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Author Correction: Genomic epidemiology reveals multiple introductions of 
SARS-CoV-2 from mainland Europe into Scotland
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Correction to: Nature Microbiology https://doi.org/10.1038/s41564-020-00838-z, published online 21 December 2020.

In the Supplementary Information PDF originally published with this Article, the surname of the consortium member Dimitris 
Grammatopoulos was misspelt ‘Gramatopoulos’. This error has now been corrected.

*A list of authors and their affiliations appears online.
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