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Supplementary Material

1.1 Supplementary material: GBlock Sequence

CCCATGAGACATACAAAAAGGTAATGCCGCCAGTTACTACACCCCAGGGGCAACGTTGA
TGCTCCTAAAAAACTCTGGCTGGACGCAAGCCGTAACACCCGTGTCACTTCATAATGAG
AATGCTGATCCCGACGTTAGGGACTACTTAGATAAGCAAATTCACTGCGTCGAGGAGTA
TGCTGCTGCTGAAGATATACAGTTACCAGAAGTCGGGCCCGACTTCTTTCAGAAAATCT
GGTAGAGGGATGGACCGAAATAGAGCAGCATGGCCGATAAGGCTGGGCCGCAGAAGAA
GAGGGTATCTAGGCGTGGACGTGGCCGCTCTCGTTTTTCTAAGCGCCACCACACTGGGT
AACTGACTACAGTTGAGAAGGGGTGGACCGTAAACCACTGGCTGGCTGACTACAGCAAC
TGACTTTCCCGAGGCCACGGCGAGTAGCATCGAGGGTACAGGAAAGCTGGGACCATTGT
GTGACCAACTAATTTGGTTGCACTAGGGGAACCAATGGGGTGGTTTTTTTGTTGTGTGAA
ATACGGGGTCACCTCCCCCCACATACCTCTAAGGGCTTTTGAGCCTAGCGTTGGGCTACG
TTCTCGCATAAGGTCGGCTATACGACGTTTGTAGGGGGTAGTGCCAAACAACCCCTGAG
GTGACAGGTTCTGGTGGTGTTTAGTGAGCAGACATACAATAGACAGTGACAACATGGCT
TCAAGCCTAAAACAGGGAGTATCTCCCAAACTAAGGGATGTCATTCTTGTATCCAAAGA
CATTTTTTTAAAGATCCTTACCAACCAACTCGTGCAGTGTCATTGAATTGATGGTTCATG
TCTACGTTGTCGAAAGAGGCGTAGAATGACGGGTGAACCCATCGGACCTGCATGAACAT
GGAGAAGCCACCATGTTCATGATCGGGTGTGGCAAGAAGCCTTAATCCCTGGTACCCCA
ACCGAGCCAGGCTCGGCGGATCTGGGATTTTTGCTTTTCTCGACATGGCCTATCTAGCCA
CACCTGTGCTAGGAGTCGGTTCTCGCATTACCGCCTTAGATCGTACTATTGATGCTATTA
CGTTGAAACCTCGAATCGACCTCCAAGATGTGTATACAATTGATCCCACACTGACACTG
CGTCAGATAGACGTTTGCAATTCAGGGCTTGATCTACACTGGATTGCCATTCTCTCAAAG
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TATTATGCAGGACGGCGTGCGCGTTCCATGTAAACCGGTCTCGACTATACGCCCGTTTTC
GGATC

1 to 31: recommended flanking region

32 to 115: spacer sequence (random, G:C = 0.5)
116 to 327: target sequence CAstV

328 to 332: spacer between target sequences (5 Ts)
333 to 515: target sequence ANV

516 to 520: spacer between target sequences (5 Ts)
521 to 771: target sequence 1BV

772 to 776: spacer between target sequences (5 Ts)
777 to 973: target sequence AVRVA

974 to 978: spacer between target sequences (5 Ts)
979 to 1136: target sequence ARV

1137 to 1221: spacer sequence (random, G:C = 0.5)

