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An Erratum on

“Jumping Jack”: Genomic Microsatellites Underscore the Distinctiveness of Closely Related

Pseudoperonospora cubensis and Pseudoperonospora humuli and Provide New Insights Into

Their Evolutionary Past

by Nowicki, M., Hadziabdic, D., Trigiano, R. N., Boggess, S. L., Kanetis, L., Wadl, P. A., Ojiambo,
P. S., Cubeta, M. A., Spring, O., Thines, M., Runge, F., and Scheffler, B. E. (2021). Front. Microbiol.
12:686759. doi: 10.3389/fmicb.2021.686759

Due to a production error, Supplementary Data Sheet 1 was mistakenly not published. The
publisher apologizes for this mistake. The original article has been updated.
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