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Abstract: Polyethylene glycol (PEG) surface conjugations are widely employed to render passivating
properties to nanoparticles in biological applications. The benefits of surface passivation by PEG
are reduced protein adsorption, diminished non-specific interactions, and improvement in phar-
macokinetics. However, the limitations of PEG passivation remain an active area of research, and
recent examples from the literature demonstrate how PEG passivation can fail. Here, we study the
adsorption amount of biomolecules to PEGylated gold nanoparticles (AuNPs), focusing on how
different protein properties influence binding. The AuNPs are PEGylated with three different sizes
of conjugated PEG chains, and we examine interactions with proteins of different sizes, charges,
and surface cysteine content. The experiments are carried out in vitro at physiologically relevant
timescales to obtain the adsorption amounts and rates of each biomolecule on AuNP-PEGs of varying
compositions. Our findings are relevant in understanding how protein size and the surface cysteine
content affect binding, and our work reveals that cysteine residues can dramatically increase adsorp-
tion rates on PEGylated AuNPs. Moreover, shorter chain PEG molecules passivate the AuNP surface
more effectively against all protein types.

Keywords: NMR spectroscopy; gold nanoparticles; PEGylation; adsorption; passivation

1. Introduction

When nanoparticles (NP) encounter a biological environment, biomolecules will spon-
taneously adsorb to the NP surface, forming a biomolecular corona. For many biomedical
applications, the NP surfaces are designed to elicit the adsorption of biomolecules for
bioimaging and biosensing [1]. On the other hand, some NP surfaces are fabricated to limit
the adsorption of biomolecules, preventing recognition by the human body [2]. This is espe-
cially true for gold nanoparticles (AuNPs) that must pass through the blood–brain barrier
or otherwise avoid clearance from the immune system [3,4]. However, when administered
intravenously [5], AuNPs are rapidly removed from the circulation and accumulate mainly
in the liver and the spleen due to the opsonization and recognition by phagocytes [3,6].
Many studies attempt to reduce the undesirable uptake of AuNPs by modifying the physic-
ochemical properties of AuNP such as size, surface charge, hydrophilicity, and surface
functionality [4,7–11].

A well-known method to avoid phagocytosis is to functionalize NP surfaces with
polyethylene glycol (PEG), also called PEGylation [12,13]. There are numerous studies
indicating that PEG-coated AuNPs reduce the protein corona formation and increase the
retention time of the NPs in the circulatory system [14–16]. The passivating effect of
PEG on AuNPs is thought to be conferred due to a reduced tendency for protein binding
to a PEGylated surface [17,18]. As this biocorona layer of bound proteins is reduced,
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the immune system does not recognize the AuNPs, and therefore PEGylated NPs will
persist [19,20]. In addition, PEG-passivated NPs are widely used as drug carriers as the
solution exposed termini can be modified with a drug [21–24]. As an example, doxorubicin
can be effectively attached to PEG-coated AuNPs to target cancer cells for treatment [25].

In practice, there are numerous approaches to PEGylation, and size, terminal modifica-
tion, and charge can all be modified [26–28]. PEGylation is conducted using several unique
techniques including detritylating PEG derivatives, covalent attachment, entrapment, or
AuNP surface adsorption of PEG chains. The effect of the PEGylation depends on the
PEG molecular weight, polymer chain architecture, and PEG surface density on the NP
surface [29,30]. For example, a high density of PEG favors an extended “brush” conforma-
tion, which is more effective at passivation than the “mushroom” conformation adopted
during less dense PEGylation [16]. This improved passivation likely results from a shift in
PEG dynamics, with more constrained motions favoring improved passivation [31]. These
findings are of great relevance for studying protein adsorption onto PEGylated spherical
nanoparticle surfaces, and the protein adsorption resistance on the NP surfaces can vary
drastically depending on the PEGylation strategy.

In addition to the properties of PEG itself, protein properties are also likely very im-
portant in determining the effectiveness of passivation, and some proteins are better than
others at circumventing passivation strategies. For example, while PEGylation reduces
nonspecific binding overall, gel electrophoresis and mass spectrometry identify differences
in how individual proteins interact with poly(DL-lactide-co-glycolide) (PLGA) nanoparti-
cles upon passivation with PEG [32]. Another recent study by Blume et al. used the protein
corona of PEGylated superparamagnetic iron oxide NPs as a probe for proteomics analysis,
demonstrating that PEG does not block binding from all proteins equally [33]. Both of
these studies were carried out at shorter incubation periods, under 12 h, in which PEG
exhibits excellent passivating characteristics; nevertheless, some proteins are clearly able
to bind PEGylated NPs. At longer timescales, the problem of protein binding becomes
more pronounced, especially at low PEG densities [34,35]. Some nanoparticle formulations
persist for > 24 h in the body [36], and therefore characterizing how blood proteins interact
with PEG-coated NPs is an important aspect of drug delivery optimization. In particular,
understanding how different biomolecular properties influence PEGylated NP binding
could lead to better passivation strategies, or it could reveal insight into why some NP
systems resist passivation.

In this study, we have quantitatively characterized several different peptides and
proteins as they adsorb to PEGylated AuNPs. Both small peptides and larger proteins
are studied, and the presence of cysteine residues is also systematically investigated. The
AuNPs are coated with 5K, 10K, and 30K thiolated PEG, allowing us to probe different
levels of PEG coverage. Using NMR spectroscopy [37–39], we have quantified the kinetics
of and final stoichiometry of biomolecular adsorption to PEGylated AuNPs, and we discuss
trends and physical properties that lead to efficient binding to PEGylated AuNP surfaces.

2. Results
2.1. PEGylation of Gold Nanoparticles and Protein Selection

Prior to protein adsorption, AuNPs were incubated with an excess amount of different
thiol PEG compounds (PEG-SH) to fully passivate the surface. The attachment of PEG-
SH on AuNP was characterized using UV-Vis spectroscopy, Zeta potential and dynamic
light scattering (DLS) (Table 1). An increasing hydrodynamic diameter was observed
when larger PEG-SH molecules are bound to the AuNP surface. Zeta potentials of all
AuNP-PEG conjugates increase from −38 ± 3 mV to around −20 mV, indicating the
negatively charged citrate-capped AuNP surfaces are all saturated with PEGs. Transmission
electron microscopy (TEM) is consistent with 15-nm AuNPs, showing no AuNP aggregation
during synthesis of AuNP-PEGs. Visualization of the PEG in TEM is difficult due to the
formvar grids used in TEM experiments, and the PEG layer itself was not consistently
observed (Figure S2, Supporting Information). The localized surface plasmon resonance
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(LSPR) peak of AuNPs at 520 nm has a decreasing degree of redshift of 3, 2, and 1 nm
for 5K-PEG-SH-, 10K-PEG-SH-, and 30K-PEG-SH-coated AuNP, respectively (Table 1 and
Figure S1, Supporting Information). This decrease in LSPR redshift as PEG size increases
was previously reported [40], and the larger redshift for shorter PEGs likely arises from
a mushroom-like structure of PEG: the end with a terminal thiol group binds to AuNP
through a strong gold-thiolate bond, and the long PEG polymer chain adopts a random
coil shape [14,40]. Based on this model, it is hypothesized that shorter PEG-SHs are
grafted more densely on the AuNP than longer ones, which explains why PEG-SH-5K
can most effectively change the dielectric constant of the immediate medium surrounding
AuNP surface, and therefore induces the largest LSPR redshift. Indeed, the experimentally
measured PEG density on these AuNP-PEG conjugates decreases from 0.96 ± 0.01 to
0.57 ± 0.01 PEG/nm2 as PEG size increases from 5K to 30K (Table 1), supporting the
predicted PEG conformational model on the AuNP surface. This is consistent with prior
studies examining the trend of PEG-SH coverage on AuNPs [34,41]. Scheme 1 depicts the
PEG-SH conformations on AuNP surface and PEG density decreases with larger PEG-SHs.

