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Abstract: It is known that the Mediterranean diet is effective in reducing the risk of several
chronic diseases, including cancer. A critical component of the Mediterranean diet is olive oil,
and the relationship between olive oil consumption and the reduced risk of cancer has been
established. Oleuropein (OL) is the most prominent polyphenol component of olive fruits and leaves.
This compound has been shown to have potent properties in various types of cancers, including
breast cancer. In the present study, the molecular mechanism of OL was examined in two racially
different triple-negative breast cancer (TNBC) cell lines—African American (AA, MDA-MB-468) and
Caucasian American (CA, MDA-MB-231). The data obtained showed that OL effectively inhibits cell
growth in both cell lines, concomitant with S-phase cell cycle arrest-mediated apoptosis. The results
also showed that OL-treated MDA-MB-468 cells were two-fold more sensitive to OL antiproliferative
effect than MDA-MB-231 cells were. At lower concentrations, OL modified the expression of many
apoptosis-involved genes. OL was more effective in MDA-MB-468, compared to MDA-MB-231
cells, in terms of the number and the fold-change of the altered genes. In MDA-MB-468 cells,
OL induced a noticeable transcription activation in fourteen genes, including two members of the
caspase family: caspase 1 (CASP1) and caspase 14 (CASP14); two members of the TNF receptor
superfamily: Fas-associated via death domain (FADD) and TNF receptor superfamily 21 (TNFRSF21);
six other proapoptotic genes: growth arrest and DNA damage-inducible 45 alpha (GADD45A),
cytochrome c somatic (CYCS), BCL-2 interacting protein 2 (BNIP2), BCL-2 interacting protein 3
(BNIP3), BH3 interacting domain death agonist (BID), and B-cell lymphoma/leukemia 10 (BCL10);
and the CASP8 and FADD-like apoptosis regulator (CFLAR) gene. Moreover, in MDA-MB-468
cells, OL induced a significant upregulation in two antiapoptotic genes: bifunctional apoptosis
regulator (BFAR) and B-Raf proto-oncogene (BRAF) and a baculoviral inhibitor of apoptosis (IAP)
repeat-containing 3 (BIRC3). On the contrary, in MDA-MB-231 cells, OL showed mixed impacts
on gene expression. OL significantly upregulated the mRNA expression of four genes: BIRC3,
receptor-interacting serine/threonine kinase 2 (RIPK2), TNF receptor superfamily 10A (TNFRSF10A),
and caspase 4 (CASP4). Additionally, another four genes were repressed, including caspase 6
(CASP6), pyrin domain (PYD), and caspase recruitment domain (CARD)-containing (PAYCARD),
baculoviral IAP repeat-containing 5 (BIRC5), and the most downregulated TNF receptor superfamily
member 11B (TNFRSF11B, 16.34-fold). In conclusion, the data obtained indicate that the two cell
lines were markedly different in the anticancer effect and mechanisms of oleuropein’s ability to
alter apoptosis-related gene expressions. The results obtained from this study should also guide
the potential utilization of oleuropein as an adjunct therapy for TNBC to increase chemotherapy
effectiveness and prevent cancer progression.
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1. Introduction

Breast cancer (BC) is the second leading cause of cancer death among women in the United
States [1]. Incidence of BC culminated in more than 279,000 new cases in the United States and
an estimated over 42,000 death cases [2]. The most aggressive type of BC is triple-negative breast
cancers (TNBC), characterized by the lack of expression of estrogen receptors (ER), progesterone
receptors (PR), and the lack of the overexpression of the human epidermal growth factor receptor
2 (HER2) in the breast tumor [3]. TNBC is more common in African American (AA) women as
compared to Caucasian American (CA) women [3–5]. Furthermore, a higher death rate has been
found in AA women than in CA women [3,6]. Although many therapeutic strategies have been
developed, the aggressive and metastatic features of BC remain unresolved issues. The currently used
therapeutic approaches are based on targeting receptor expression, in particular, ER, PR, and human
epidermal growth factor receptor2 (HER2) [7]. Unfortunately, this approach is hindered in the TNBC
cells [8], allowing chemotherapy to be the leading systemic therapeutic option for this BC subtype [9].
However, various challenges are still obstructing triple-negative treatments [10], with higher metastasis,
earlier recurrence, and worse outcomes compared to the non-TNBC.

Among cancer cells’ most characteristic feature is their high proliferation rate, enhanced by rapid
cell cycle progression [11] to protect tumors from DNA damage. Indeed, the signaling pathways
mediating cell cycle arrest and apoptosis are profoundly diminished in cancer cells [12]. Hence,
before DNA repair is complete, revoking cell cycle checkpoints can stimulate the apoptotic cascade,
leading to transcription inhibition and cell death [13]. It has become evident that many traditional
chemotherapeutic agents’ ultimate function is achieved through such a mechanism regulating cell
cycle progression to enhance the programmed cell death.

In the multicellular organism, apoptosis is a crucial molecular process for maintaining cellular
homeostasis. Upon apoptosis induction, caspases are expressed to orchestrate the apoptotic most distinct
stages of the mechanism—the initiator and executioner phases [14]. The intrinsic (mitochondria-mediated)
and extrinsic (death receptor-mediated) apoptosis pathways are the well-known initiation pathways
that activate caspases, and both lead to the execution phase of apoptosis. Meanwhile, the extrinsic
pathway involves ligands, mainly tumor necrosis factor α (TNF-α) and FAS ligand, with their death
receptors [15,16]. The mitochondria-mediated intrinsic apoptosis pathway controls proapoptotic and
antiapoptotic proteins [17]. Cancer cells resisting apoptosis in different ways, including reducing
caspases expression, impair death receptor signaling, or disturb the balance of proapoptotic and
antiapoptotic proteins [18].

On the other hand, olive trees (Olea europaea; family Oleaceae) had been used for many centuries
as a traditional herbal drug in Mediterranean and European countries. [19]. Olive leaves also showed
anticancer properties [8,20], in addition to other pharmacological properties, including antioxidant [21],
neuroprotective, cardioprotective [22,23], hepatoprotective, antidiabetic, hypoglycemic [24–26],
anti-inflammatory [27], antiviral, and antibacterial [28,29], in addition to the anti-atherogenic effects [30].
In particular, olive products, particularly extra virgin olive oil, hold promise in various health issues [31].
The relationship between olive oil consumption and the reduced risk of cancer was previously evident
in different types of cancer, including breast [32,33], prostate [34], lung [35], liver [36], and colon cancer.
The medicinal properties of olive oil are specifically attributed to carotenoids, tocopherols, and the
most beneficial phenolic compounds.

The compound oleuropein (OL) is the most prominent polyphenol component of olives and
leaves [8]. Previous in vivo and in vitro studies suggested the potential anticancer effect of OL.
Certainly, the compound has demonstrated cytotoxic, anti-proliferative, apoptotic, and anti-metastatic
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effects in various types of cancers, including breast [37–40], colon [41,42], liver [43], prostate [44,45],
pancreatic [46], thyroid [47], osteosarcoma [48], leukemia [49], neuroblastoma [50], mesothelioma [51],
and glioblastoma cancer [52]. Furthermore, OL appears to synergize doxorubicin action against breast
tumor xenografts [53], indicating that OL was absorbed, metabolized, and infiltrated into different
organs of the mouse body [54,55].

Manipulation of the tumor microenvironment is a promising target in cancer therapy [56].
Myriads of in-vivo and in-vitro studies have emphasized the interaction of OL with different metabolic
pathways that mediate cancer. OL was found to reduce inflammatory angiogenesis by suppressing
different MMPs family members’ expression and the vascular endothelial growth factor (VEGF) by
reducing the pro-inflammatory enzyme COX2 [57]. These effects are accompanied by the activation of
the nuclear factor, NF)-κB, and reduced intracellular reactive oxygen species levels [58]. In BC, OL was
also found to prevent cancer metastasis by attenuating MMPs gene expression and upregulating the
expression of the tissue inhibitors of metalloproteinases (TIMPS) genes [40]. Moreover, OL modulates
the inflammatory pathway and inhibits the Toll-like receptor (TLR) signaling by downregulating NOS,
COX2, ERK1/2, JNK, and nuclear factor of kappa light polypeptide gene, as well as the pro-inflammatory
cytokine interleukin 6 (IL-6), interleukin 1β (IL-1β), and the gene AP-1 [59].

The previously reported anticancer effects of OL—at different concentrations up to ~4500 µM—on
different BC cell models have included MCF-7, T47D, SKBR3, and MDA-MB-231 cell lines [37–39,60–63].
However, the OL effect on MDA-MB-468 cells representing TNBC in AA women has not been
addressed. Hence, the current study was designed to compare the possible anticancer mechanisms
of the polyphenolic compound OL on MDA-MB-468 and MDA-MB-231 cell lines. In this study,
the two different TNBC cell lines were studied for cell growth, proliferation, cell cycle progression,
and apoptosis. We hypothesized in this investigation that the response of the two racially different cell
lines to OL might be exhibited through different apoptosis-related signaling pathways by impacting
the expression of various genes controlling these events.