1222-1250: recommended flanking sequence



1.2 Supplementary Figures

UDLASS0 UDLASS1 UDLASSZ WDLASES UDLASEY UDLASES UDLABZD UDLAB21 WZIE73.. GUSESA.. JF309115.. MT7BST.. MT7ES97.. MWAOIZ. MWA01Z. JQ94607.. XDBIISI. KCEI317.. KUZ1I0Z. MNG7IS.. MNG71S. ONDZ30.. NOAB3D.. MT4817.. WITAS17.. MWGGE.. MWEBE.. KKF7911.. KKT7911.. OQBBSS. DQI24E.. JF414802. NEO0244...
UDLA 550 SB8Gw | OB3dw | 9861% | 9861% | OB6Tw | 9834w | 98BSw | 9121% | 9391w | §197% | 8036w | 912i% | 8427w | 627dw | 8698w | #741% | 9396w | B19Bw | 8654% | #654% | B225w | 8567w | 9036w | 9040w | 9203w | Sidéw | B2E3w | 7978w | Siddw | BSadw | 923i% | 5137w
UDLASST 98.89% 9E.89% | 99.61% | 99.17% | 99.17% | 98.89% | 9945% | 9148% | 93.91% | 9197% | 90.71% | 9093% | 8427% | 9315w | 96:98% | 87.81% | 9286% | 8260w | 8599% | 9599% | 8225% | 8623w | 9008w | 89.84% | 9231% | 01.74% | 8255% | 7979% | 91.76% | Bs.a4w | 9258% | 5165%
UDLAS52 98.34% | 98.89% 97.51% | 99.17% | 9917% | 99.45% | 9945% | 9038% | 9280% | 9086w | 8956 | 8984% | B46a% | 5194w | 8699% | $281% | 02.31% | 6269% | 95.99% | 9599% | B197% | 8567w | 9953% | 89.29% | 9121% | 9063w | B227% | 7950% | O066% | ES.A4% | 9148% | 51.10%
UDLASS3 9851% | 9B&1% | 97.51% 97.78% | 97.78% | 97.51% | 9806% | 91.48% | 9418% | 9224% | 9066% | 9093% | 8387w | 93.05% | 8670% | 87.53% | 93.41% | 6233% | 8626% | 8626% | Bosaw | B54D% | S00B% | 8984w S1.74% | 82.63% | 7950% | 91.76% | B4B9% | 9286% | 51.65%
UDLA 584 9861% | o7m | 9907w | 9iréw w0% | 9972% | 9972w | 906ew | 0307w | 9104w | 8984w | 9066% | 8s0Aw | 9234w | 8s26% | 8R0d% | 9zsAw | 6233w | 8626w | @626% | B141% | 8595w | #961% | 89.56m on91w | 8255w | 7978m | 9093w | B62ew | 9106w | s1amm
UDLASES 9861% | 9917w | 9917w | ovrew | 100w 99.72% | 9972% | 9066% | 93.07% | 9114w | 89kaw | G06ém | Booaw | 923aw | 8726w | eandw | o25aw | 8233w | 8626w | d626% | Gieiwm | 8595w | 89Bi% | 8956w onoiw | 8255w | 7978w | 9093w | ee26w | 91.76% | S13%%
UDLA&20 9834% | 9Rsdm | 9945w | 0751w | 9972% | 99.72m 99d5% | 9038% | 0280w | 5086w | BaSew | 9038w | BSAmw | 9104w B741% | 9231% | 8260w | 8654% | 8654% | 8160w | 8623w | 8353w | 89.20% S063% | 8227w | 7950% | 9066% | B5.00% | 91.48% | 5137%
ubLa&21 9889% | 9945w | 9945w | 9806w | 9972w | 9972% | 99.45% 9093% | 9335w | Sidiw | 8041w | 9038w | Bd6éw | 9274w | 8753w | 8837w | 9286w | B2.60w% | 8599w | 8599w | B169w | 8567w | 9008w | 8984w S1.18% | 8255% | 7978% | S1.21% | B5.99% | 92.03% | 5137%
MZ367372.1 BELGIUM 9121% | 91.48% | 9038w [ 9148w | 90.66% | 90.66% | 90384 9231% | S066% | 93.68% | 9396% | 8306% | 95164 | 8434% | 8634% | 9231w | 8260% | 8544% | 3544% | B212% | 8516% | 9643% | 96.15% SBO0% | B544% | 7B02% | S369% | BAOTH | 9670% | S275%
GUSBS496.1 BRAZIL 9381% | 93.91% | 9280 [ 9418w | 9307% | 9307% | 9280% 231% SEOG% | 9286% | 9341% | 8347% | 93954 | 8670% | 8670% | 93.96% | 8304 | 8571% | #571% | B225% | E567% | 9081% | 90.66% S256% | B227% | 7839% | 9093% | B4E9% | 9368% | 5220%
JF303115.1 BRAZIL s157% | 91.97% | oosew | spaaw | 914w | 911e% | 9066w 9066% | 95.06% 9053% | 9148% | 8145w | 9194w | ssoaw | 8soaw | 9203% | 6196% | sauw | sedaw | eoSow | Baoom | 8926w | 8301w 091w | 8061% | 7645% | snoiw | B2o7w | 9176w | s1amw
MT7BS787.1 CANADA 9038% | 9011 | B9Sew | 9066w | 4984w | Bo8dw | 8956w G368% | 0286% | 9083w 9286% | BaOew | 9507 | 8434w | 8352% | 9451w | 8233w | 8379w | a379% | 7089% | 8463w | 9341% | 9368w Ga6e% | 8379% | 7275% | Seo3w | Basaw | 9615% | S412m
MT783786.1 CANADA 9121% | 9093w | Bossw | 9093 | dosew | oneew | 9038w 9396% | 0341w | 91aBw | 9286w Blase | 9355w | 8350w | Badaw | 0313w | 8330w | 8599% | #599% | GrAewm | 8571w | 9231% | 9258w 9341% | 8214w | 7857w | 9idsw | eacdw | SaSi% | 5330%