Table 1. The hydrodynamic diameter (DH), localized surface plasmonic resonance (LSPR), Zeta
potential and PEG density of AuNP and its three different conjugates of PEG.

AuNP-PEG
Conjugate DH (nm) Zeta Potential

(mV) LSPR Peak (nm) PEG Density
(PEG/nm2)

AuNP 18.4 ± 1.1 −38 ± 3 520 0
AuNP-PEG-5K 27.7 ± 0.5 −16.4 ± 0.8 523 0.96 ± 0.01
AuNP-PEG-10K 39 ± 2 −22.1 ± 0.6 522 0.67 ± 0.01
AuNP-PEG-30K 78 ± 3 −18 + 2 521 0.57 ± 0.01
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Scheme 1. Conformational model of PEG-SH binding to an AuNP surface.

Permeability of a biomolecule into the PEG chains is essential for its binding onto
AuNP surface. In this work, protein size and surface thiol groups are hypothesized to
be the key factors that determine permeability. This is for two reasons: First, smaller
molecules are expected to diffuse into PEG chains more easily than larger ones. Second,
thiol groups have a particularly strong affinity towards AuNP, which facilitates binding
through formation of gold-thiolate bond [42,43]. Therefore, representative molecules are
selected to be glutathione (GSH), the H1.5 peptide (with and without cysteine), wild-type
GB3, the K19C GB3 variant, and bovine serum albumin (BSA) (Figure 1, Table 2). GSH
is the smallest construct with only one thiol group, whereas the H1.5 peptide, which
is phosphorylated and derived from a histone H1.5 segment, lacks a thiol. H1.5-Cys is
identical to H1.5, but it contains a Cys residue at the 9th position. Larger protein candidates
include WT GB3, which lacks cysteine residues, and K19C GB3, which contains one cysteine
at position 19. BSA is the largest protein, and while it contains 35 Cys residues, only one of
these is readily available to bond; the rest form disulfide bonds and are buried within the
folded structure of the protein. The estimated net charge of each protein, assuming model
compound pKa values, is also presented. PEGylated AuNPs retain a negative ζ-potential,
suggesting that more basic proteins may be favored [44]. Although the proteins selected
do not exhaustively probe protein charge, the H1.5 peptide is highly basic and could
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potentially indicate whether electrostatic interactions influence how efficiently proteins can
permeate a PEG layer.
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Figure 1. Peptides and proteins used in this study. (A) Glutathione peptide (GSH), (B) H1.5 peptide,
(C) H1.5-Cys peptide, (D) Wild-type GB3 protein (WT GB3, PDB 2OED), (E) K19C GB3 variant (K19C
GB3), and (F) bovine serum albumin (BSA, PDB 3V03 chain A). Peptides employ a ball-and-stick
representation, whereas proteins are represented with cartoons. Cysteine residues that do not form
intramolecular disulfide bonds are shown as yellow spheres in space filling representation. Note that
peptides and proteins are not drawn to scale.

Table 2. Characterization of size, number of surface cysteines and net charge of the ligands used in
this work.

GSH H1.5 H1.5-Cys WT GB3 K19C GB3 BSA

Size (kDa) 0.3 1.4 1.4 6.2 6.2 66
Surface cysteines 1 0 1 0 1 1

Estimated net charge at pH 7 −1 5 5 −2 −3 −17

2.2. Adsorption of Small Peptides onto PEGylated AuNPs

We first monitored the adsorption of three small peptides onto PEG-SH coated AuNPs,
and their adsorption rate constants and adsorbed amount are obtained for comparison
(Figure 2A,B). The PEG size affects the adsorption rate constants as well as the final amount
of peptides adsorbed onto AuNPs. All peptides are adsorbed fastest and in the greatest
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amount for AuNPs coated with 30K-PEG-SH, with adsorption rate and amount decreasing
with smaller PEG size (Figure 2C,D). This indicates these molecules can penetrate more eas-
ily into the PEG layers formed with larger PEGs, and the AuNPs functionalized with larger
PEGs have more available surface area for additional ligand binding. This observation is
consistent with the grafting density of PEG-SH on AuNP, which is limited to an extent by
the size of the coil-shaped PEG chains. The use of larger PEG-SH molecules results in less
densely grafted PEG on AuNP, which facilitates diffusion of ligands into the PEG chains
and leaves more unoccupied AuNP surface for binding [34]. Another observation is that
GSH is adsorbed faster and in a larger amount than H1.5 on each type of AuNP conjugate.
This is attributed to the smaller size of GSH (0.3 kDa) as compared to H1.5 (1.4 kDa), and
high affinity afforded by a thiol group in GSH in contrast to no thiol group in H1.5.
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Figure 2. Adsorption of small peptides onto PEGylated AuNPs. (A) Free H1.5 (closed symbols, solid lines) and H1.5-Cys
(open symbols, dashed lines) concentrations vs. time in the presence of 5K, 10K, and 30K PEGylated AuNPs during the
0–72 h incubation period. The kinetic study for H1.5-Cys was performed for only 24 hrs due to its fast adsorption kinetics.
(B) GSH adsorption to PEGylated AuNPs during the same time duration. The curves in (A,B) are a pseudo-first-order
kinetics fit, and the error bars are the standard error of the mean. (C) Adsorption rate constants for H1.5 and GSH for
different PEGylated AuNPs obtained from the pseudo-first-order kinetic fit. (D) Bound concentration at the final time
point of H1.5 and GSH for different PEGylated AuNPs after 72-hour incubation. The apparent adsorption rates and bound
concentrations of all ligands used in this work are summarized in Table S1 (Supporting Information). Error bars in panels
(C,D) represent uncertainties calculated from a weighted least squares minimization of the reduced chi-squared performed
in OriginPro 2021b (Northampton, MA, USA).