2. Materials and Methods

2.1. Reagents and Chemicals

Oleuropein (purity ≥ 98%), Alamar Blue®, the resazurin fluorescence dye solution, and cell culture
water were purchased from Sigma-Aldrich (St. Louis, MO, USA). An Annexin V-FITC Apoptosis
Detection Kit Plus (cat. no. 68FT-Ann VP-S) was obtained from RayBiotech (Norcross, GA, USA).
Propidium Iodide Flow Cytometry Kit (cat. no. ab139418) was purchased from Abcam
(Cambridge, MA, USA). A DNA-free™ kit (cat. no. AM1907) was purchased from Thermo Fisher
Scientific Inc. (Waltham, MA, USA). An iScript™ cDNA Synthesis kit (cat. no. 170-8890), SsoAdvanced™
Universal SYBR® Green Supermix, and the Human apoptosis PCR array (SAB Target List) H96 were
purchased from Bio-Rad Laboratories (Hercules, CA, USA).

2.2. Cell Culture and Media

Two TNBC cell models, MDA-MB-231 (ATCC®HTB-26™) and MDA-MB-468 (ATCC®HTB-132™)
cells, were purchased from the American Type Culture Collection (ATCC; Manassas, VA, USA).
Cell culture media, as well as cell supplements, were purchased from ATCC, VWR International
(Radnor, PA, USA), Santa Cruz Biotechnology Inc. (Dallas, TX, USA), and Thermo USA Scientific
(Ocala, FL, USA). TNBC adherent cells were grown as monolayers in 75-mL tissue culture flasks in a
humified incubator at 37 ◦C and 5% CO2. The complete growth Dulbecco’s Modified Eagle Medium
(DMEM), containing 4 mM l-glutamine, was supplemented with 10% heat-inactivated fetal bovine
serum (FBS) and 1% penicillin/streptomycin salt solution (100 U/mL and 0.1 mg/mL, respectively).
Cells were washed with Dulbecco’s phosphate-buffered saline (DPBS) and subculture as required
with trypsin/EDTA (0.25%). DMEM supplemented with 2.5% heat inactivated FBS was used as the
experimental media.
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2.3. Cell Viability Assay

Alamar Blue® (AB®) fluorometric assay was used to measure the cytotoxic effect of OL on
two TNBC cell lines; MDA-MB-231 and MDA-MB-468 cells. Briefly, both cell lines were plated at
2 × 104 cells/100-µL/well in 96-well plates and placed overnight in a cell culture incubator of 5% CO2

at 37 ◦C. At the same time, wells containing experimental media without cells were used as blanks.
OL was solubilized in cell culture water and aliquoted before freezing at −20 ◦C. The working solution
was always prepared fresh on an experimental day. Next to overnight incubation, another 100 µL of
the experimental media, with or without OL, was added to the corresponding wells at concentration
ranges from 0 to 800 µM for MDA-MB-231 cells and from 0–400 µM for MDA-MB-468 cells. At the
end of the 48 h exposure period, all plates were subjected to AB® assay, as previously mentioned [64],
by adding 20 µL of AB® reagent to each well and re-incubating the plates at 37 ◦C and 5% CO2 for
24 h. Finally, the reduced resazurin dye was measured at an excitation/emission wavelength of 530/590
nm using a Synergy HTX Multi-Mode microplate reader (BioTek Instruments Inc., Winooski, VT, USA).
Each experiment was repeated three times.

2.4. Cell Proliferation Assay

The antiproliferative potency of OL was examined following the above cell viability assay.
However, the number of cells under investigation was 1 × 104 cells/100 µL/well. We also treated cells
for 72 and 96 h with OL at concentrations ranging from 0 to 350 µM for MDA-MB-231 cells and 0 to
250 µM for MDA-MB-468 cells.

2.5. Cell Cycle Analysis

Flow cytometric analyses were performed to evaluate the effects of OL on cell cycle distribution
in two TNBC cell models. Briefly, both MDA-MB-231 and MDA-MB-468 cells were seeded at
1.5 × 106 cells/T25 cell culture flasks and kept overnight. Cells were then treated with OL for 48 h at
concentration levels 0–400 µM for MDA-MB-231 and 0–150 µM for MDA-MB-468 in a final volume
of 6 mL/flask. Floating and attached cells were harvested, centrifuged, washed in DPBS, and fixed
in cold 70% ethanol. The suspended cells were pelleted, washed in DPBS, gently resuspended in 1X
propidium iodide (PI) + RNase staining solution, and incubated in the dark for 30 min at 37 ◦C. Lastly,
cells were analyzed using a FACSCalibur flow cytometer (BD Biosciences, San Jose, CA, USA).

2.6. Apoptosis Assay

The apoptotic effect of OL was established in MDA-MB-231 and MDA-MB-468 cells using the
previously described protocol [65]. Briefly, in two separate sets, MDA-MB-231 and MDA-MB-468
cells were plated at 5 × 105 cells/well in 6-well plates and incubated overnight under 37 ◦C and 5%
CO2 humidified atmosphere. Cells were treated with OL at optimized concentrations ranging from
0 to 700 µM for MDA-MB-231 cells and 0 to 300 for MDA-MB-468 cells. Respective control cells
were exposed to only experimental media. After 48 h, cells from each well were collected by gentle
trypsinization, pelleted, and washed twice in DPBS. Cell pellets were then suspended in 500 µL of
1X Annexin V binding buffer, gently vortex, and labeled with 5 µL each of Annexin V-FITC and PI.
The apoptotic effect was quantified within 10 min, using a FACSCalibur flow cytometer (BD Biosciences,
San Jose, CA, USA). For each sample, the flow cytometer collects 1 × 104 events. Unstained cells are
considered alive, while cells stained with Annexin V are undergoing apoptosis. Cells that are stained
with both reagents are considered at the late apoptosis or necrosis phase.
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2.7. Gene Expression Quantification

2.7.1. RNA Extraction by TRIzol

For each TNBC cell line, two T-75 flasks with 6 × 106 cells designated for the control and treated
cells were placed overnight at 37 ◦C, and 5% CO2 humidified incubator. Based on the cell viability and
apoptosis assays data, each cell line was treated with OL at a concentration correlated to the IC50 value
that shows an insignificant necrotic effect (500 µM in MDA-MB-231 cells and 250 µM in MDA-MB-468
cells) [66–68]. Control cells were exposed only to the experimental media. After a 48-h incubation
period with/without OL, the cells from each flask were collected, centrifuged for 5 min at 1000 rpm, and
the cell pellets were washed twice with DPBS. As recommended by the manufacturer, the total RNA
was extracted from each sample by homogenization with 1 mL of TRIzol reagent. The phase separation
step was completed by adding 0.2 mL of chloroform to each sample, vortexed for 30 s, and incubated
for 3 min at room temperature. The samples were then centrifuged at 10,000× g for 15 min at 8 ◦C.
RNA rich upper aqueous phase was aspirated into another centrifuge tubes, combined with 500 µL
of isopropyl alcohol to precipitate the RNA. The obtained RNA pellets were then carefully washed
with 75% ethanol, air-dried for 10 min, dissolved in nuclease-free water (~30–50 µL), and stored at
−80 ◦C freezer.

2.7.2. Complementary DNA (cDNA) Synthesis

The purity and the concentration of the dissolved RNA were evaluated for each sample using a
NanoDrop spectrophotometer (NanoDrop Technologies; Thermo Fisher Scientific Inc.). Following the
manufacturer’s protocol, RNA (5 µg/mL) was incubated with a 1X DNase cocktail for 30 min at 37 ◦C,
and the reaction was stopped by adding DNase inactivator. The samples were again centrifuged at
9000 rpm for 3 min to precipitate unwanted DNA. For first-strand cDNA synthesis, reverse transcription
(RT) of the purified RNA samples was performed using the iScript™ cDNA Synthesis kit. Briefly,
in each well of the 96-well PCR plates, 5 µL of the DNA-free supernatant was combined with 9 µL of
nuclease-free water and 6 µL of advanced reaction mix reverse transcriptase cocktail. Lastly, the PCR
plates were subjected to the RT reaction as follows: RT for 20 min at 46 ◦C, and RT inactivation for
1 min at 95 ◦C. The obtained cDNA for each sample was kept in a −80 ◦C freezer for later PCR run.

2.7.3. Quantitative Reverse Transcription-Polymerase Chain Reaction (qRT-PCR) Apoptosis Array

The 96-well apoptosis array was loaded with 10 µL each of the synthesized cDNA (2.3 ng) and
SsoAdvanced™Universal SYBR® Green Supermix for a final volume of 20 µL/well. The plate was then
placed on a low-speed shaker for 5 min and centrifuged at 1000× g for 1 min. Bio-Rad CFX96 Real-Time
System (Bio-Rad Laboratories, Hercules, CA, USA) was used to establish the fluorescent quantification
in PCR. The cDNA was amplified under 39 thermo-cycling of denaturation, starting with 30 s activation
at 95 ◦C, 10 s denaturation at 95 ◦C, and 20 s annealing at 60 ◦C. The final extension step was completed
at 65 ◦C for 31 s. For each cell line, qRT-PCR data were validated by three independent experiments.