MW401208.1 CHINA 8427% | 8427w | BasSw | 8387w | #508% | BSO8% | 85ddw B306% | 8347w | 8145w | B3.06w | B185% BA2Tw | B87i% | 89.1i% | #3.06% | B750% | 8508w | #508% | §1.05% | 8589w | 8185% | 8226w B266w | 7137w | 7984% | 8306w | 9073w | 8347w | 5202%
MWA01211.1 CHINA 9274w | 9315w | 104w | 9315w | 9234w | 0234w | 9184w 95.16% | 9395w | §184w | 9557w | 9355w | 8427 Bafbw | 8226w | 9274w | B266w | 8185w | #185% | 7903w | BS0Bw | 9234w | 9274m S476% | B105% | 7258% | 5234w | B26GW | 983%% | 5363
1QUAE070.1 CROATIA 8698% | 86.98% | B6.OBW | 8670% | 8726% | 8726% | 86.98% B434% | BGJO0% | B504% | B43aw | 8352% | 8B71% | E2.66% 9635% | B5.44% | B693% | 8462% | B3462% | BOS6W | 8788% | 2347% | 83.24% BASTH | 7645% | 8310% | 8357% | ES.01% | BA07% | S027%
X083353.1 CROATIA 8781% | 8#I% | 8781 | 87.53% | 3809% | 88.09% | €781% 8234% | B60% | 504w | ISIw | 8434w | B911m | E226% | 9695% B526 | B693% | 95.06% | 8506% | 8113% | 6705% | 9347% | 83.24% B45TH | 7701% | 8504% | B4O7H | BE7aw | 8407% | S055%
KCB33178.1 INDIA 9396% | cadew | 9231 | 9341 | 9zsaw | ozsew | 9231% 9z1% | 9396% | 9203w | 3a51% | 93.13% | 6306w | o27a% | 8544% | ssaaw 6375% | 8599w | 8599% | 8101w | 8509w | 9176% | 9203% s2ébw | 8324w | 7830% | ozoam | e4sew | same | sazom
KUT11026.1 INDIA B198% | Bakdw | B260w | 8233w | a233% | B233% | 8260% B269% | 8304w | 8198w | 8233w | 8339% | B750% | B266w | 8693% | sediw | B3.75% 8445% | s4dSw% | 7986w | 8657w | 8092% | 8092w B233% | 7100% | 7274w | 163w | Be2ew | 823w | S05am
MRNE71504.1 1RAN 8654% | #8509 | 8500w | 8626w | 4626% | B626% | 8654w B5ddw | 8571w | #M3dw | 8370w | 859%% | 850w | #iB5w | 8462w | 85i6% | 8509w | 8ddsw 100% | 8650% | 8636w | 4599w | 86.26% BSddw | 7585w | 7692% | 8350% | 85.00% | 84w | 5137%
MNE71505.1 IRAN 8654% | 8599w | 8500w | 8626w | #626% | B626% | 8654w BSdd% | 8571w | 8434w | 8370w | B599% | BS.0w | BiBSw | 8462% | 85.16% | 8599w | BddSw | 100% B6.59% | 8626w | 85.99% | 8626w BSddw | 75.55% | 7692% | 8350% | 85.99% | 8434w | 5137%
OND9I0TS.1 IRAQ 8225% | 8225w | B167% | 8254w | 141w | Bldim | B168w B212% | 8225w | B0S6w | 7985w | 8184w | B105% | 7903w | 8056w | 8113w | B10T% | 7986% | 8659 | 8650w B235% | 8151w | 8128w B2.07% | B2.65% | 8448% | 7961 | BOAS | 8268w | 47.77%
IN048398.1 ITALY 8567% | 8623% | B567% | 8540% | 9595% | 8595% | 86.23% #5.16% | B5.67% | BADI% | B46Iw | B571% | B589% | BS.08% | 8788% | #7.05% | 85.09% | B6STH | 8626 | #626% | B235% 8485% | 8407% BaBSw | 7741% | 7824% | 8379% | BS.a% | 8626% | 5247%
MT4S1731IMALAYSIA | 9036% | 9008% | B9.53% | 9008w | 8981% | B981% | 89.53% 9643% | 9091% | §926w | 334w | 9231% | B185% | 0231w | §347% | 8347% | 91764 | BOO2% | 85.99% | 3599% | BISI% | B4ESw 98.90% S647% | B5.40% | 7686% | 9341% | B43aw | sa7Ew | S5192%
MT431732IMALAYSIA | 00.11% | B9Adw | 69.20% | 8984w | a9sew | BOSesw | 69.20% 9615% | 0066% | £001% | 368w | 9258% | B2zew | 0274w | 8324% | 324w | 9203w | 60.02% | 8626w | #626% | 81.28% | 840/ | 9490w sE.70% | 8506w | 7eesw | 933w | saorw | 9asie | s2amw
MWES4817,1 NETHERL.., | 9203% | 9231% | 9121w | 9231w | 9idaw | o148s | 9121w 9780% | 0256% | 9093w | 9341w | 9368% | B306w | 9435w | Bakow | sasaw | 9zmew | 8198w | 8516w | 85.6% | B240% | 84B9w | 9615w | 9615w 9753w | 8571% | 7830% | 9396w | acrw | 9643 | S300%
MWE4831.1 NETHERL... | 9146% | 9174% | 9063w | 9174w | 9081% | 0001w | 9063w 9890% | 9256w | $081w | 9368w | 9341w | 8266w | SdT6wm | 8457w | 8457w | 9286w | B233w | 8544w | 854d% | B207w | BABSw | 9642w | 9670w | 9753w 8567% | 7824% | 9313w | BAOTH | 9615% | 5275%