Molecules 2021, 26, 5788 6 of 14

Interestingly, incorporating a Cys residue into the H1.5 peptide dramatically enhances
this peptide’s affinity toward PEGylated AuNPs (open symbols, Figure 2A). H1.5-Cys is
identical to H1.5, except that it contains a cysteine residue in the 9th position (A9C). In all
of our experiments, near-complete binding of H1.5-Cys occurred within fifteen min—the
dead time of our measurements (Figure 2A). While apparent rate constants could be fit for
H1.5-Cys, these are lower-bound estimates, and binding of H1.5-Cys could be faster. In
addition, the amount of H1.5-Cys bound was higher than H1.5 for all sizes of PEGylated
AuNPs (Table S1, Figure 2D). Apparently, the H1.5-Cys peptide is able to readily penetrate
the PEG layer and form a stable thiolate bond. Nearly all of the H1.5-Cys peptide can be
adsorbed, suggesting that PEG is not a particularly good passivating compound for small,
basic peptides containing thiol groups.

All of these experiments were performed under conditions with no added salt, so
screening of electrostatic interactions should be minimal. The balance of size, electrostat-
ics, and the presence of a thiol can be understood using the following simple scheme
(Scheme 2):
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Scheme 2. Kinetic scheme for peptide interaction with PEGylated AuNPs.

In this scheme, the peptide is able to penetrate the PEG layer in a fast-equilibrium
process (K1 = k1/k−1). This equilibrium is altered by electrostatics, which will favor
penetration into the PEG layer for more basic peptides such as H1.5 (increasing K1). It is
feasible that the rate constant k1 is sensitive to the peptide and to the density of the PEG
layer. For example, smaller peptides (such as GSH) are able to penetrate the PEG layer more
rapidly (increasing k1), and denser PEG layers will likely decrease the speed of penetration
(reducing k1). In our work, k2 is primarily dependent on whether a gold-thiolate bond can
occur between the AuNP surface and a Cys residue. Other types of bonds are possible
between proteins and Au surfaces, including amines and carboxylates [45–48], but the
presence of a Cys residue should strongly increase the rate k2. Here, our measured rate
constants (kobs) are approximately equal to kobs ≈ K1k2, a scenario that is analogous to
EX2 conditions for hydrogen exchange (k−1 � k2) [49]. Elucidating specific values for K1
and k2 is challenging, but our data qualitatively support this scheme. H1.5 is highly basic
(larger K1), but it is larger than GSH (slower k1) and lacks a thiol (slower k2), therefore it
exhibits the slowest adsorption kinetics. H1.5-Cys contains a thiol (fast k2), and therefore
it binds very quickly, within the first 15 min of mixing. GSH, which is acidic (weaker K1)
and contains a thiol (fast k2), is intermediate between H1.5-Cys and H1.5. In this scheme,
the ratio of kobs for H1.5-Cys and H1.5 should correspond to the ratio of k2 for a thiol
attachment and k2 for a non-thiol attachment (Equation (1)):

kobs, H1.5−Cys

kobs, H1.5
≈

k2, thiol

k2,non−thiol
(1)

Moreover, this ratio should be roughly constant, and indeed it is (350± 80, 230± 60,
and 320± 20 for 5K, 10K, and 30K, respectively). Our data therefore support a model where
the peptides penetrate the PEG layer frequently, temporally sampling conformations near
the AuNP-PEG interface, but adsorption only occurs occasionally when direct contact is
made with the gold surface (enabling a more stable bond to occur).

2.3. Adsorption of Larger Proteins onto PEGylated AuNPs

To explore this scheme, we next tested the adsorption of proteins of varying sizes and
thiol group content. The adsorption of the selected proteins is tight and in slow exchange
timescale with no line broadening, rendering their NMR signals invisible upon attachment
to the AuNP surface. Therefore, the remaining protein NMR signals correspond to the
unbound protein amount [38,50]. Examples of quantifying protein unbound concentrations
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using 1D NMR for BSA and 2D NMR for K19C GB3 are presented in Figures S3 and S4,
Supporting Information. As compared to the H1.5 peptide (1.4 kDa), WT GB3 has a size
of 6.2 kDa. During the 72 h of our experiment, no WT GB3 was detected to adsorb at a
statistically significant level onto 5K-PEG-AuNPs, and only a small amount of this protein
penetrated into 10K- and 30K-PEG-AuNPs (Figure 3A,E). Specifically, 10% and 25% of the
original 20 µM WT GB3 sample was adsorbed on the 10K and 30K PEG-SH molecules,
respectively. For comparison, the H1.5 peptide reached ~60% adsorption after a similar
incubation period on 30K-PEG-AuNPs. This suggests that, in the absence of high affinity
thiol groups, small molecular size is critical for diffusion into the PEG layers, especially the
denser PEG layer formed by smaller PEGs.
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The curves are the pseudo-first-order kinetics fit, and the error bars are the standard error of the
mean. (D) Pseudo-first-order adsorption rate constants and (E) bound concentration for WT, K19C
GB3, and BSA for different PEGylated AuNPs. Error bars in panels (D,E) represent uncertainties
calculated from a weighted least squares minimization of the reduced chi-squared performed in
OriginPro 2021b (Northampton, MA, USA).
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In contrast, when one cysteine residue is introduced into GB3 (K19C GB3), both
adsorption amount and adsorption rate increase significantly for all types of PEGylated
AuNPs (Figure 3). For example, while the adsorption of WT GB3 on 5K-PEG-AuNPs was
barely within the limits of detection for our experiment over 72 h, 2.1 ± 0.5 µM K19C GB3
is able to penetrate and bind onto these nanoparticles after only 10 h incubation. This
difference becomes smaller as the PEG size is increased. While greater adsorption is always
observed for K19C GB3, 10K-PEG-AuNPs allow nearly twice as much binding of K19C
vs. WT GB3, but 30K-PEG-AuNPs allow only 1.4 times as much binding. In addition
to increasing the final amount of adsorbed protein, introducing a cysteine residue also
increases the rate at which adsorption occurs. We could not determine a pseudo-first
order rate constant for WT GB3 adsorption to 5K-PEG-AuNPs, but rate constants could
be reliably fit for the larger PEG sizes. Indeed, the calculated adsorption rate constants
of K19C GB3 for both 10K-PEG-AuNP and 30K-PEG-AuNP are ~9 and ~23 times larger,
respectively, than those measured for WT GB3 (Figure 3D).

In the context of Scheme 2, GB3 is apparently able to penetrate the PEG layer, and it
can penetrate 10K and 30K PEG layers more efficiently than 5K PEG. Previously, it was
theorized that adsorption isotherms tend to become independent of PEG length beyond
2000 Da (50 monomer units) for lysozyme and fibrinogen [51,52]. Both lysozyme (14 kDa)
and fibrinogen (300 kDa) are much larger than GB3 (6.2 kDa), and for GB3 we see a size
dependent effect. In addition, taking the ratio kobs for K19C GB3 and kobs for WT GB3
does not appear to produce a constant value as it did with H1.5 (9± 4 for 10K vs. 23± 10
for 30K), suggesting that the complexity of larger proteins complicates Scheme 2. This
may be as the size of GB3 is similar to the size of the PEG molecules themselves, and
reorientation in the PEG layer becomes more difficult when the protein size is similar to
the passivating PEG. As the PEG size increases, the attachment density decreases (Table 1),
and GB3 is more easily able to slip through the passivating layer. Thus, the size and shape
of the protein relative to the PEG density will likely influence whether the first step in
scheme two is fast-to-equilibrium. Additional work is needed to explore this hypothesis;
nevertheless, these results highlight the importance of free and surface cysteine (thiol)
groups in protein adsorption onto PEGylated AuNP. The high affinity of thiol towards gold
not only accelerates the adsorption rate of large biomolecules, but also increases the final
bound amount.

