
http://doi.org/10.1111/j.1755-0238.2005.tb00028.x
http://doi.org/10.1111/j.1755-0238.2005.tb00285.x
http://doi.org/10.1111/j.1365-313X.2005.02552.x
http://www.ncbi.nlm.nih.gov/pubmed/16262710
http://doi.org/10.1021/jf0636418
http://doi.org/10.1021/jf302918q
http://www.ncbi.nlm.nih.gov/pubmed/23214915
http://doi.org/10.1021/jf803325v
http://doi.org/10.17660/ActaHortic.1987.206.1


Plants 2021, 10, 1583 16 of 16

60. Flores, M.A.; Reyes, M.I.; Robertson, D.(Niki); Kjemtrup, S. Persistent Virus-Induced Gene Silencing in Asymptomatic Accessions of
Arabidopsis BT—Plant Functional Genomics: Methods and Protocols; Alonso, J.M., Stepanova, A.N., Eds.; Springer: New York, NY,
USA, 2015; pp. 305–322. ISBN 978-1-4939-2444-8.

61. Tuttle, J.R.; Idris, A.M.; Brown, J.K.; Haigler, C.H.; Robertson, D. Geminivirus-mediated gene silencing from cotton leaf crumple
virus is enhanced by low temperature in cotton. Plant Physiol. 2008, 148, 41–50. [CrossRef]

62. Mori, K.; Goto-Yamamoto, N.; Kitayama, M.; Hashizume, K. Loss of anthocyanins in red-wine grape under high temperature. J.
Exp. Bot. 2007, 58, 1935–1945. [CrossRef]

63. Downey, M.O.; Dokoozlian, N.K.; Krstic, M.P. Cultural practice and environmental impacts on the flavonoid composition of
grapes and wine: A review of recent research. Am. J. Enol. Vitic. 2006, 57, 257–268.

64. Downey, M.O.; Harvey, J.S.; Robinson, S.P. The effect of bunch shading on berry development and flavonoid accumulation in
Shiraz grapes. Aust. J. Grape Wine Res. 2004, 10, 55–73. [CrossRef]

65. Blancquaert, E.H.; Oberholster, A.; Ricardo-da-Silva, J.M.; Deloire, A.J. Grape Flavonoid Evolution and Composition Under
Altered Light and Temperature Conditions in Cabernet Sauvignon (Vitis vinifera L.). Front. Plant Sci. 2019, 10, 1–19. [CrossRef]
[PubMed]

66. Blancquaert, E.H.; Oberholster, A.; Ricardo-da-Silva, J.M.; Deloire, A.J. Effects of abiotic factors on phenolic compounds in the
grape berry—A review. S. Afr. J. Enol. Vitic. 2019, 40. [CrossRef]

67. Treutter, D. Significance of flavonoids in plant resistance and enhancement of their biosynthesis. Plant Biol. 2005, 7, 581–591.
[CrossRef]

68. Haselgrove, L.; Botting, D.; Van Heeswijck, R.; Høj, P.B.; Dry, P.R.; Ford, C.; Iland, P.G. Canopy microclimate and berry
composition: The effect of bunch exposure on the phenolic composition of Vitis vinifera L. cv. Shiraz grape berries. Aust. J. Grape
Wine Res. 2000, 6, 141–149. [CrossRef]

69. Braidot, E.; Zancani, M.; Petrussa, E.; Peresson, C.; Bertolini, A.; Patui, S.; Macrì, F.; Vianello, A. Transport and accumulation of
flavonoids in grapevine (Vitis vinifera L.). Plant Signal. Behav. 2008, 3, 626–632. [CrossRef] [PubMed]

70. Harbertson, J.F.; Picciotto, E.A.; Adams, D.O. Measurement of Polymeric Pigments in Grape Berry Extract sand Wines Using a
Protein Precipitation Assay Combined with Bisulfite Bleaching. Am. J. Enol. Vitic. 2003, 54, 301–306.

71. Harbertson, J.F.; Mireles, M.; Yu, Y. Improvement of BSA tannin precipitation assay by reformulation of resuspension buffer. Am.
J. Enol. Vitic. 2015, 66, 95–99. [CrossRef]

72. Hendrickson, D.A.; Lerno, L.A.; Hjelmeland, A.K.; Ebeler, S.E.; Heymann, H.; Hopfer, H.; Block, K.L.; Brenneman, C.A.;
Oberholster, A. Impact of mechanical harvesting and optical berry sorting on grape and wine composition. Am. J. Enol. Vitic.
2016, 67, 385–397. [CrossRef]

http://doi.org/10.1104/pp.108.123869
http://doi.org/10.1093/jxb/erm055
http://doi.org/10.1111/j.1755-0238.2004.tb00008.x
http://doi.org/10.3389/fpls.2019.01062
http://www.ncbi.nlm.nih.gov/pubmed/31798597
http://doi.org/10.21548/40-1-3060
http://doi.org/10.1055/s-2005-873009
http://doi.org/10.1111/j.1755-0238.2000.tb00173.x
http://doi.org/10.4161/psb.3.9.6686
http://www.ncbi.nlm.nih.gov/pubmed/19513253
http://doi.org/10.5344/ajev.2014.14082
http://doi.org/10.5344/ajev.2016.14132

	Introduction 
	Results 
	GRBV Impacts on Grape Maturation 
	GRBV Impacts on Grape Composition at Harvest 
	Grape phenolic Profile 
	Volatile Analysis- HS-SPME-GC-MS 

	Discussion 
	Impact on Grape Volatile Compounds 
	Impact of Season on Disease Expression 
	Differences in Disease Expression Due to Rootstock 

	Materials and Methods 
	Chemicals and Reagents 
	Plant Material 
	Berry Sampling 
	Grape Analysis through Ripening 
	Grape Analysis at Harvest 
	Grape Phenolic Profile 
	Grape Volatile Profile 

	Weather Recordings 
	Statistical Analysis 

	Conclusions 
	References