KX779116.1 POLAND. 828%% | 8255w | B2.07w | B2Edw | 8255w | B2Siw | B227w B5ddw | 8227w | B0Giw | BITow | 8214w | 7137w | Bi05w | 7645% | 7A0i% | 8324w | 71.00% | 75.55% | 7555% | B269wm | Tidim | 8540w | 8516w | B57iw | BS6TW 8485% | 83.79% | 7445w | 85.9%% | 4808%
KG79117.1 POLAND. 7978% | 7078% | 79.50% | 79.50% | 7978w | 7978% | 7550w 7802% | 7839w | 7645w | 7775w | 7857w | 7934w | 7258w | 83.10% | 8504w | 7830w | 7774w | 76.52% | 7692% | B4diw | 7824w | 7686w | 76.65% | 7830w | 724w | B4ESw 7835% | B150% | 7942% | 4643n
DQEBSI46.1 TANZANIA | 9148% | 91.76% | 90.66% | 91.76% | 9093% | 0093% | 90.66% 9368% | 9093% | F901% | 9209 | 9149% | 8306% | 5234w | §352% | Se07% | 9203 | B163% | 8352% | 9352% | 7961% | €379% | 9341% | 93.13% | 9396% | 933% | 8379% | 7885% B279% | 9223% | 5247%
DQ326846.1UNITEDIS.. | g54a% | BSass | BSaes | 8a6%w | 8626% | B626% | 6599% 8e07% | Bag9w | E297% | 8434w | 8a6a% | 9073 | B266% | 8901% | 8874% | B4G7w | B27s | 8599w | 8599% | B04Sw | B5adw | 8434w | 8407% | BaErw | BAOTH | Jadsw | 8159w | Ea7ew 8a07% | 945
JF414802.1 UNITED ST., | 923i% | 9258% | 91w | 9286w | 9176% | 01.76% | 91.48% 9670% | 0368% | 9176w | 9615% | 9451% | B3.47% | 0630w | 8407% | 8407w | 9423% | B233% | 8434w | 8434% | B26Bw | 8626w | 9476w | O0451% | O6adm | 9615w | 8500w | 70.02% | 042w | BaOTw 5330%
HE 024452.1 ChPY 5137% | 5165w | 5100w | 5i65% | 5137% | 5130% | 513w 5275% | 5220% | 5182w | 5412w | 5330% | 5200% | 5363w | 5027% | 5055% | 5220w | 5053w | 5137w | 5137% | 4777w | S2aPw | 5192w | 5247w | 5302w | 5275w | 4808w | a6adw | 5247w | 4945w | 5330%
UDLA 652 UDLA 554 UDLAS57 UDLAS60 UDLAS63 UDLAS64 UDLAS61 UDLAS562 HMO178... MF50988... MF68340... MZ1505.. MW5229.. NO4837.. JNO4838.. OP96701.. OP96700... MT3802.. NC 0037.. KC59339.. KC59340.. OQ6859.. HQ1886... MT5856... NC.0244...
UDLA 652 99.58% 97.46% 99.58% 97.46% 9831% 99.37% 99.58% 92.24% 83.01% 94.65% 94.29% 91.88% 91.75% 91.75% 91.54% 93.85% 96.02% 88.79% 94.19% 93.58% 91.33% 95.35% 93.23% 53.28%
UDLA 554 99.58% 97.89% 100% §7.89% | 9873% | 99.79% 100% 92.24% BB.5B% | G4.65% | 94.2G% | 91.67% | 92.18% | 92.18% | 91.79% | 94.10% | 96.02% | 8837% | 94.19% | 9358% | 9133% | 95.60% 9323% | 52.85%
UDLA 557 97.46% 97.89% 97.89% 96.19% 97.04% 97.67% 97.89% 92.24% 88.37% 93.54% 93.45% 91.24% 91.54% 91.54% 92.05% 93.59% 9541% 88.16% 93.58% 93.58% 90.49% 96.09% 93.23% 52.22%
UDLA 560 99.58% 100% 97.89% 97.89% 98.73% 95.79% 100% 92.24% B88.58% 94.65% 94.29% 91.67% 52.18% 92.18% 91.79% 94.10% 96.02% 88.37% 94.19% 93.58% 91.33% 95.60% 93.23% 52.85%
UDLA 563 97.46% | 97.89% | 96.19% | 97.89% 99.15% | 97.67% | 97.89% | 91.69% 87.74% | G2.87% | 9323% | 90.17% | 91.792% | 91.12% | 91.28% | 92.56% | 94.19% | 86.68% | 9327% | 9266% | 89.85% | G4.62% 9133% | 53.28%
UDLA 564 98.31% 98.73% 97.04% 98.73% 99.15% 98.52% 98.73% 9.97% BB.58% 93.54% 93.87% 90.81% 91.75% 91.75% 91.54% 92.82% 34.19% 87.53% 93.58% 92.97% 90.49% 94.87% 91.97% 53.49%
UDLA 561 99.37% 95.79% 97.67% 93.79% 97.67% 98.52% 93.79% 92.24% 88.37% 94.65% 94.08% 91.45% 51.97% 91.97% 91.79% 94.10% 96.02% 88.16% 94.19% 93.58% 91.12% 95.60% 93.02% 52.64%
UDLA 562 99.58% 100% 97.89% 100% 97.89% | 9873% | 99.79% 92.24% BR.SB% | 94.65% | 94.29% | 91.67% | 92.18% | 92.18% | 91.79% | 94.10% | 96.02% | 88.37% | 94.19% | 93.58% | 91.33% | 95.60% 93.23% | 52.85%
HMO17852.1 AUSTRALIA | 92.24% 92.24% 92.24% 92.24% 91.69% 91.97% 92.24% 92.24% B9.47% 90.30% 91.69% 89.47% 91.14% 91.14% 89.09% 90.61% 90.85% 89.75% 91.69% 90.37% 91.14% 91.98% 92.24% 51.52%
HMO17853.1 AUSTRALIA | 93.07% 93.07% 93.63% 93.07% 93.07% 92.80% 93.07% 93.07% 96.12% 88.37% 90.58% 91.97% B8.64% 91.41% 9141% 89.39% 90.91% 91.18% £8.09% 91.36% 90.70% 91.41% 92.84% 92.52% 52.08%