On the other hand, BSA has a size ~10 times that of the GB3 protein. With the same
number of free surface thiol groups as K19C GB3, the size effect of protein adsorption on
PEGylated AuNP can be examined. Previous experiments using fluorescence spectroscopy
found that BSA was buried inside the 10K PEG layer on an AuNP [14,26]. Our studies
indicate that, due to the size of BSA, only a small concentration of BSA is adsorbed by all
three types of PEGylated AuNP surfaces. The maximum adsorption is again observed
for the 30K-PEG-AuNPs. The same trend that larger PEG promotes greater adsorption
is observed, although the difference between 5K PEG and 30K PEG is markedly less for
BSA vs. K19C GB3. Interestingly, even large proteins are able to penetrate relatively dense
monolayers of PEG on an AuNP surface. While the amount of adsorbed protein is small,
the value is reproducible, and such a small number may be able to alter the immune
response to an engineered nanoparticle, especially if those nanoparticles experience long
circulation times.

For comparison, the binding of these biomolecules onto non-PEGylated AuNPs is
extremely fast and results in higher binding capacities. Previous studies show that ~90%
of protein binding to citrate-coated AuNPs occurs in the initial ~5 min, and adsorption is
completed within an hour [38,39]. The binding capacities (molecules per AuNp) for GSH,
WT GB3 and BSA on bare AuNPs were determined to be 1430± 90, 177± 20, and 30± 10,
respectively [37]. In contrast, it takes 5–20 h for GSH, WT GB3, and BSA to reach their
maximum binding capacities (molecules per AuNP) of 123± 2, 41± 4, and 123± 2, 26± 2,
respectively on AuNP-PEG-30K. The binding rates and final amounts are even lower on
AuNP-PEG-5K and AuNP-PEG-10K.
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3. Discussion

The observation that proteins can penetrate PEG-passivated surfaces is not new [29,30];
however, systematic studies to identify which protein properties favor fouling of passivated
AuNPs can be useful in improving strategies for limiting protein binding. Here, we design a
simple test that examines how protein size, charge, and surface cysteine content influences
adsorption for several different PEGylation densities on AuNPs, holding the size of the
core AuNP constant. Our approach employs a newly developed external NMR referencing
method for quantifying protein binding to AuNPs in situ, and our observations do not
require displacement of proteins or treatment of the AuNPs [38]. This approach enables
straightforward measurements of adsorption kinetics, provided no line broadening is
observed in the biomolecular NMR spectra. We observe that both the adsorption rate and
the number of biomolecules adsorbed onto PEGylated AuNPs increase as the size of PEG-
SH increases, from 5K-, 10K-, to 30K-PEG-AuNPs. This validates previous observations
that smaller PEGs have a better passivation effect on AuNPs due to their higher grafting
density, making diffusion of biomolecules into the dense PEG polymer chains less efficient,
and leaving less AuNP surface for biomolecule loading [16,34,51–53]. On the contrary,
larger PEG can stabilize AuNPs as well as allow biomolecules to diffuse efficiently and
bind to the AuNPs. With all peptides and proteins tested in this work, maximum binding
for 30K-PEG-AuNP is attained within several hours. These results should provide insights
into how to select PEG size for different applications of PEGylated AuNPs.

Comparing the adsorption behaviors of H1.5, GSH, and WT GB3 onto PEGylated
AuNPs, we conclude that molecules with small sizes (significantly smaller than the PEG
size) can efficiently penetrate the PEG layers, rapidly sampling conformations near the
surface as shown in Scheme 2. The presence of thiol groups for small peptides can dramati-
cally enhance adsorption. Once the protein becomes larger than the PEG itself, however,
the situation is more complex and likely depends on the protein itself. Surface Cys residues
are still important, as demonstrated by the difference between WT and K19C GB3. Steric
hindrance from the densely populated PEG chains is effective at reducing protein binding,
but the introduction of only one cysteine residue allows even weakly associated proteins to
adsorb to the AuNP surface. Even BSA, which is approximately 10 times the size of WT
GB3, can be bound to 5K-PEG-AuNP, the PEGylated AuNP with highest grafting density.
The survey of these large biomolecules demonstrates high affinity groups are required for
large molecules to be loaded onto PEGylated AuNPs.

In conclusion, our study indicates that larger PEG molecules are less effective in passi-
vating biomolecules molecules with small sizes (GSH and H1.5) and macromolecules with
thiol groups (H1.5-Cys, K19C GB3, and BSA). Larger PEG constructs adopt a “mushroom”-
like structure, leaving voids in between the PEG chains [16]. Due to this mushroom-like
structure, the surface density of larger PEG on AuNPs is lower than the short PEG chains.
This phenomenon allows the proteins to easily penetrate the PEG layer. Shorter PEG
chains are much more effective in passivating the AuNP surface from biomolecules, but the
presence of surface cysteine residues appears to nullify the passivating effect, especially at
timescales greater than 12 h, which are relevant for the pharmacokinetics of AuNP-based
therapeutics.

4. Materials and Methods
4.1. Synthesis of Citrate-Stabilized Gold Nanoparticles

Spherical 15 nm AuNPs were synthesized via citric acid reduction using principles
of the Turkevic synthesis method [54,55]. Tetrachloroauric Acid (HAuCl4) and sodium
citrate dihydrate were purchased from Sigma-Aldrich. After 100 mL of 0.3 mM HAuCl4
had been heated to boiling, 2 mL of 34 mM sodium citrate solution was immediately mixed
with the gold solution. This mixture was stirred with heating for an additional 20 min
before being cooled to room temperature. The cooled solution was then centrifuged for
45 min at 9000× g. The concentrated AuNP sample was then extracted and sonicated for
6 min (in 1-min intervals) at a power level of 1 on a Branson sonicator. The sonicated
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sample was characterized via UV-visible spectroscopy, dynamic light scattering, and
transmission electron microscopy for size and conformity [37]. For 15 nm AuNPs, it was
expected that the maximum absorbance should be at 520 nm with an extinction coefficient
of 3.9 × 108 M−1 cm−1 [56–59].

4.2. Protein Preparation
15N-labeled WT GB3 and its variant K19C GB3 were expressed and purified accord-

ing to previously published methods [37,59,60]. Protein purity was established using
SDS-PAGE electrophoresis. The H1.5 peptide (KVAKpSPKKAKAW, where pS represents
phosphoserine) [61] and H1.5-Cys (KVAKpSPKKCKAW) were purchased from GenScript
(Piscataway, NJ, USA) and BioMatik (Wilmington, DE, USA) at 95% purity and used after
dissolving in appropriate buffer. GSH and BSA were purchased from Sigma Aldrich and
were used without any additional purification. The concentration of GSH was determined
using the molar mass; concentrations for all other peptides and proteins were determined
using the calculated extinction coefficient at 280 nm [62].