2.8. Statistical Analysis

GraphPad Prism 6.2 software (GraphPad Software Inc., San Diego, CA, USA) was used to analyze
the data for the current study. All data points present the average of at least two independent
experiments and are expressed as the mean ± SEM. For the viability and proliferation assays, the IC50

value of each experiment was determined by a nonlinear regression model of log (inhibitor) vs.
normalized response-variable slope on the software with the R2 best-fit of lowest 95% confidence
interval. The average of IC50 +/− SEM of the biological replicates was calculated on an Excel sheet.
Apoptosis and cell cycle distribution acquisition and data analysis were presented using CellQuest
software (BD Biosciences, San Jose, CA, USA). Gene expression quantification was analyzed using
the CFX 3.1 Manager software (Bio-Rad Laboratories, Hercules, CA, USA). The significance of the
difference was determined using one-way or two-way analysis of variance (ANOVA) followed by
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Bonferroni’s multiple comparison test. An unpaired Student t-test was used for comparing two
data sets. Generally, a difference was considered significant at * p < 0.05 (as indicated in the figures
and legends).

3. Results

3.1. Oleuropein Decreases the Cell Viability of Triple-Negative Breast Cancer Cells

To investigate the anticipated anticancer effect of OL in TNBC, we evaluated cell viability in two
racially different TNBC cell models, MDA-MB-231 and MDA-MB-468 cells, at concentration ranges of
0–700 and 0–400 µM of OL, respectively. The dose–response curve implies a higher sensitivity (~2-fold
more) of MDA-MB-468 cells to the compound, compared with its counterpart cell line, MDA-MB-231
(IC50 = 492.45 ± 3.28 µM for MDA-MB-231 cells (Figure 1A) and 266.5 ± 5.24 µM for MDA-MB-468
cells (Figure 1B) at a 48 h exposure period. A highly significant cytotoxic effect (p < 0.0001) was also
identified in both cell lines, at 100–700 µM in MDA-MB-231 and 100–400 µM in MDA-MB-468. A small
but significant decrease in cell viability was also detected in MDA-MB-468 cells at 50 µM (p < 0.01).
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Figure 1. Cytotoxic effect of oleuropein (OL) on (A) MDA-MB-231 and (B) MDA-MB-468. Triple-negative
breast cancer (TNBC) cell lines were seeded at 2 × 104 cells/100-µL/well in 96-well plates and treated
for 48 h with increasing concentrations of OL ranges of 0–800 µM in MDA-MB-231 cells and 0–400 µM
in MDA-MB-468 cells in a final volume of 200 µL of the experimental media. The graph illustrates
the cell viability data expressed as percentages of cell survival compared to the control. The data
points represent the average ± standard error of the mean (SEM) of three independent studies, n = 5.
One-way analysis of variance (ANOVA) followed by Bonferroni’s multiple comparisons test was used
to determine the significance of the difference between the control vs. treated groups. The difference
was considered significant at ** p < 0.01 and **** p < 0.0001. ns, nonsignificant.

3.2. Oleuropein Inhibition of the Growth Rate in Triple-Negative Breast Cancer Cells

The antiproliferative effects of OL were assessed using AB® assay to measure the indirect
cytotoxic effect of the compound at a longer exposure period as implied by the reduced growth
rate in MDA-MB-231 and MDA-MB-468 cells. The antiproliferative effects of the compound were
demonstrated in a dose- and time-dependent response compared to the control cells (Figure 2). Overall,
the data obtained were consistent with the viability study data. MDA-MB-468 cells were more sensitive
to the compound than MDA-MB-231 cells. In both tested cell lines, OL significantly inhibited cell
proliferation (p < 0.0001) at the 72 and 96 h exposure periods vs. the control (Figure 2A,B). Furthermore,
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the compound induced antiproliferative effects at 72 vs. 96 h incubation periods. Meanwhile, the highly
significant (p < 0.0001) inhibition of cell proliferation between these two periods was found at all
tested concentrations of OL in both cell types (Figure 2A,B); a nonsignificant effect was detected in
MDA-MB-468 cells at the lowest tested concentration (25 µM) of the compound (Figure 2B). Indeed,
cell proliferation inhibition is verified by the decrease in the IC50 values from 159.70 to 92.43 µM in
MDA-MB-468 cells and from 225.65 to 98.78 µM in MDA-MB-231 cells at the 72 vs. 96 h period of
exposure. Interestingly, at the 96-h incubation period, the minor difference between the obtained IC50

values for both cell lines suggest a similar response to the compound.
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Figure 2. Antiproliferative effect of oleuropein (OL) in (A) MDA-MB-231 and (B) MDA-MB-468 TNBC
cell lines. Both cell lines were seeded in 96-well plates at 1 × 104 cells/100-µL/well and incubated
for 72 and 96 h with OL at concentration ranges of 0 to 350 µM or 0–250 µM in MDA-MB-231 and
MDA-MB-468 cells, respectively. Each data point presents the average ± SEM of two independent
experiments; n = 5 each. One-way and Two-way ANOVA tests, followed by Bonferroni’s multiple
comparisons test, were used to calculate the p-values for the difference between control vs. 72 or 96 h
exposure (*) or between the different exposure periods (#), respectively. ****/#### p < 0.0001 indicate a
statistically significant difference. ns, nonsignificant.

3.3. Oleuropein-Induced Cell Cycle Arrest in Triple-Negative Breast Cancer Cells

To comprehend the mechanism provoking the cytotoxic and antiproliferative effects of OL,
flow cytometric analysis using PI staining was performed to evaluate the early effect of the compound
on cell cycle distribution after 48 h exposure at 0–400 µM in MDA-MB-231 (Figure 3A) and 0–150 µM
in MDA-MB-468 (Figure 3B). The data show that DNA fluorescent content frequency histograms
indicate the ability of OL to impact cell cycle progression. However, the two cell models showed
a similar response; the susceptibility of MDA-MB-468 to the compound was ~3-folds higher
than that for MDA-MB-231 cells. Notably, the three cell cycle phases were significantly affected
(p < 0.05–p < 0.0001) in MDA-MB-468 cells at all tested OL concentrations. Meanwhile, MDA-MB-231
showed a significant response only at the highest tested concentration of the compound (400 µM).
The data showed that the significant increase in S-phase (p < 0.0001) was accompanied by a decrease
in G0/G1 (p < 0.001–p < 0.0001). Indeed, a more than 10% increase in S-phase was measured in both
OL-treated cell types, compared to the control cells (34.69 ± 1.08 vs. 21.60 ± 0.35 in MDA-MB-231 and
36.85 ± 0.47 vs. 25.14 ± 0.49 in MDA-MB-468). These events were induced in MDA-MB-231 cells at
400 µM, accompanied by an increase in the number of dead cells (Sub G1, ~15%), as observed to the left
of the G0/G1 peak in Figure 3A. Meanwhile, the same S-phase arrest was measured in MDA-MB-468
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cells at 150 µM and resulted in a significant reduction in the G2/M phase (p < 0.01). Together with
proliferation data, these results point to a different mechanism of OL in MDA-MB-468 that is more
effective than the mechanism by which OL impacts the MDA-MB-231 cell line.
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Figure 3. Effect of oleuropein (OL) on cell cycle distribution in (A) MDA-MB-231 and (B) MDA-MB-468
TNBC cell lines. Both cell lines were treated for 48 h with OL at three different doses between 0 and
400 µM in MDA-MB-231 cells and 0 and 150 µM in MDA-MB-468 cells. PI fluorescence histograms
show flow cytometry analysis of cell distribution. FACSCalibur software was used to analyze the
percentage of different phases in OL-treated samples vs. control. One-way ANOVA, followed by
Bonferroni’s multiple comparisons test, was used to determine the p-values for the difference between
the control and treated cells at different cell cycle phases. The difference was considered significant at
* p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001.