MF509886,1 BRAZIL 89.01% | B8.58% | B8.37% | BASEW | B7.74% | B8SB% | BE.37% | BA.SH% | 89.47% | BE37% 87.31% | 87.32% | BG11% | B732% | 87.32% | B5.13% | B564% | BR.69% | 94.71% | 8624% | B8532% | B87.10% | BB.75% B8.16% | 51.80%
MF6B3401.1 BRAZIL 94.65% 94.65% 93.54% 94.65% 92.87% 93.54% 94.65% 94.65% 90.30% 90.58% 87.31% 90.87% BB.8E% 89.31% 89.31% 89.45% 91.29% 94.50% 87.75% 93.88% 91.74% 90.20% 92.71% 92.65% 52.34%
MZ150555.1 CHINA 94.29% 94.29% 93.45% 94.29% 93.23% 93.87% 94.08% 94.29% 91.69% 91.97% 87.32% 90.87% 89.10% 92.18% 92.18% 90.77% 92.56% 95.41% 87.95% 92.35% 92.05% 90.49% 92.91% 93.87% 51.37%
MW522993.1 CHINA 91.88% | 91.67% | 91.24% | 91.67% | 90.17% | 90.81% | 91.45% | 91.67% | 89.47% | B8.64% | BE11% | BE.86% | B89.10% B9.10% | 89.10% | B8.08% | B9.38% | B9.60% | B761% | 88.07% | 89.91% | 8B.25% | 92.35% B9.96% | 50.85%
JND4B379.1 ITALY 91.75% 92.18% 91.54% 92.18% 91.12% 91.75% 9.97% 92.18% 91.14% 91.41% 87.32% 89.31% 92.18% 89.10% 100% 90.00% 91.79% 90.83% 86.26% 89.60% 92.66% 90.27% 91.93% 92.39% 50.32%
JN04B380.1 ITALY 91.75% 92.18% 91.54% 92.18% 91.12% 91.75% 91.97% 92.18% 91.14% 91.41% 87.32% 89.31% 92.18% B9.10% 100% 90.00% 91.79% 90.83% 86.26% 89.60% 92.66% 90.27% 91.93% 92.39% 50.32%
OP9E7012.1 INDIA 91.54% | 91.79% | 92.05% | 91.79% | 91.28% | 91.54% | 91.79% | G1.79% | 89.09% | 89.39% | 85.13% | 89.45% | 90.77% | B8.08% | 90.00% | 90.00% 96.15% | B9.45% | 8538% | 91.44% | 9174% | 9154% | 9256% 9179% | 51.79%
‘OP967004.1 INDIA 93.85% 94.10% 93.59% 94.10% 92.56% 92.82% 94.10% 94.10% 90.61% 90.91% 85.64% 91.29% 92.56% 89.38% 91.79% 91.79% 96.15% 93.09% 86.41% 91.44% 92.35% 9231% 94.36% 94.10% 52.31%
MT380201.1 ISRAEL 96.02% 96.02% 95.41% 96.02% 94.19% 94.19% 96.02% 96.02% 90.85% 91.18% 88.69% 94.50% 95.41% B5.60% 50.83% 90.83% 89.45% 93.09% 83.91% 92.68% 92.28% 90.52% 93.20% 95.11% 49.54%
NC_003790.1 JAPAN 8879% | 8837w | B8.76% | 88.37% | 8668% | B753% | BB6% | 8837w | 8975% | BBO9% | 9471% | 8775% | B795% | B761% | 86.26% | 86.26% | B5.38% | 86.41% | BG01% 86.24% | B6.85% | B6.47% | B875% 8879% | 51.37%
KC593398.1 SOUTH KO... | 94.19% 94.19% 93.58% 94.19% 93.27% 93.58% 34.19% 94.19% 91.69% 91.36% 86.24% 93.88% 92.35% 88.07% 89.60% 89.60% 91.44% 91.44% 92.68% 86.24% 92.05% 90.21% 93.58% 93.27% 52.29%
KC593401.1 SOUTH KO... | 93.58% 93.58% 93.58% 93.58% 92.66% 9297% 93.58% 93.58% 90.37% 90.70% 85.32% 91.74% 92.05% B5.91% 92.66% 92.66% 91.74% 9235% 92.28% 86.85% 92.05% 83.91% 93.27% 92.35% 52.29%
006859451 TANZANIA | 91.33% | 91.33% | 90.49% | 91.33% | B9.85% | 9049% | 91.12% | 91.33% | 91.14% | 91.41% | 87.10% | 90.20% | 90.49% | BB.2S% | 90.27% | 90.27% | 91.54% | 9231% | 9052% | B6.47% | 90.21% | 89.91% 91.69% 90.91% | 52.01%
HQ188698.1 UNITED 5.. | 95.35% 95.60% 96.09% 95.60% 94.62% 94.87% 95.60% 95.60% 91.98% 92.84% BB.75% 92.71% 92.91% 92.35% 91.93% 91.93% 92.56% 94.36% 93.20% 88.75% 93.58% 93.27% 91.69% 95.60% 52.57%
DQ324827.1 UNITED S... 93.23% 92.81% 92.81% 92.81% 91.33% 91.97% 92.60% 92.81% 91.14% 91.97% 87.10% 91.98% 91.97% 89.96% 91.33% 91.33% 90.26% 92.05% 93.88% 87.53% 93.88% 92.97% 89.64% 95.35% 94.50% 52.01%
MT585643.1 UNITEDKL.. | 9323% | 93.23% | 93.23% | 93.23% | 9133% | 91.97% | 93.02% | 93.23% | 92.24% | 92.52% | 8R.16% | 9265% | 93.87% | BO.9G% | 92.39% | 92.39% | 91.79% | 94.10% | 95.11% | 88.79% | 93.27% | 9235% | 90.91% | 95.60% | 94.50% 50.95%
NC_024452.1 ChPY 53.28% 52.85% 52.22% 52.85% 53.28% 53.49% 52.64% 52.85% 51.52% 52.08% 51.80% 52.34% 51.37% 50.85% 50.32% 50.32% 51.79% 5231% 49.54% 51.37% 52.29% 52.29% 52.01% 52.57% 52.00% 50.95%