4.3. PEGylated Gold Nanoparticle Preparation

The thiolated 5K, 10K, and 30K poly(ethylene glycol) monomethyl ether compounds
(PEG-SH) were purchased from Laysan Bio, Inc. (Arab, AL, USA). The PEG-SH compounds
were dissolved in MilliQ water containing 50 mM TCEP to maintain reducing conditions.
A solution of 120 nM AuNPs was incubated with 100 µM of the three different sizes of PEG
to fully saturate the AuNP surface. After the overnight incubation at room temperature,
the solutions were centrifuged at 9000× g and washed three times with buffer to remove
any unbound PEG molecules. Afterward, PEG-coated AuNPs were resuspended in buffer.
The PEGylated AuNPs were characterized using UV-Vis spectroscopy and dynamic light
scattering to confirm the functionalization. The same extinction coefficient was used for
PEGylated AuNPs as for bare AuNPs. Atomic absorption spectroscopy confirmed that
this approximation was accurate to within 6% error (Table S2). The PEG density on the
AuNP surface was determined as follows. A total of 120 µM thiolated PEG was mixed
with 120 nM 15-nm AuNPs. After 1-h incubation, all PEG bound AuNPs were thoroughly
spun down (10 min at 21,000× g) and the bound fraction of PEG was determined by the
reduction in thiol concentration in the supernatant using Ellman’s reagent (5,5′-dithio-bis
(2-nitrobenzoic acid)) [63]. The coordination efficiency (θ) of PEG was calculated using
θ = 1 − [SH]free/[SH]total, where [SH]total and [SH]free correspond to concentration of
thiolated PEG in the supernatant before and after binding to AuNP. The PEG grafting
density (ρPEG) was calculated using formula ρPEG = θ ρgraft, where ρgraft is the number of
initial PEG molecules available per nm2 AuNP surface.

4.4. Transmission Electron Miscroscopy (TEM) Measurement of PEGylated AuNPs

Aliquots of 5 µL of 2 nM PEGylated AuNP solution was deposited on Formvar-
coated copper grids. The excess liquid was wicked away, and the remaining thin film
on the grid was allowed to dry. Prepared grids were imaged using JEOL 2100 with
an accelerating voltage of 200 kV. TEM was performed at the Institute for Imaging and
Analytical Technologies (I2AT) at Mississippi State University.

4.5. NMR Adsorption Measurements

For the control sample, 20 µM protein or peptide was prepared with 20 mM phosphate
buffer at pH 6.5. Protein samples were mixed with AuNPs at concentration of 120 nM
AuNPs. Quantitation was performed using an external standard, described previously [38].
This approach is effective when adsorption is slow on the NMR timescale, and when no
line broadening is observed, as occurs here [38,50]. A solution of 50 mM TCEP and pH
6.5 PIPES buffer was used in the sample preparation of proteins and peptides containing
thiol groups (GSH, H1.5-Cys, and K19C GB3). The samples were incubated for 6–72 hr
before taking the 1D 1H NMR spectra for GSH, H1.5, and BSA. 1H-15N HSQC spectra
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were collected to measure the bound protein concentration of WT GB3 and K19C GB3.
The NMR spectra were recorded at 25 ◦C using a 600 MHz Bruker Avance III cryoprobe-
equipped NMR spectrometer. NMR spectra were processed using TOPSPIN 3.1 software.
The bound protein concentration was measured by using the DSS peak as an external
reference and integrating the protein amide signal with and without AuNPs at different
time intervals [37,38]. First, all spectra were normalized to the external DSS reference
peak. Then, the ratio of each peak intensity relative to the protein signal in the absence of
nanoparticles was used to quantify the amount of protein remaining in solution. This ratio
(r) represents the quantitative loss in protein signal, and in a standard 2D HSQC NMR
spectrum can be averaged over all non-overlapping protein peaks. The concentration of free
protein is then calculated as (1− r)C0 where C0 is the initial concentration of protein in the
absence of AuNPs (here, C0 is 20 µM). Additional details and experimental considerations
are discussed in Xu et al. [38]. For 1D measurements (GSH, H1.5, H1.5-Cys, and BSA), the
amide region of a water suppression experiment is used to calculate r for the entire amide
proton region, as described in Wang et al. [37]. Examples of the 1D and HSQC NMR spectra
are provided in the Supporting Information as Figures S3 and S4. Error bars are calculated
as the standard error of the mean from at least three independent measurements.

4.6. Dynamic Light Scattering

A Wyatt DynaPro NanoStar DLS instrument was used to measure the NP size distri-
butions. After equilibration for 1 h at room temperature, the solution was diluted 5-fold
before transferring to a disposable microcuvette for measurement. The hydrodynamic
diameters of the AuNPs were measured using the regularization fit functionality of the
DYNAMICS software. For each measurement (with or without PEG), the average value of
three independently prepared samples is reported and the uncertainty is calculated as the
standard error of the mean. Zeta potential measurements were performed on an Anton
Paar Litesizer 500 instrument using Kalliope software.

Supplementary Materials: The following are available online. Figure S1: UV-vis spectra of PEGy-
lated AuNPs; Figure S2: Transmission electron microscopy (TEM) characterization of PEG-grafted
gold nanoparticles; Figure S3: Example of quantifying protein unbound concentrations using 1D
NMR for BSA; Figure S4: Example of quantifying protein bound concentrations using 2D NMR for
K19C GB3; Table S1: Summary of bound concentration ([bound]) of ligand when mixing 20 µM
ligand with 120 nM 15-nm AuNPs and observed rate constants (kobs) of 20 µM different ligands onto
120 nM PEGylated AuNPs used in this work; Table S2: Comparison of AuNP-PEG concentrations
determined by atomic absorption spectroscopy (AAS) and concentrations determined using the
extinction coefficient at 520 nm (3.9 × 108 M−1 cm−1), as described in the text.

Author Contributions: Conceptualization, methodology and analysis: Y.R.P., J.X.X., D.L.A. and
N.C.F. Investigation: Y.R.P., J.X.X., D.L.A., I.A. and A.C.H. Writing—original draft: Y.R.P., J.X.X.
and N.C.F. Writing—review and editing: J.X.X. and N.C.F. All authors have read and agreed to the
published version of the manuscript.

Funding: This work was supported by the National Institute of Allergy and Infectious Diseases of the
National Institutes of Health under grant number R01AI139479 and the National Science Foundation
under grants 1818090 and 1852527.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: All data from this study are available in the figures and Supporting
Information. Tabulated data points are available from the authors upon request.

Acknowledgments: We thank Rahul Yadav and Becca Hill for careful reading of the manuscript and
for thoughtful comments and suggestions.

Conflicts of Interest: The authors declare no conflict of interest.



Molecules 2021, 26, 5788 12 of 14

Sample Availability: Protein expression vectors for GB3 are available from the authors upon request.
All other proteins and peptides are available commercially.