3.4. Oleuropein-Stimulated Apoptotic Effect in Triple-Negative Breast Cancer Cells

Further flow cytometry study was conducted, using an Annexin V-FITC apoptosis kit to decipher
a possible mechanism underlying the varied antiproliferative, cell cycle arrests, and possible apoptotic
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effect in OL-treated TNBC cells. The apoptotic effect of OL at the 48-h exposure period in both
MDA-MB-231 and MDA-MB-468 cell lines was assessed, as illustrated in Figure 4. The flowcytometric
analysis suggested that apoptosis could be among the events leading to cell death. Indeed, the data
showed a significant dose-dependent increase (p < 0.05–p < 0.0001) in the percentage of apoptotic cells
compared with the untreated control (Figure 4A,B). The apoptotic effect (early and late apoptosis) of the
compound was more profound in MDA-MB-468 cells (~4-fold-more) than its counterpart; MDA-MB-231
cells showed a slower increase in apoptosis. When exposed to 300 µM of OL, a profound 80% of
the MDA-MB-468 cells were in the apoptotic phase; meanwhile, 25% of MDA-MB-231 cells analyzed
exhibited apoptotic effects at 700 µM. While necrotic cells appeared in MDA-MB-231 cells, a negligible
percentage of necrosis was detected in its counterpart, MDA-MB-468 cells. Thus, the obtained data
suggested apoptosis as the anticipated primary mode of cell death in OL-treated MDA-MB-468 cells of
the AA origin. On the other hand, MDA-MB-231 exhibited higher resistance to apoptosis and tended
to undergo necrosis.
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Figure 4. Apoptotic effects of oleuropein (OL) in (A) MDA-MB-231 and (B) MDA-MB-468 TNBC
cell lines. TNBC cells were exposed to OL for 48 h at concentrations ranging from 0 to 700 µM in
MDA-MB-231 cells and 0–300 µM in MDA-MB-468 cells, while untreated control cells were incubated
only with experimental media. Treated and control cells were labeled using an Annexin-V-FITC
apoptosis kit. The percentage of apoptotic and necrotic cells in each sample was analyzed using
CellQuest software. Each data point in the bar graphs represents the mean ± combined percentage of
early and late apoptotic cells and the SEM of two independent studies with n = 3 each. The significance of
the difference between each treatment vs. control was calculated using one-way ANOVA, followed by
Bonferroni’s multiple comparisons test. * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001
indicated the statistically significant difference. ns, nonsignificant. FL1-H, Annexin V-FITC, and FL2-H,
propidium iodide.
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3.5. Gene Expression Alteration in OL-Treated Triple-Negative Breast Cancer Cells

In further analysis, quantitative real-time PCR was used to assess the transcriptomic level of
apoptosis-related genes in OL-treated TNBC cells. Each cell line was treated with a distinct concentration
related to the IC50 value (500 µM in MDA-MB-231 cells and 250 µM in MDA-MB-468 cells, Figure 1).
These chosen doses did not cause a considerable necrotic effect in the flow cytometry apoptosis analysis
(Figure 4). Profiling the normalized mRNA expression for cells under investigation provided intuition
into OL’s impact on various apoptosis-linked genes; however, we presented only the significantly altered
mRNAs. Taken together, the red dots represent the upregulated genes (Figure 5A,B); meanwhile, the green
dots refer to the downregulated genes that were observed only in MDA-MB-231 cells (Figure 5A). For both
cell lines, the black dots indicate the unchanged gene expression (Figure 5A,B).
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Figure 5. Classification of apoptosis-related gene expression induced by oleuropein (OL) in (A)
MDA-MB-231 and (B) MDA-MB-468 TNBC cells. A volcano plot was performed to categorize and
display upregulated (red), repressed (green), or unchanged (black) mRNA gene expression after a 48 h
treatment period with 500 µM in MDA-MB-231 cells and 250 µM in MDA-MB-468 cells. The upregulated
apoptosis-related genes were highly recognizable in MDA-MB-468 cells more than in MDA-MB-231
cells; meanwhile, green spots were only evident in MDA-MB-231 cells.

Remarkably, MDA-MB-468 cells showed superiority over MDA-MB-231 cells regarding the
number of altered genes and the fold-change (Table 1). Hence, the results may explain the higher
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anticancer potency of OL against MDA-MB-468 cells. A total of 14 genes expressed a significant increase
(p < 0.05–p < 0.001) in their mRNA level (between 3.07 and 39.81-fold) upon MDA-MB-468 exposure
to 250 µM of OL. Among these upregulated genes, caspase 1 (CASP1) had the highest fold increase
(39.81-fold), followed by four genes with upregulations ranged from 29.09-18.31-fold, including growth
arrest and DNA damage-inducible 45 alpha (GADD45A), cytochrome c somatic (CYCS), bifunctional
apoptosis regulator (BFAR), and Fas-associated via death domain (FADD). Additionally, six genes were
significantly impacted with 5.36–7.43-fold upregulation: CASP8 and FADD-like apoptosis regulator
(CFLAR), tumor necrosis factor (TNF) receptor superfamily 21 (TNFRSF21), B-cell lymphoma/leukemia
10 (BCL10), B-Raf proto-oncogene (BRAF), a baculoviral inhibitor of apoptosis (IAP) repeat-containing
3 (BIRC3), and BCL-2 interacting protein 3 (BNIP3). The least upregulated three genes with a 3–4-fold
increase were caspase 14 (CASP14), BCL-2 interacting protein 2 (BNIP2), and BH3 interacting domain
death agonist (BID).

Table 1. A comparative illustration of oleuropein (OL) impacts mRNA gene expression in MDA-MB-231
and MDA-MB-468 TNBC cells after 48 h exposure period.

Control vs. Treated MDA-MB-231 Cells Control vs. Treated MDA-MB-468 Cells

Target
Gene Fold (+/−) p-Value Target

Gene Fold (+) p-Value

BIRC3 +3.18 0.0184 CASP1 +39.81 0.0272
RIPK2 +2.54 0.0374 GADD45A +29.09 0.0028

TNFRSF10A +2.13 0.0090 CYCS +24.87 0.0046
CASP4 +1.98 0.0024 BFAR +21.19 0.0054
CASP6 −2.60 0.0202 FADD +18.31 0.0271

PYCARD −3.14 0.0302 CFLAR +7.43 0.0094
BIRC5 −3.33 0.0076 TNFRSF21 +7.06 0.0127

TNFRSF11B −16.34 0.0060 BCL10 +6.95 0.0008
BRAF +6.16 0.0221
BIRC3 +5.50 0.0002
BNIP3 +5.36 0.0157

CASP14 +3.51 0.0029
BNIP2 +3.09 0.0010

BID +3.07 0.0135

In MDA-MB-231 cells (left panel): a baculoviral inhibitor of apoptosis (IAP) repeat-containing 3 (BIRC3),
receptor-interacting serine/threonine kinase 2 (RIPK2), TNF receptor superfamily 10A (TNFRSF10A), and caspase
4 (CASP4) were upregulated, while caspase 6 (CASP6), pyrin domain (PYD) and caspase recruitment domain
(CARD)-containing (PAYCARD), baculoviral IAP repeat-containing 5 (BIRC5), and TNF receptor superfamily member
11B (TNFRSF11B) were repressed. Comparably, in MDA-MB-468 cells (right panel), all genes were upregulated,
including caspase 1 (CASP1), growth arrest and DNA damage-inducible 45 alpha (GADD45A), cytochrome c
somatic (CYCS), bifunctional apoptosis regulator (BFAR), Fas-associated via death domain (FADD), CASP8 and
FADD-like apoptosis regulator (CFLAR), TNF receptor superfamily 21 (TNFRSF21), B-cell lymphoma/leukemia
10 (BCL10), B-Raf proto-oncogene (BRAF), a baculoviral inhibitor of apoptosis (IAP) repeat-containing 3 (BIRC3),
BCL-2 interacting protein 3 (BNIP3), caspase 14 (CASP14), BCL-2 interacting protein 2 (BNIP2), and BH3 interacting
domain death agonist (BID), whereas no genes were inhibited.

At 500 µM concentration level, oleuropein impacted the regulation of 8 genes in MDA-MB-231
cells (Table 1). However, the fold-change was smaller compared to its counterpart, MDA-MB-468
cells. The mRNA levels were significantly upregulated in four genes (p < 0.05–p < 0.01) with a
1.98–3.18-fold increase, including (BIRC3), receptor-interacting serine/threonine kinase 2 (RIPK2),
TNF receptor superfamily 10A (TNFRSF10A), and caspase 4 (CASP4). On the other hand, another four
genes were downregulated with TNF receptor superfamily member 11B (TNFRSF11B) being the most
profoundly downregulated (−16.34-fold), followed by three slightly downregulated genes, including
baculoviral IAP repeat-containing 5 (BIRC5), pyrin domain (PYD), and caspase recruitment domain
(CARD)-containing (PAYCARD), and caspase 6 (CASP6) was the least repressed (2.60-fold decrease).

BIRC3 mRNA was the only significantly upregulated gene in both cell types; yet the fold increase
in MDA-MB-468 cells was higher than that in MDA-MB-231 cells (5.50 vs. 3.18-fold). Our data



Nutrients 2020, 12, 3755 12 of 23

constructively draw attention to the different response mechanisms exhibited by two racially different
TNBC cells in response to OL.

4. Discussion

The relationship between olive oil consumption and the reduced risk of breast cancer has been
previously established [31,32]. Olive oil medicinal properties were attributed to its natural polyphenolic
contents that have received considerable attention for their use as a cancer chemopreventive and
chemotherapeutic agents [31,32]. The compound oleuropein (OL) is the most prominent polyphenol
component of olives and leaves [8]. Meanwhile, the cell cycle-mediated apoptosis pathway is
considered a rational approach for enhancing tumor sensitivity in coordination with anticancer
agents [69]. The current study provides an analysis of apoptotic proteins participating in the anticancer
effect OL. The results suggest two markedly different mechanisms in altering apoptosis-related gene
expressions between the two genetically different TNBC cell lines: MDA-MB-231 and MDA-MB-468.
These differences suggest that the specific therapeutic approach for TNBC must take into account the
variability in the genetic background.