Supplementary Figure 2. Comparison of the nucleotide identities of the sequences of Ecuadorian
samples of CAstV with other sequences of this virus.



Supplementary Material

UDLA 578 UnLA 501 UDLA 505 UDLA 573 UDLA 566 UDLA 503 AFD93795 .. AJG18985 G.. JQ739375.. 783975 GI-.. UDLAS2S UDLA 569 AYSE1711 .. FIBBE3ST G... KJ200289 G.. KFBO9793 ..
UDLA 578 99.78% 99.78% 99.78% 99.78% 99.78% 96.07% 97.38% 99.78% 99.78% 77.95% 77.95% 79.04% 77.73% 77.95% 77.95%
uDLA 501 99.78% 100% 100% 100% 100% 96.29% G7.60% 100% 100% T1.73% 77.73% 78.82% 77.51% T1.73% 77.73%
UDLA 505 99.78% 100% 100% 100% 100% 96.29% 97.60% 1008 100% T7.73% 77.73% 78.82% F751% T7.73% 77.73%
UDLA 573 99.78% 100% 100% 100% 100% 56.25% 97.60% 100% 100% T1.73% 17.73% T8.82% T151% T1.73% 17.73%
UDLA 586 99.78% 100% 100% 100% 100% 96.29% 97.60% 100% 100% T1.73% 77.73% TE.BI% T151% T1.73% 77.73%
UDLA 503 99.78% 100% 100% 100% 100% 96.2%% 97.60% 100% 100% T7.73% T7.73% 78.82% 77.51% T7.73% 77.73%
AF093795 GI-13 96.07% 96.29% 96.29% 96.20% 96.29% 96.29% 95.67% 95.49% 95.36% T7.73% T7.73% 77.54% 77.19% 77.05% 74.39%
AJB18985 GI-13 97.38% 97.60% 57.60% 97.60% 97.60% 97.60% 55.67% 96.35% 96.54% T1.73% 77.73% 77.61% 77.25% T111% 74.39%
10739375 G113 99.78% 100% 100% 100% 100% 100% 55.45% 95.35% 99.51% T1.73% T7.73% T8.29% T1ETH T1.73% 74.51%
ZB3975 GI-13 95, 78% 100% 100% 100% 100% 100%, 95.36% 96.54% 95.51% 77.73% 77.73% T8.22% 77.68% T7.54% 74.94%
UDLA 525 77.95% T7.73% 77.73% 77.73% T7.73% T7.73% 77.73% T7.73% T7.73% 77.73% 100% 98.47% 99.78% 100% 100%
UDLA 569 77.95% 77.73% T7.73% T7.73% T7.73% 77.73% T7.73% T7.73% T7.73% 77.73% 100% 98.47% 99.78% 100% 100%
AY561711 GI-1 79.04% T8.62% T8.82% T8.82% T8.82% T8.62% 77.54% T761% 78.29% 78.22% S98.47% 98.47% 97.58% 97.44% 94.55%
FJBBE3ST GI-1 71.73% F1.51% T1.51% 77.51% 77.51% F1.51% T1.15% 77.25% T1.87% 77.68% S9.78% 99.78% 97.58% S9.65% 95.41%
KJ200289 GI-1 77.95% T1.73% T1.73% 77.73% 77.73% T1.73% 77.05% 77.11% 77.73% T7.54% 100% 100% 97.44% 95.69% 96.70%
KFB09793 GI-1 77.95% T1.73% 77.73% 77.73% T7.73% T1.73% 74.39% 74.39% 74.91% 74.94% 100% 100% 94.55% 96.41% 96.70%
Supplementary Figure 3. Comparison of the nucleotide identities of the sequences of Ecuadorian
samples of IBV with other sequences of this virus.
MK246989 ... AF354224 ... ) 7L39002 CA... AF204950... - UDLA 511 . UDLA 570 - AF004857 ... UDLA 502 UDLA 549 UDLA 551 . UDLA 567 . ORS815314 ... UDLA 572 KJ879625U.. KX855920... B
MK246989 UNITED STA... [ | 74.292% 76.331% 77.123% 75.232% 75.095% 77237% 75.232% 75.397% 75.550% 75.448% 59.230% 56.026% 59.003% 58.522%
AF354224 NETHERLAN... 74.292% 76.656% 77.166% 74.776% 75.000% 77.574% 75.096% 74.669% 74.903% 75.062% 59.934% 56.958% 61.277% 59.417%
139002 CANADA 76.331% 76.656% 97.554% 97.695% 98.153% 98.434% 98.203% 98.214% 98.318% 98.379% 58.946% 54.591% 58.617% 57.511%
AF204950 CHINA 77.123% 77.166% 97.554% 98.464% 99.015% 98.981% 99.230% 99.008% 99.094% 99.002% 59.056% 55.093% 58.617% 57.623%
UDLA 511 75.232% 74.776% 97.695% 98.464% 99.098% 99.232% 99.230% 99.932% 99.866% 99.355% 56.978% 55.380% 56.210% 56.082%
UDLA 570 75.095% 75.000% 98.153% 99.015% 99.098% 99.877% 99.871% 99.669% 99.741% 99.751% 57.143% 55.380% 56.773% 56.773%