References
1. Jokerst, J.V.; Lobovkina, T.; Zare, R.N.; Gambhir, S.S. Nanoparticle PEGylation for imaging and therapy. Nanomedicine 2011, 6,

715–728. [CrossRef]
2. Sanchez-Cano, C.; Carril, M. Recent Developments in the Design of Non-Biofouling Coatings for Nanoparticles and Surfaces. Int.

J. Mol. Sci. 2020, 21, E1007. [CrossRef]
3. Behzadi, S.; Serpooshan, V.; Tao, W.; Hamaly, M.A.; Alkawareek, M.Y.; Dreaden, E.C.; Brown, D.; Alkilany, A.M.; Farokhzad,

O.C.; Mahmoudi, M. Cellular uptake of nanoparticles: Journey inside the cell. Chem. Soc. Rev. 2017, 46, 4218–4244. [CrossRef]
[PubMed]

4. Guerrini, L.; Alvarez-Puebla, R.A.; Pazos-Perez, N. Surface Modifications of Nanoparticles for Stability in Biological Fluids.
Materials 2018, 11, 1154. [CrossRef] [PubMed]

5. Miller, H.A.; Magsam, A.W.; Tarudji, A.W.; Romanova, S.; Weber, L.; Gee, C.C.; Madsen, G.L.; Bronich, T.K.; Kievit, F.M.
Evaluating differential nanoparticle accumulation and retention kinetics in a mouse model of traumatic brain injury via Ktrans
mapping with MRI. Sci. Rep. 2019, 9, 16099. [CrossRef] [PubMed]

6. Gustafson, H.H.; Holt-Casper, D.; Grainger, D.W.; Ghandehari, H. Nanoparticle Uptake: The Phagocyte Problem. Nano Today
2015, 10, 487–510. [CrossRef]

7. Hoshyar, N.; Gray, S.; Han, H.; Bao, G. The effect of nanoparticle size on in vivo pharmacokinetics and cellular interaction.
Nanomedicine 2016, 11, 673–692. [CrossRef]

8. Zhang, X.-D.; Wu, D.; Shen, X.; Liu, P.-X.; Yang, N.; Zhao, B.; Zhang, H.; Sun, Y.-M.; Zhang, L.-A.; Fan, F.-Y. Size-dependent
in vivo toxicity of PEG-coated gold nanoparticles. Int. J. Nanomed. 2011, 6, 2071–2081. [CrossRef] [PubMed]

9. Bazile, D.; Prud’homme, C.; Bassoullet, M.-T.; Marlard, M.; Spenlehauer, G.; Veillard, M. Stealth Me.PEG-PLA nanoparticles
avoid uptake by the mononuclear phagocytes system. J. Pharm. Sci. 1995, 84, 493–498. [CrossRef]

10. Cho, W.-S.; Cho, M.; Jeong, J.; Choi, M.; Cho, H.-Y.; Han, B.S.; Kim, S.H.; Kim, H.O.; Lim, Y.T.; Chung, B.H.; et al. Acute toxicity
and pharmacokinetics of 13 nm-sized PEG-coated gold nanoparticles. Toxicol. Appl. Pharmacol. 2009, 236, 16–24. [CrossRef]
[PubMed]

11. Li, D.; Wang, F.; Di, H.; Liu, X.; Zhang, P.; Zhou, W.; Liu, D. Cross-Linked Poly(ethylene glycol) Shells for Nanoparticles: Enhanced
Stealth Effect and Colloidal Stability. Langmuir 2019, 35, 8799–8805. [CrossRef] [PubMed]

12. Qie, Y.; Yuan, H.; von Roemeling, C.A.; Chen, Y.; Liu, X.; Shih, K.D.; Knight, J.A.; Tun, H.W.; Wharen, R.E.; Jiang, W.; et al. Surface
modification of nanoparticles enables selective evasion of phagocytic clearance by distinct macrophage phenotypes. Sci. Rep.
2016, 6, 26269. [CrossRef] [PubMed]

13. Kuhn, D.A.; Vanhecke, D.; Michen, B.; Blank, F.; Gehr, P.; Petri-Fink, A.; Rothen-Rutishauser, B. Different endocytotic uptake
mechanisms for nanoparticles in epithelial cells and macrophages. Beilstein J. Nanotechnol. 2014, 5, 1625–1636. [CrossRef]

14. Pelaz, B.; del Pino, P.; Maffre, P.; Hartmann, R.; Gallego, M.; Rivera-Fernández, S.; de la Fuente, J.M.; Nienhaus, G.U.; Parak, W.J.
Surface Functionalization of Nanoparticles with Polyethylene Glycol: Effects on Protein Adsorption and Cellular Uptake. ACS
Nano 2015, 9, 6996–7008. [CrossRef] [PubMed]

15. Cho, W.-S.; Cho, M.; Jeong, J.; Choi, M.; Han, B.S.; Shin, H.-S.; Hong, J.; Chung, B.H.; Jeong, J.; Cho, M.-H. Size-dependent tissue
kinetics of PEG-coated gold nanoparticles. Toxicol. Appl. Pharmacol. 2010, 245, 116–123. [CrossRef] [PubMed]

16. Li, M.; Jiang, S.; Simon, J.; Paßlick, D.; Frey, M.-L.; Wagner, M.; Mailänder, V.; Crespy, D.; Landfester, K. Brush Conformation of
Polyethylene Glycol Determines the Stealth Effect of Nanocarriers in the Low Protein Adsorption Regime. Nano Lett. 2021, 21,
1591–1598. [CrossRef]

17. García, I.; Sánchez-Iglesias, A.; Henriksen-Lacey, M.; Grzelczak, M.; Penadés, S.; Liz-Marzán, L.M. Glycans as Biofunctional
Ligands for Gold Nanorods: Stability and Targeting in Protein-Rich Media. J. Am. Chem. Soc. 2015, 137, 3686–3692. [CrossRef]

18. Dai, Q.; Walkey, C.; Chan, W.C.W. Polyethylene Glycol Backfilling Mitigates the Negative Impact of the Protein Corona on
Nanoparticle Cell Targeting. Angew. Chem. Int. Ed. 2014, 53, 5093–5096. [CrossRef] [PubMed]

19. Blanco, E.; Shen, H.; Ferrari, M. Principles of nanoparticle design for overcoming biological barriers to drug delivery. Nat.
Biotechnol. 2015, 33, 941–951. [CrossRef]

20. Niidome, T.; Yamagata, M.; Okamoto, Y.; Akiyama, Y.; Takahashi, H.; Kawano, T.; Katayama, Y.; Niidome, Y. PEG-modified gold
nanorods with a stealth character for in vivo applications. J. Controlled Release 2006, 114, 343–347. [CrossRef] [PubMed]

21. Perry, J.L.; Reuter, K.G.; Kai, M.P.; Herlihy, K.P.; Jones, S.W.; Luft, J.C.; Napier, M.; Bear, J.E.; DeSimone, J.M. PEGylated PRINT
Nanoparticles: The Impact of PEG Density on Protein Binding, Macrophage Association, Biodistribution, and Pharmacokinetics.
Nano Lett. 2012, 12, 5304–5310. [CrossRef]