The data obtained in our study indicate the anticancer effects of OL in the two different
triple-negative breast cancer (TNBC) cell lines. The polyphenol OL was found to induce cytotoxic effects
and inhibit the proliferation rate in both MDA-MB-231 and MDA-MB-468 cell lines. The cytotoxicity
studies (Figure 1), proliferation assays (Figure 2), and cell cycle distribution analysis (Figure 3) indicated
the different responses in these two cell lines. The results obtained show that MDA-MB-468 cells were
more sensitive to OL than the MDA-MB-231 cell line. Compared to the currently used chemotherapy
drugs, our recently published study [64] indicated the IC50 values for TNBC cells following 72 h of
exposure to doxorubicin as 1.69 ± 0.11 and 0.23 ± 0.003 µM in MDA-MB-231 and MDA-MB-468 cells,
respectively. Even though the compound induced S-phase arrest in both cell lines, MDA-MB-468 cells
were more susceptible to apoptosis compared to MDA-MB-231 cells (Figure 4). Our gene analysis
investigation demonstrated OL’s ability to impact a different subset of genes mediating apoptosis in
these TNBC cell lines (Figure 5).

Furthermore, the apoptosis-related genetic quantification indicates the higher vulnerability of
MDA-MB-468 to OL than the MDA-MB-231 cell line, as indicated by a significantly higher fold-increase
in the number of altered genes (Table 1). The ability of OL to suppress cell proliferation and stimulate
apoptosis through S-phase cell cycle arrest in both cells is consistent with previous studies on BC cells
at 200 µM [70]. Our data are also supported by a previous study that linked S-phase cell cycle arrest to
particular apoptosis-related genes [71].

In the current study, the alteration of gene expression signature suggests the potency of OL to
induce apoptosis through intrinsic and extrinsic pathways. Gene expression profiling in our study
demonstrated that OL induced higher apoptosis-related transcriptional impacts in MDA-MB-468 cells
than in MDA-MB-231 cells. Indeed, the most 14 significantly altered genes that were detected in
MDA-MB-468 cells were all upregulated. In comparison, in MDA-MB-231, genes were altered with
twice the concentration of OL used for MDA-MB-468. Our results suggest that OL caused differential
gene expression changes to the TNBC gene, depending on the cell genotype.

Caspases, the cysteinyl aspartate proteases, naturally sustain cellular homeostasis by regulating
apoptosis [72,73]. The data analysis from the current study revealed the impact of OL on different
caspases. In MDA-MB-468 cells, OL predominantly upregulated CASP1, followed by CASP14. Instead,
CASP4 was upregulated, while CASP6 was downregulated in MDA-MB-231 cells (Table 1). The three
caspases, CASP1, CASP4, and CASP14, are apoptosis initiator caspases [74,75] that mediate the innate
immune responses to cellular stress [76] and stimulate pyroptosis, a type of cell death [77,78]. On the
other hand, CASP14 is involved in cornification, a unique type of programmed cell death other than
apoptosis [79,80]. We propose that the anticancer effect of OL on the MDA-MB-468 cell does not rely
solely on apoptosis, but also pyroptosis and/or cornification mechanism could also be involved.
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CASP1 is the most upregulated gene (39.81-fold) in OL-treated MDA-MB-468 cells. Unlike healthy
breast cells, low expression of CASP1 in various types of cancer, including BC, is closely associated
with decreased apoptosis and cancer cell enhancement [81]. On the contrary, upregulated CASP1
in fibroblasts induces apoptosis that precedes cell death [82]. Previous reports also suggested that
CASP1 activates BID and is involved in the intrinsic mitochondrial apoptotic pathway [83,84]. Hence,
our results suggest the substantial contribution of CASP1 to the observed apoptotic effect in OL-treated
MDA-MB-468 TNBC cells and recommend CASP1 as a novel target in BC patients.

In MDA-MB-231 cells, OL induced differential responses in CASP4 and CASP6 (Figure 6 and
Table 1). Our finding is consistent with those previously reported the association between CASP4
and the endoplasmic reticulum (ER) stress-induced intrinsic apoptotic pathway [85–87]. Surprisingly,
the downstream effector and executioner, CASP6, was downregulated in MDA-MB-231 cells and could
be another reason for the weak apoptotic effect in OL-treated MDA-MB-231.Nutrients 2020, 12, x FOR PEER REVIEW 14 of 24 
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Four members of the TNF receptor superfamily (also known as death receptor, DR) were differently
altered in OL-treated TNBC cells. Inversely altered TNFRSF10A and TNFRSF11B in MDA-MB-231
cells versus the highly upregulated mRNA in TNFRSF21 and FADD in MDA-MB-468 cells. In our
study, TNFRSF11B was significantly downregulated in OL-treated MDA-MB-231 cells. This gene
is expressed in various cancer types and is considered a prognostic marker in MDA-MB-231 TNBC
cells [88]. TNFRSF11B overexpression has multiple implications in cancer invasion, metastasis, as well
as poor prognosis [89–91]. This gene also enhances cancer cell survival by resisting apoptosis induced
by a member of the TNF superfamily known as TNF-related apoptosis-inducing ligand (TRAIL) [90].
Therefore, the dramatic repression of TNFRSF11B expression is suggested to be the main contributor to
the apoptotic effect in the OL-treated MDA-MB-231 cell line.

In MDA-MB-468 cells, the significantly upregulated FADD receptor may be involved in the
extrinsic and TRAIL-induced apoptotic pathway through caspase activation [92,93] and the vital role in
BID cleavage [73]. Consistent with previous findings in BC [94], the upregulated expression of FADD
in MDA-MB-468 could mediate the observed S-phase cell cycle arrest and apoptosis. The upregulated
TNFRSF21 (DR6), which appeared in the treated MDA-MB-468 cells under investigation, was previously
reported to induce apoptosis [95,96], possibly through the mitochondria-mediating pathway and Bax
interaction [97]. However, a slight but significant augmentation of TNFRSF10A (DR4) was measured in
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MDA-MB-231cells. Consistent with the previous findings, the upregulated TNFRSF10A could mediate
cell cycle arrest, antiproliferative, and apoptotic effects [98,99].

In MDA-MB-468 cells, BCL10 mRNA was the only altered member of the CARD family.
The proapoptotic gene, BCL10 [108], triggers apoptosis by activating the apoptotic protease activating
factor (Apaf-1)-caspase-9 pathway via a CASP8-independent mechanism [109]. Moreover, as an
immune signaling adaptor, BCL10 mediates immune response and could trigger cell cycle arrest [110].
In BCL10-transfected BC cells, the overexpression of the gene was linked to apoptosis [109,111].
Collectively, our results are consistent with those previously reported.

Bcl-2 family members control mitochondrial membrane permeability and are crucial regulators of
cell death and cell survival [112]. Four proapoptotic genes belonging to this family were upregulated
in OL-treated MDA-MB-468 cells: BNIP2, BNIP3, and BID, together with the dramatically upregulated
CYCY, which possibly has a dual role (Table 1). The gene CYCS can suppress the antiapoptotic proteins
and activate the proapoptotic proteins of the BCL2 family, leading to an increase in the mitochondrial
membrane permeability and allow more CYCS release into the cytosol [113].

Structurally, the death-inducing mitochondrial BNIP proteins BNIP2 and BNIP3 are characterized
by the Bcl-2 homology domain 3 (BH3). The most familiar member, BNIP3, also contains a C-terminal
transmembrane hydrophobic domain, and both domains are vital in stimulating the mitochondrial
intrinsic apoptosis pathway [114–116]. Given the previous literature, overexpressed BNIP3 induces
both caspase-dependent [117] and caspase-independent apoptosis, and autophagy [118], in addition to
caspases-independent necrosis-like cell death [119]. Furthermore, a relationship between the elevation
of BNIP3 expression, cell cycle arrest, and apoptosis was previously reported [120]. Similarly, the BID
mRNA upregulation was measured in MDA-MB-468 cells, compared with the respective untreated
controls (Table 1). The proapoptotic protein BID triggers the intrinsic apoptosis pathway through
the permeabilizing mitochondrial membrane to facilitate apoptotic protein release such as CYCS and
activate caspases [121]. Further reports suggested the role of BID in DNA damage-stimulated apoptosis
and S-phase cell cycle arrest [71,122]

The proapoptotic gene, GADD45A, was the second most upregulated gene in OL-treated
MDA-MB-468 cells, after CASP1, which is a p53 and DNA damage response gene. As an inducible
stress gene, GADD45A regulates many biological processes, including DNA repair, apoptosis induction,
and cell cycle regulation [123,124]. Particularly in the aggressive TNBC cells, low expression of
GADD45A was strongly associated with lacking the three hormonal receptors, ER, PR, and Her2 [125].
Our results are consistent with previous reports from others, where GADD45A has been shown to
induce antiproliferative effects and S-phase cell cycle arrest [126] and activating both JNK and/or p38
MAPK signaling pathways [124,127]

On the other hand, a multidomain antiapoptotic gene, BFAR, was significantly upregulated in
MDA-MB-468 cells (~21-fold). BFAR was found to inhibit both extrinsic and intrinsic apoptosis pathways
to enhance cell growth [128]. In BC, an upregulation of BFAR was observed after chemotherapy [129].
These findings may explain the increase in BFAR mRNA, following MDA-MB-468 cells exposure to OL,
as a resistance mechanism.