AF004857 UNITED STA... 77.237% 77.574% 98.434% 98.981% 99.232% 99.877% 100% 99.802% 99.871% 99.875% 59.385% 55.237% 58.830% 57.848%
UDLA 502 75232% 75.096% 98.203% 99.230% 99.230% 99.871% 100% 99.795% 99.866% 99.871% 56.996% 55.237% 56.483% 56.483%
UDLA 549 75.397% 74.669% 98.214% 99.008% 99.932% 99.669% 99.802% 99.795% 99.934% 99.934% 56.151% 55.452% 56.283% 55.886%
UDLA 551 75.550% 74.903% 98.318% 99.094% 99.866% 99.741% 99.871% 99.866% 99.934% 100% 56.792% 55.380% 56.533% 56.404%
UDLA 567 75.448% 75.062% 98.379% 99.002% 99.355% 99.751% 99.875% 99.871% 99.934% 100% 56.983% 55.380% 56.733% 56.608%
OR815314 UNITED STA... 59.230% 59.934% 58.946% 59.056% 56.978% 57.143% 59.385% 56.996% 56.151% 56.792% 56.983% 87.374% 67.618% 65.629%
UDLA 572 56.026% 56.958% 54.591% 55.093% 55.380% 55.380% 55.237% 55.237% 55.452% 55.380% 55.380% 87.374% 66.643% 64.562%
KJ879625 UNITED STAT... 59.003% 61.277% 58.617% 58.617% 56.210% 56.773% 58.830% 56.483% 56.283% 56.533% 56.733% 67.618% 66.643% 80.493%
KX855920 CANADA 58.522% 59.417% 57.511% 57.623% 56.082% 56.773% 57.848% 56.483% 55.886% 56.404% 56.608% 65.629% 64.562% 80.493%
Supplementary Figure 4. Comparison of the nucleotide identities of the sequences of Ecuadorian
samples of ARV with other sequences of this virus.
MF683405.... UDLA 551 MN365943.... OM469201... MF683406.... KT347546.... UDLA 550 UDLA 599 UDLA 147 UDLA 515 UDLA 572 LK932180.1... LK932186.1... KU372509... AB009627....
MF683405.1 BRAZIL 88.735% 89.723% 90.316% 38.342% 38.302% 38.123% 38.039% 37.992% 38.039% 37.965% 39.157% 36.293% 37.037% 34.276%
UDLA 551 88.735% 91.640% 90.454% 35.800% 36.977% 37.727% 37.094% 37.227% 37.209% 37.307% 39.068% 36.554% 35.101% 33.195%
MN365943.1 GERMANY 89.723% 91.640% 92.902% 35.600% 36.013% 36.970% 36.321% 36.449% 36.434% 36.378% 38.103% 35.509% 34.552% 32.775%
OM469201.1 SWITZERL... 90.316% 90.454% 92.902% 36.800% 36.495% 37.424% 36.476% 36.604% 36.589% 36.533% 38.264% 36.031% 36.015% 33.380%
MF683406.1 BRAZIL 38.342% 35.800% 35.600% 36.800% 88.454% 88.351% 88.454% 88.454% 88.454% 88.454% 89.485% 90.110% 76.190% 72.746%
KT347546.1 PERU 38.302% 36.977% 36.013% 36.495% 88.454% 94.802% 97.190% 97.176% 97.181% 97.181% 88.851% 90.909% 75.888% 74.754%
UDLA 550 38.123% 37.727% 36.970% 37.424% 88.351% 94.802% 97.857% 98.000% 97.850% 97.854% 89.868% 90.508% 75.794% 74.381%
UDLA 599 38.039% 37.094% 36.321% 36.476% 88.454% 97.190% 97.857% 100% 100% 100% 90.610% 91.711% 75.888% 76.303%
UDLA 147 37.992% 37.227% 36.449% 36.604% 88.454% 97.176% 98.000% 100% 100% 100% 90.610% 91.711% 75.888% 76.115%
UDLA 515 38.039% 37.209% 36.434% 36.589% 88.454% 97.181% 97.850% 100% 100% 100% 90.610% 91.711% 75.888% 76.228%
UDLA 572 37.965% 37.307% 36.378% 36.533% 88.454% 97.181% 97.854% 100% 100% 100% 90.610% 91.711% 75.888% 76.266%
LK932180.1 NIGERIA 39.157% 39.068% 38.103% 38.264% 89.485% 88.851% 89.868% 90.610% 90.610% 90.610% 90.610% 94.920% 76.262% 75.738%
LK932186.1 NIGERIA 36.293% 36.554% 35.509% 36.031% 90.110% 90.909% 90.508% 91.711% 91.711% 91.711% 91.711% 94.920% 75.740% 74.866%
KU372509.1 NIGERIA 37.037% 35.101% 34.552% 36.015% 76.190% 75.888% 75.794% 75.888% 75.888% 75.888% 75.888% 76.262% 75.740% 76.449%
ABO009627.1 JAPON 34.276% 33.195% 32.775% 33.380% 72.746% 74.754% 74.381% 76.303% 76.115% 76.228% 76.266% 75.738% 74.866% 76.449%