22. Suk, J.S.; Xu, Q.; Kim, N.; Hanes, J.; Ensign, L.M. PEGylation as a strategy for improving nanoparticle-based drug and gene
delivery. Adv. Drug Del. Rev. 2016, 99, 28–51. [CrossRef]

23. Li Volsi, A.; Jimenez de Aberasturi, D.; Henriksen-Lacey, M.; Giammona, G.; Licciardi, M.; Liz-Marzán, L.M. Inulin coated
plasmonic gold nanoparticles as a tumor-selective tool for cancer therapy. J. Mater. Chem. B 2016, 4, 1150–1155. [CrossRef]
[PubMed]

http://doi.org/10.2217/nnm.11.19
http://doi.org/10.3390/ijms21031007
http://doi.org/10.1039/C6CS00636A
http://www.ncbi.nlm.nih.gov/pubmed/28585944
http://doi.org/10.3390/ma11071154
http://www.ncbi.nlm.nih.gov/pubmed/29986436
http://doi.org/10.1038/s41598-019-52622-7
http://www.ncbi.nlm.nih.gov/pubmed/31695100
http://doi.org/10.1016/j.nantod.2015.06.006
http://doi.org/10.2217/nnm.16.5
http://doi.org/10.2147/IJN.S21657
http://www.ncbi.nlm.nih.gov/pubmed/21976982
http://doi.org/10.1002/jps.2600840420
http://doi.org/10.1016/j.taap.2008.12.023
http://www.ncbi.nlm.nih.gov/pubmed/19162059
http://doi.org/10.1021/acs.langmuir.9b01325
http://www.ncbi.nlm.nih.gov/pubmed/31177786
http://doi.org/10.1038/srep26269
http://www.ncbi.nlm.nih.gov/pubmed/27197045
http://doi.org/10.3762/bjnano.5.174
http://doi.org/10.1021/acsnano.5b01326
http://www.ncbi.nlm.nih.gov/pubmed/26079146
http://doi.org/10.1016/j.taap.2010.02.013
http://www.ncbi.nlm.nih.gov/pubmed/20193702
http://doi.org/10.1021/acs.nanolett.0c03756
http://doi.org/10.1021/jacs.5b01001
http://doi.org/10.1002/anie.201309464
http://www.ncbi.nlm.nih.gov/pubmed/24700480
http://doi.org/10.1038/nbt.3330
http://doi.org/10.1016/j.jconrel.2006.06.017
http://www.ncbi.nlm.nih.gov/pubmed/16876898
http://doi.org/10.1021/nl302638g
http://doi.org/10.1016/j.addr.2015.09.012
http://doi.org/10.1039/C5TB01810B
http://www.ncbi.nlm.nih.gov/pubmed/28261481


Molecules 2021, 26, 5788 13 of 14

24. Oyewumi, M.O.; Yokel, R.A.; Jay, M.; Coakley, T.; Mumper, R.J. Comparison of cell uptake, biodistribution and tumor retention of
folate-coated and PEG-coated gadolinium nanoparticles in tumor-bearing mice. J. Control. Release 2004, 95, 613–626. [CrossRef]
[PubMed]

25. Spadavecchia, J.; Movia, D.; Moore, C.; Maguire, C.M.; Moustaoui, H.; Casale, S.; Volkov, Y.; Prina-Mello, A. Targeted polyethylene
glycol gold nanoparticles for the treatment of pancreatic cancer: From synthesis to proof-of-concept in vitro studies. Int. J.
Nanomed. 2016, 11, 791–822. [CrossRef] [PubMed]

26. Polo, E.; Araban, V.; Pelaz, B.; Alvarez, A.; Taboada, P.; Mahmoudi, M.; del Pino, P. Photothermal effects on protein adsorption
dynamics of PEGylated gold nanorods. Appl. Mater. Today 2019, 15, 599–604. [CrossRef]

27. Zhang, M.; Li, X.H.; Gong, Y.D.; Zhao, N.M.; Zhang, X.F. Properties and biocompatibility of chitosan films modified by blending
with PEG. Biomaterials 2002, 23, 2641–2648. [CrossRef]

28. Zalipsky, S. Chemistry of polyethylene glycol conjugates with biologically active molecules. Adv. Drug Del. Rev. 1995, 16, 157–182.
[CrossRef]

29. Gref, R.; Lück, M.; Quellec, P.; Marchand, M.; Dellacherie, E.; Harnisch, S.; Blunk, T.; Müller, R.H. ‘Stealth’ corona-core
nanoparticles surface modified by polyethylene glycol (PEG): Influences of the corona (PEG chain length and surface density)
and of the core composition on phagocytic uptake and plasma protein adsorption. Colloids Surf. B. Biointerfaces 2000, 18, 301–313.
[CrossRef]

30. Du, Y.; Jin, J.; Liang, H.; Jiang, W. Structural and Physicochemical Properties and Biocompatibility of Linear and Looped
Polymer-Capped Gold Nanoparticles. Langmuir 2019, 35, 8316–8324. [CrossRef]

31. Hristov, D.R.; Lopez, H.; Ortin, Y.; O’Sullivan, K.; Dawson, K.A.; Brougham, D.F. Impact of dynamic sub-populations within
grafted chains on the protein binding and colloidal stability of PEGylated nanoparticles. Nanoscale 2021, 13, 5344–5355. [CrossRef]

32. Partikel, K.; Korte, R.; Stein, N.C.; Mulac, D.; Herrmann, F.C.; Humpf, H.-U.; Langer, K. Effect of nanoparticle size and PEGylation
on the protein corona of PLGA nanoparticles. Eur. J. Pharm. Biopharm. 2019, 141, 70–80. [CrossRef] [PubMed]

33. Blume, J.E.; Manning, W.C.; Troiano, G.; Hornburg, D.; Figa, M.; Hesterberg, L.; Platt, T.L.; Zhao, X.; Cuaresma, R.A.; Everley, P.A.;
et al. Rapid, deep and precise profiling of the plasma proteome with multi-nanoparticle protein corona. Nat. Commun. 2020, 11,
3662. [CrossRef]

34. Walkey, C.D.; Olsen, J.B.; Guo, H.; Emili, A.; Chan, W.C.W. Nanoparticle Size and Surface Chemistry Determine Serum Protein
Adsorption and Macrophage Uptake. J. Am. Chem. Soc. 2012, 134, 2139–2147. [CrossRef] [PubMed]

35. Zhou, H.; Fan, Z.; Li, P.Y.; Deng, J.; Arhontoulis, D.C.; Li, C.Y.; Bowne, W.B.; Cheng, H. Dense and Dynamic Polyethylene Glycol
Shells Cloak Nanoparticles from Uptake by Liver Endothelial Cells for Long Blood Circulation. ACS Nano 2018, 12, 10130–10141.
[CrossRef] [PubMed]

36. Li, S.-D.; Huang, L. Pharmacokinetics and Biodistribution of Nanoparticles. Mol. Pharm. 2008, 5, 496–504. [CrossRef] [PubMed]
37. Wang, A.; Vangala, K.; Vo, T.; Zhang, D.; Fitzkee, N.C. A Three-Step Model for Protein–Gold Nanoparticle Adsorption. J. Phys.