Another upregulated antiapoptotic gene in OL-treated MDA-MB-468 cells is the BRAF gene
that encodes serine/threonine-protein kinase B-RAF [130]. The mutated BRAF gene is a downstream
effector in the MAPK signaling pathway, which controls many cellular processes, including cell growth,
proliferation, differentiation, apoptosis, and migration [131]. The previous reports may be controversial
about the BRAF effect in BC [132–134], even though more recent study presents the BRAF gene as an
antiapoptotic agent, which could be exhibited in OL-treated MDA-MB-468 cells to resist apoptosis.
However, to comprehend the anticipated mechanism of the BRAF gene in apoptosis, further molecular
investigations are required.

In OL-treated MDA-MB-468 cells, a significant and high level of the antiapoptotic gene CFLAR
was expressed. The gene CFLAR has many isoforms with controversial roles, either as an apoptosis
inducer [135,136] or inhibitors of the death-receptor-induced apoptosis pathway that prevented
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CASP8 activation [68,137,138]. Therefore, the increase in CFLAR mRNA in our study without any
significant alteration of CASP8 may support the later findings that suggest the antiapoptotic action of
the gene. Moreover, OL altered the expression of the antiapoptotic survivin BIRC3 (cIAP2) and BIRC5
(survivin). These two members of the inhibitor of apoptosis family (IAP) [139]—with their baculoviral
IAP repeat (BIR) domains—play a crucial role in controlling proliferation, differentiation, as well as
apoptosis [140,141]. In TNBC—MDA-MB-231 and MDA-MB-468—elevated BIRC3 and BIRC5 were
found, compared with the normal breast cells [142,143]. These proteins block the apoptosis pathway
by inhibiting caspases activation [72,144], leading to aggressive tumorigenesis, metastasis, and a poor
clinical outcome [145–147]. In our study, the BIRC3 mRNA expression was significantly upregulated
in both cell types under investigation. Interestingly, the BIRC3 upregulation in MDA-MB-231 was
concomitant with repression in BIRC5, which leads to cell cycle arrest [148]. According to these previous
reports, we suggest BIRC5 repression in MDA-MB-231 cells as an exhibition of submissive apoptosis.

5. Conclusions

The current study demonstrated the molecular mechanism underlying the apoptotic effect of
the polyphenolic compound oleuropein (OL) in TNBC cells, MDA-MB-231, and MDA-MB-468 cells
(Figure 6). The compound induced cytotoxic and antiproliferative effects accompanied by apoptosis in
response to S-phase cell cycle arrest. Meaningfully, the variation in the molecular profiles between AA
and CA BC patients—including protein and gene expressions, somatic mutations, somatic DNA copy
number alteration (CNA), and DNA methylation patterns [149], might explain the obtained different
genetic response to OL in the two cell lines under investigation. Nonetheless, MDA-MB-468 cells were
remarkably more susceptible to the compound than MDA-MB-231 cells were. In MDA-MB-468 cells,
many apoptosis-involved genes with a dramatic higher fold increase were measured, including two
members of the caspase family (CASP1 and CASP14), proapoptotic genes (GADD45A, BNIP2, BNIP3,
BID, and BCL10), two members of the TNF receptor superfamily (FADD and TNFRSF21), in addition
to CYCS and CFLAR genes. These genes were previously found to augment apoptosis by triggering
intrinsic, extrinsic, or both apoptotic pathways (Figure 6).

For MDA-MB-231 cells, the upregulation of BIRC3, RIPK2, and the downregulation of CASP6 and
PYCARD interpret the weaker apoptotic effect in OL-treated cells. However, apoptosis was mainly
endorsed by the downregulation of the antiapoptotic gene TNFRSF11B and the survivin BIRC5 and the
minor upregulation of CASP4, even with alteration in genes resisting apoptosis induction (Figure 6).
OL was found to overcome their effects and induced apoptosis in both TNBC cell models.

As an in vitro investigation, our study has some limitations. While we examined the anticancer
effect of OL in two different BC cells, this study did not investigate normal breast cells or include
in vivo studies. The study also lacks measuring the impact of OL on protein levels to support our
gene microarray assays. Furthermore, the TNBC cell lines studied, MDA-MB-468 and MDA-MB-231,
as basal-like 1 and mesenchymal, respectively—are structurally different. Despite these limitations,
the study provided an overview of the molecular mechanisms of oleuropein in the two TNBC
genetically diverse cell lines. The results indicated that the two cell lines were markedly different in the
anticancer effect and mechanisms of the ability of oleuropein to alter apoptosis-related gene expressions.
The results obtained from this study should also guide the potential utilization of oleuropein as an
adjunct therapy for TNBC to increase chemotherapy effectiveness and prevent cancer progression.
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Gündüz, C. Investigation of the synergistic effects of paclitaxel and herbal substances and endemic plant extracts on cell
cycle and apoptosis signal pathways in prostate cancer cell lines. Gene 2019, 687, 261–271. [CrossRef]

100. Conway, K.E.; McConnell, B.B.; Bowring, C.E.; Donald, C.D.; Warren, S.T.; Vertino, P.M. TMS1, a novel
proapoptotic caspase recruitment domain protein, is a target of methylation-induced gene silencing in human
breast cancers. Cancer Res. 2000, 60, 6236–6242.

101. McConnell, B.B.; Vertino, P.M. TMS1/ASC: The cancer connection. Apoptosis Int. J. Program. Cell Death 2004,
9, 5–18. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/0092-8674(93)90486-A
http://dx.doi.org/10.1006/mcne.2002.1136
http://www.ncbi.nlm.nih.gov/pubmed/12213439
http://dx.doi.org/10.1083/jcb.149.3.613
http://www.ncbi.nlm.nih.gov/pubmed/10791975
http://dx.doi.org/10.1083/jcb.200310015
http://dx.doi.org/10.4049/jimmunol.176.3.1340
http://dx.doi.org/10.1042/CS20050175
http://dx.doi.org/10.1002/cam4.277
http://dx.doi.org/10.1007/s10549-005-2419-8
http://dx.doi.org/10.1007/s00428-003-0845-8
http://dx.doi.org/10.1016/S1074-7613(00)80211-3
http://dx.doi.org/10.1007/s10103-014-1547-y
http://www.ncbi.nlm.nih.gov/pubmed/24573956
http://dx.doi.org/10.1038/sj.bjc.6602955
http://www.ncbi.nlm.nih.gov/pubmed/16450001
http://dx.doi.org/10.1155/2017/2754756
http://www.ncbi.nlm.nih.gov/pubmed/28348459
http://dx.doi.org/10.1016/S0014-5793(98)00791-1
http://dx.doi.org/10.1074/jbc.M112.362038
http://dx.doi.org/10.1074/jbc.273.27.16968
http://dx.doi.org/10.1016/j.gene.2018.11.049
http://dx.doi.org/10.1023/B:APPT.0000012117.32430.0c
http://www.ncbi.nlm.nih.gov/pubmed/14739594


Nutrients 2020, 12, 3755 21 of 23

102. McConnell, B.B.; Vertino, P.M. Activation of a caspase-9-mediated apoptotic pathway by subcellular redistribution
of the novel caspase recruitment domain protein TMS1. Cancer Res. 2000, 60, 6243–6247. [PubMed]

103. Guan, X.; Sagara, J.; Yokoyama, T.; Koganehira, Y.; Oguchi, M.; Saida, T.; Taniguchi, S. ASC/TMS1, a caspase-1
activating adaptor, is downregulated by aberrant methylation in human melanoma. Int. J. Cancer 2003,
107, 202–208. [CrossRef] [PubMed]

104. Guo, H.; Pétrin, D.; Zhang, Y.; Bergeron, C.; Goodyer, C.G.; LeBlanc, A.C. Caspase-1 activation of caspase-6
in human apoptotic neurons. Cell Death Differ. 2006, 13, 285–292. [CrossRef]

105. Singel, S.M.; Batten, K.; Cornelius, C.; Jia, G.; Fasciani, G.; Barron, S.L.; Wright, W.E.; Shay, J.W. Receptor-interacting
protein kinase 2 promotes triple-negative breast cancer cell migration and invasion via activation of nuclear
factor-kappaB and c-Jun N-terminal kinase pathways. Breast Cancer Res. BCR 2014, 16, R28. [CrossRef]