Supplementary Figure 5. Comparison of the nucleotide identities of the sequences of Ecuadorian
samples of AVRVA with other sequences of this virus.
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Supplementary Figure 6. Positive Control of the specificity assay. Red color for IBV amplification
plot, green color for ANV amplification plot, blue color for CAstV amplification plot, brown color
for ARV amplification plot and purple color for AVRVA amplification plot.
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Supplementary Figure 7. ChPV Control of the specificity assay. Red color for IBV non-
amplification plot, green color for ANV non-amplification plot, blue color for CAstV non-
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amplification, brown color for ARV non-amplification plot and purple color for AvRVA non-
amplification plot.
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Supplementary Figure 8. aMPV-A Control of the specificity assay. Red color for IBV non-
amplification plot, green color for ANV non-amplification plot, blue color for CAstV non-
amplification, brown color for ARV non-amplification plot and purple color for AVRVA non-
amplification plot.
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Supplementary Figure 9. aMPV-B Control of the specificity assay. Red color for IBV non-
amplification plot, green color for ANV non-amplification plot, blue color for CAstV non-



amplification, brown color for ARV non-amplification plot and purple color for AVRVA non-
amplification plot.
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Supplementary Figure 10. FAdV-1 Control of the specificity assay. Red color for IBV non-
amplification plot, green color for ANV non-amplification plot, blue color for CAstV non-
amplification, brown color for ARV non-amplification plot and purple color for AvRVA non-
amplification plot.