106. Zhang, D.; Lin, J.; Han, J. Receptor-interacting protein (RIP) kinase family. Cell. Mol. Immunol. 2010, 7, 43–249. [CrossRef]
107. Jaafar, R.; Mnich, K.; Dolan, S.; Hillis, J.; Almanza, A.; Logue, S.E.; Samali, A.; Gorman, A.M. RIP2 enhances

cell survival by activation of NF-kB in triple negative breast cancer cells. Biochem. Biophys. Res. Commun.
2018, 497, 115–121. [CrossRef]

108. Gehring, T.; Seeholzer, T.; Krappmann, D. BCL10—Bridging CARDs to Immune Activation. Front. Immunol.
2018, 9, 1539. [CrossRef]

109. Srinivasula, S.M.; Ahmad, M.; Lin, J.H.; Poyet, J.L.; Fernandes-Alnemri, T.; Tsichlis, P.N.; Alnemri, E.S.
CLAP, a novel caspase recruitment domain-containing protein in the tumor necrosis factor receptor pathway,
regulates NF-kappaB activation and apoptosis. J. Biol. Chem. 1999, 274, 17946–17954. [CrossRef]

110. Bhattacharyya, S.; Borthakur, A.; Dudeja, P.K.; Tobacman, J.K. Carrageenan induces cell cycle arrest in human
intestinal epithelial cells in vitro. J. Nutr. 2008, 138, 469–475. [CrossRef]

111. Yan, M.; Lee, J.; Schilbach, S.; Goddard, A.; Dixit, V. mE10, a novel caspase recruitment domain-containing
proapoptotic molecule. J. Biol. Chem. 1999, 274, 10287–10292. [CrossRef] [PubMed]

112. Looi, C.Y.; Arya, A.; Cheah, F.K.; Muharram, B.; Leong, K.H.; Mohamad, K.; Wong, W.F.; Rai, N.; Mustafa, M.R.
Induction of apoptosis in human breast cancer cells via caspase pathway by vernodalin isolated from
Centratherum anthelminticum (L.) seeds. PLoS ONE 2013, 8, e56643. [CrossRef] [PubMed]

113. Cho, H.J.; Kim, J.K.; Kim, K.D.; Yoon, H.K.; Cho, M.Y.; Park, Y.P.; Jeon, J.H.; Lee, E.S.; Byun, S.S.; Lim, H.M.;
et al. Upregulation of Bcl-2 is associated with cisplatin-resistance via inhibition of Bax translocation in
human bladder cancer cells. Cancer Lett. 2006, 237, 56–66. [CrossRef] [PubMed]

114. Yasuda, M.; Theodorakis, P.; Subramanian, T.; Chinnadurai, G. Adenovirus E1B-19K/BCL-2 interacting
protein BNIP3 contains a BH3 domain and a mitochondrial targeting sequence. J. Biol. Chem. 1998,
273, 12415–12421. [CrossRef]

115. Bandyopadhyay, S.; Zhan, R.; Wang, Y.; Pai, S.K.; Hirota, S.; Hosobe, S.; Takano, Y.; Saito, K.; Furuta, E.;
Iiizumi, M.; et al. mechanism of apoptosis induced by the inhibition of fatty acid synthase in breast cancer
cells. Cancer Res. 2006, 66, 5934–5940. [CrossRef]

116. Kim, Y.R.; Kim, K.M.; Yoo, N.J.; Lee, S.H. Mutational analysis of CASP1, 2, 3, 4, 5, 6, 7, 8, 9, 10, and 14 genes
in gastrointestinal stromal tumors. Hum. Pathol. 2009, 40, 868–871. [CrossRef]

117. Regula, K.M.; Ens, K.; Kirshenbaum, L.A. Inducible expression of BNIP3 provokes mitochondrial defects
and hypoxia-mediated cell death of ventricular myocytes. Circ. Res. 2002, 91, 226–231. [CrossRef]

118. Ma, Z.; Chen, C.; Tang, P.; Zhang, H.; Yue, J.; Yu, Z. BNIP3 induces apoptosis and protective autophagy
under hypoxia in esophageal squamous cell carcinoma cell lines: BNIP3 regulates cell death. Dis. Esophagus
Off. J. Int. Soc. Dis. Esophagus 2017, 30, 1–8. [CrossRef]

119. Vande Velde, C.; Cizeau, J.; Dubik, D.; Alimonti, J.; Brown, T.; Israels, S.; Hakem, R.; Greenberg, A.H.
BNIP3 and genetic control of necrosis-like cell death through the mitochondrial permeability transition pore.
Mol. Cell. Biol. 2000, 20, 5454–5468. [CrossRef]

120. Manu, K.A.; Chai, T.F.; Teh, J.T.; Zhu, W.L.; Casey, P.J.; Wang, M. Inhibition of Isoprenylcysteine
Carboxylmethyltransferase Induces Cell-Cycle Arrest and Apoptosis through p21 and p21-Regulated
BNIP3 Induction in Pancreatic Cancer. Mol. Cancer Ther. 2017, 16, 914–923. [CrossRef]

121. Zamzami, N.; El Hamel, C.; Maisse, C.; Brenner, C.; Muñoz-Pinedo, C.; Belzacq, A.S.; Costantini, P.; Vieira, H.;
Loeffler, M.; Molle, G.; et al. Bid acts on the permeability transition pore complex to induce apoptosis.
Oncogene 2000, 19, 6342–6350. [CrossRef] [PubMed]

122. Zinkel, S.S.; Hurov, K.E.; Ong, C.; Abtahi, F.M.; Gross, A.; Korsmeyer, S.J. A role for proapoptotic BID in the
DNA-damage response. Cell 2005, 122, 579–591. [CrossRef] [PubMed]

http://www.ncbi.nlm.nih.gov/pubmed/11103777
http://dx.doi.org/10.1002/ijc.11376
http://www.ncbi.nlm.nih.gov/pubmed/12949795
http://dx.doi.org/10.1038/sj.cdd.4401753
http://dx.doi.org/10.1186/bcr3629
http://dx.doi.org/10.1038/cmi.2010.10
http://dx.doi.org/10.1016/j.bbrc.2018.02.034
http://dx.doi.org/10.3389/fimmu.2018.01539
http://dx.doi.org/10.1074/jbc.274.25.17946
http://dx.doi.org/10.1093/jn/138.3.469
http://dx.doi.org/10.1074/jbc.274.15.10287
http://www.ncbi.nlm.nih.gov/pubmed/10187815
http://dx.doi.org/10.1371/journal.pone.0056643
http://www.ncbi.nlm.nih.gov/pubmed/23437193
http://dx.doi.org/10.1016/j.canlet.2005.05.039
http://www.ncbi.nlm.nih.gov/pubmed/16009487
http://dx.doi.org/10.1074/jbc.273.20.12415
http://dx.doi.org/10.1158/0008-5472.CAN-05-3197
http://dx.doi.org/10.1016/j.humpath.2008.11.013
http://dx.doi.org/10.1161/01.RES.0000029232.42227.16
http://dx.doi.org/10.1093/dote/dox059
http://dx.doi.org/10.1128/MCB.20.15.5454-5468.2000
http://dx.doi.org/10.1158/1535-7163.MCT-16-0703
http://dx.doi.org/10.1038/sj.onc.1204030
http://www.ncbi.nlm.nih.gov/pubmed/11175349
http://dx.doi.org/10.1016/j.cell.2005.06.022
http://www.ncbi.nlm.nih.gov/pubmed/16122425


Nutrients 2020, 12, 3755 22 of 23

123. Zhan, Q. Gadd45a, a p53- and BRCA1-regulated stress protein, in cellular response to DNA damage.
Mutat. Res. 2005, 569, 133–143. [CrossRef] [PubMed]

124. Han, N.; Yuan, F.; Xian, P.; Liu, N.; Liu, J.; Zhang, H.; Zhang, H.; Yao, K.; Yuan, G. GADD45a Mediated Cell
Cycle Inhibition Is Regulated by P53 in Bladder Cancer. OncoTargets Ther. 2019, 12, 7591–7599. [CrossRef]

125. Tront, J.S.; Willis, A.; Huang, Y.; Hoffman, B.; Liebermann, D.A. Gadd45a levels in human breast cancer are
hormone receptor dependent. J. Transl. Med. 2013, 11, 131. [CrossRef]

126. Sun, Y.; Tang, S.; Xiao, X. The Effect of GADD45a on Furazolidone-Induced S-Phase Cell-Cycle Arrest in
Human Hepatoma G2 Cells. J. Biochem. Mol. Toxicol. 2015, 29, 489–495. [CrossRef]

127. Salvador, J.M.; Brown-Clay, J.D.; Fornace, A.J., Jr. Gadd45 in stress signaling, cell cycle control, and apoptosis.
Adv. Exp. Med. Biol. 2013, 793, 1–19. [CrossRef]

128. Wang, M.; Crager, M.; Pugazhenthi, S. Modulation of apoptosis pathways by oxidative stress and autophagy
in β cells. Exp. Diabetes Res. 2012, 2012, 647914. [CrossRef]

129. Boidot, R.; Vegran, F.; Soubeyrand, M.S.; Fumoleau, P.; Coudert, B.; Lizard-Nacol, S. Variations in gene expression
and response to neoadjuvant chemotherapy in breast carcinoma. Cancer Investig. 2009, 27, 521–528. [CrossRef]

130. Sithanandam, G.; Kolch, W.; Duh, F.M.; Rapp, U.R. Complete coding sequence of a human B-raf cDNA and
detection of B-raf protein kinase with isozyme specific antibodies. Oncogene 1990, 5, 1775–1780.

131. Croce, L.; Coperchini, F.; Magri, F.; Chiovato, L.; Rotondi, M. The multifaceted anticancer effects of
BRAF-inhibitors. Oncotarget 2019, 10, 6623–6640. [CrossRef] [PubMed]

132. Giltnane, J.M.; Balko, J.M. Rationale for targeting the Ras/MAPK pathway in triple-negative breast cancer.
Discov. Med. 2014, 17, 275–283. [PubMed]

133. Eralp, Y.; Derin, D.; Ozluk, Y.; Yavuz, E.; Guney, N.; Saip, P.; Muslumanoglu, M.; Igci, A.; Kücücük, S.;
Dincer, M.; et al. MAPK overexpression is associated with anthracycline resistance and increased risk for
recurrence in patients with triple-negative breast cancer. Ann. Oncol. Off. J. Eur. Soc. Med Oncol. 2008,
19, 669–674. [CrossRef] [PubMed]

134. Cagnol, S.; Chambard, J.C. ERK and cell death: Mechanisms of ERK-induced cell death—Apoptosis,
autophagy and senescence. FEBS J. 2010, 277, 2–21. [CrossRef]

135. Goltsev, Y.V.; Kovalenko, A.V.; Arnold, E.; Varfolomeev, E.E.; Brodianskii, V.M.; Wallach, D. CASH, a novel
caspase homologue with death effector domains. J. Biol. Chem. 1997, 272, 19641–19644. [CrossRef]

136. Inohara, N.; Koseki, T.; Hu, Y.; Chen, S.; Núñez, G. CLARP, a death effector domain-containing protein
interacts with caspase-8 and regulates apoptosis. Proc. Natl. Acad. Sci. USA 1997, 94, 10717–10722. [CrossRef]

137. Wajant, H. Targeting the FLICE Inhibitory Protein (FLIP) in cancer therapy. Mol. Interv. 2003, 3, 124–127. [CrossRef]
138. Krueger, A.; Baumann, S.; Krammer, P.H.; Kirchhoff, S. FLICE-inhibitory proteins: Regulators of death

receptor-mediated apoptosis. Mol. Cell. Biol. 2001, 21, 8247–8254. [CrossRef]
139. Hingorani, P.; Dickman, P.; Garcia-Filion, P.; White-Collins, A.; Kolb, E.A.; Azorsa, D.O. BIRC5 expression is

a poor prognostic marker in Ewing sarcoma. Pediatr. Blood Cancer 2013, 60, 35–40. [CrossRef]
140. Hunter, A.M.; LaCasse, E.C.; Korneluk, R.G. The inhibitors of apoptosis (IAPs) as cancer targets. Apoptosis Int.

J. Program. Cell Death 2007, 12, 1543–1568. [CrossRef]
141. Span, P.N.; Sweep, F.C.; Wiegerinck, E.T.; Tjan-Heijnen, V.C.; Manders, P.; Beex, L.V.; de Kok, J.B. Survivin is

an independent prognostic marker for risk stratification of breast cancer patients. Clin. Chem. 2004,
50, 1986–1993. [CrossRef] [PubMed]

142. Wang, L.; Luan, T.; Zhou, S.; Lin, J.; Yang, Y.; Liu, W.; Tong, X.; Jiang, W. LncRNA HCP5 promotes triple
negative breast cancer progression as a ceRNA to regulate BIRC3 by sponging miR-219a-5p. Cancer Med.
2019, 8, 4389–4403. [CrossRef] [PubMed]

143. Jha, K.; Shukla, M.; Pandey, M. Survivin expression and targeting in breast cancer. Surg. Oncol. 2012,
21, 125–131. [CrossRef] [PubMed]

144. Shin, S.; Sung, B.J.; Cho, Y.S.; Kim, H.J.; Ha, N.C.; Hwang, J.I.; Chung, C.W.; Jung, Y.K.; Oh, B.H.
An antiapoptotic protein human survivin is a direct inhibitor of caspase-3 and -7. Biochemistry 2001,
40, 1117–1123. [CrossRef]

145. Ghaffari, K.; Hashemi, M.; Ebrahimi, E.; Shirkoohi, R. BIRC5 Genomic Copy Number Variation in Early-Onset
Breast Cancer. Iran. Biomed. J. 2016, 20, 241–245.

146. Srour, M.K.; Gao, B.; Dadmanesh, F.; Carlson, K.; Qu, Y.; Deng, N.; Cui, X.; Giuliano, A.E. Gene expression
comparison between primary triple-negative breast cancer and paired axillary and sentinel lymph node
metastasis. Breast J. 2020, 26, 904–910. [CrossRef]

http://dx.doi.org/10.1016/j.mrfmmm.2004.06.055
http://www.ncbi.nlm.nih.gov/pubmed/15603758
http://dx.doi.org/10.2147/OTT.S222223
http://dx.doi.org/10.1186/1479-5876-11-131
http://dx.doi.org/10.1002/jbt.21719
http://dx.doi.org/10.1007/978-1-4614-8289-5_1
http://dx.doi.org/10.1155/2012/647914
http://dx.doi.org/10.1080/07357900802298096
http://dx.doi.org/10.18632/oncotarget.27304
http://www.ncbi.nlm.nih.gov/pubmed/31762942
http://www.ncbi.nlm.nih.gov/pubmed/24882719
http://dx.doi.org/10.1093/annonc/mdm522
http://www.ncbi.nlm.nih.gov/pubmed/18006896
http://dx.doi.org/10.1111/j.1742-4658.2009.07366.x
http://dx.doi.org/10.1074/jbc.272.32.19641
http://dx.doi.org/10.1073/pnas.94.20.10717
http://dx.doi.org/10.1124/mi.3.3.124
http://dx.doi.org/10.1128/MCB.21.24.8247-8254.2001
http://dx.doi.org/10.1002/pbc.24290
http://dx.doi.org/10.1007/s10495-007-0087-3
http://dx.doi.org/10.1373/clinchem.2004.039149
http://www.ncbi.nlm.nih.gov/pubmed/15364883
http://dx.doi.org/10.1002/cam4.2335
http://www.ncbi.nlm.nih.gov/pubmed/31215169
http://dx.doi.org/10.1016/j.suronc.2011.01.001
http://www.ncbi.nlm.nih.gov/pubmed/21334875
http://dx.doi.org/10.1021/bi001603q
http://dx.doi.org/10.1111/tbj.13684


Nutrients 2020, 12, 3755 23 of 23

147. Schimmer, A.D. Inhibitor of apoptosis proteins: Translating basic knowledge into clinical practice. Cancer Res.
2004, 64, 7183–7190. [CrossRef]

148. Li, Y.; Zhou, Y.; Zheng, J.; Niu, C.; Liu, B.; Wang, M.; Fang, H.; Hou, C. Downregulation of survivin inhibits
proliferation and migration of human gastric carcinoma cells. Int. J. Clin. Exp. Pathol. 2015, 8, 1731–1736.

149. Huo, D.; Hu, H.; Rhie, S.K.; Gamazon, E.R.; Cherniack, A.D.; Liu, J.; Yoshimatsu, T.F.; Pitt, J.J.; Hoadley, K.A.;
Troester, M.; et al. Comparison of Breast Cancer Molecular Features and Survival by African and European
Ancestry in The Cancer Genome Atlas. JAMA Oncol. 2017. [CrossRef]

Publisher’s Note: MDPI stays neutral with regard to jurisdictional claims in published maps and institutional
affiliations.

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1158/0008-5472.CAN-04-1918
http://dx.doi.org/10.1001/jamaoncol.2017.0595
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Reagents and Chemicals 
	Cell Culture and Media 
	Cell Viability Assay 
	Cell Proliferation Assay 
	Cell Cycle Analysis 
	Apoptosis Assay 
	Gene Expression Quantification 
	RNA Extraction by TRIzol 
	Complementary DNA (cDNA) Synthesis 
	Quantitative Reverse Transcription-Polymerase Chain Reaction (qRT-PCR) Apoptosis Array 

	Statistical Analysis 

	Results 
	Oleuropein Decreases the Cell Viability of Triple-Negative Breast Cancer Cells 
	Oleuropein Inhibition of the Growth Rate in Triple-Negative Breast Cancer Cells 
	Oleuropein-Induced Cell Cycle Arrest in Triple-Negative Breast Cancer Cells 
	Oleuropein-Stimulated Apoptotic Effect in Triple-Negative Breast Cancer Cells 
	Gene Expression Alteration in OL-Treated Triple-Negative Breast Cancer Cells 

	Discussion 
	Conclusions 
	References