Chem. C 2014, 118, 8134–8142. [CrossRef]
38. Xu, J.X.; Alom, M.S.; Fitzkee, N.C. Quantitative Measurement of Multiprotein Nanoparticle Interactions Using NMR Spectroscopy.

Anal. Chem. 2021, 93, 11982–11990. [CrossRef]
39. Xu, J.X.; Fitzkee, N.C. Solution NMR of Nanoparticles in Serum: Protein Competition Influences Binding Thermodynamics and

Kinetics. Front. Physiol. 2021, 12, 715419. [CrossRef]
40. Siriwardana, K.; Gadogbe, M.; Ansar, S.M.; Vasquez, E.S.; Collier, W.E.; Zou, S.; Walters, K.B.; Zhang, D. Ligand Adsorption and

Exchange on Pegylated Gold Nanoparticles. J. Phys. Chem. C 2014, 118, 11111–11119. [CrossRef]
41. Tsai, D.-H.; Lu, Y.-F.; DelRio, F.W.; Cho, T.J.; Guha, S.; Zachariah, M.R.; Zhang, F.; Allen, A.; Hackley, V.A. Orthogonal analysis of

functional gold nanoparticles for biomedical applications. Anal. Bioanal. Chem. 2015, 407, 8411–8422. [CrossRef]
42. Xue, Y.; Li, X.; Li, H.; Zhang, W. Quantifying thiol–gold interactions towards the efficient strength control. Nat. Commun. 2014, 5,

4348. [CrossRef] [PubMed]
43. Inkpen, M.S.; Liu, Z.F.; Li, H.; Campos, L.M.; Neaton, J.B.; Venkataraman, L. Non-chemisorbed gold–sulfur binding prevails in

self-assembled monolayers. Nat. Chem. 2019, 11, 351–358. [CrossRef]
44. Rahme, K.; Chen, L.; Hobbs, R.G.; Morris, M.A.; O’Driscoll, C.; Holmes, J.D. PEGylated gold nanoparticles: Polymer quantification

as a function of PEG lengths and nanoparticle dimensions. RSC Adv. 2013, 3, 6085–6094. [CrossRef]
45. Leff, D.V.; Brandt, L.; Heath, J.R. Synthesis and Characterization of Hydrophobic, Organically-Soluble Gold Nanocrystals

Functionalized with Primary Amines. Langmuir 1996, 12, 4723–4730. [CrossRef]
46. Selvakannan, P.R.; Mandal, S.; Phadtare, S.; Pasricha, R.; Sastry, M. Capping of Gold Nanoparticles by the Amino Acid Lysine

Renders Them Water-Dispersible. Langmuir 2003, 19, 3545–3549. [CrossRef]
47. Jana, N.R.; Gearheart, L.; Murphy, C.J. Wet chemical synthesis of silver nanorods and nanowires of controllable aspect ratio.

Chem. Commun. 2001, 617–618. [CrossRef]
48. Provorse, M.R.; Aikens, C.M. Binding of carboxylates to gold nanoparticles: A theoretical study of the adsorption of formate on

Au20. Comput. Theor. Chem. 2012, 987, 16–21. [CrossRef]
49. Krishna, M.M.G.; Hoang, L.; Lin, Y.; Englander, S.W. Hydrogen exchange methods to study protein folding. Methods 2004, 34,

51–64. [CrossRef]
50. Perera, Y.R.; Hill, R.A.; Fitzkee, N.C. Protein Interactions with Nanoparticle Surfaces: Highlighting Solution NMR Techniques. Isr.

J. Chem. 2019, 59, 962–979. [CrossRef] [PubMed]

http://doi.org/10.1016/j.jconrel.2004.01.002
http://www.ncbi.nlm.nih.gov/pubmed/15023471
http://doi.org/10.2147/IJN.S97476
http://www.ncbi.nlm.nih.gov/pubmed/27013874
http://doi.org/10.1016/j.apmt.2019.04.013
http://doi.org/10.1016/S0142-9612(01)00403-3
http://doi.org/10.1016/0169-409X(95)00023-Z
http://doi.org/10.1016/S0927-7765(99)00156-3
http://doi.org/10.1021/acs.langmuir.9b00045
http://doi.org/10.1039/D0NR08294E
http://doi.org/10.1016/j.ejpb.2019.05.006
http://www.ncbi.nlm.nih.gov/pubmed/31082511
http://doi.org/10.1038/s41467-020-17033-7
http://doi.org/10.1021/ja2084338
http://www.ncbi.nlm.nih.gov/pubmed/22191645
http://doi.org/10.1021/acsnano.8b04947
http://www.ncbi.nlm.nih.gov/pubmed/30117736
http://doi.org/10.1021/mp800049w
http://www.ncbi.nlm.nih.gov/pubmed/18611037
http://doi.org/10.1021/jp411543y
http://doi.org/10.1021/acs.analchem.1c01911
http://doi.org/10.3389/fphys.2021.715419
http://doi.org/10.1021/jp501391x
http://doi.org/10.1007/s00216-015-9011-9
http://doi.org/10.1038/ncomms5348
http://www.ncbi.nlm.nih.gov/pubmed/25000336
http://doi.org/10.1038/s41557-019-0216-y
http://doi.org/10.1039/C3RA22739A
http://doi.org/10.1021/la960445u
http://doi.org/10.1021/la026906v
http://doi.org/10.1039/b100521i
http://doi.org/10.1016/j.comptc.2011.11.027
http://doi.org/10.1016/j.ymeth.2004.03.005
http://doi.org/10.1002/ijch.201900080
http://www.ncbi.nlm.nih.gov/pubmed/34045771


Molecules 2021, 26, 5788 14 of 14

51. Szleifer, I. Protein Adsorption on Surfaces with Grafted Polymers: A Theoretical Approach. Biophys. J. 1997, 72, 595–612.
[CrossRef]

52. Unsworth, L.D.; Sheardown, H.; Brash, J.L. Protein-Resistant Poly(ethylene oxide)-Grafted Surfaces: Chain Density-Dependent
Multiple Mechanisms of Action. Langmuir 2008, 24, 1924–1929. [CrossRef]

53. Stanicki, D.; Larbanoix, L.; Boutry, S.; Vangijzegem, T.; Ternad, I.; Garifo, S.; Muller, R.N.; Laurent, S. Impact of the chain length
on the biodistribution profiles of PEGylated iron oxide nanoparticles: A multimodal imaging study. J. Mater. Chem. B 2021, 9,
5055–5068. [CrossRef] [PubMed]

54. Turkevich, J.; Stevenson, P.C.; Hillier, J. A study of the nucleation and growth processes in the synthesis of colloidal gold. Discuss.
Faraday Soc. 1951, 11, 55–75. [CrossRef]

55. Frens, G. Controlled Nucleation for the Regulation of the Particle Size in Monodisperse Gold Suspensions. Nat. Phys. Sci. 1973,
241, 20–22. [CrossRef]

56. Link, S.; El-Sayed, M.A. Size and Temperature Dependence of the Plasmon Absorption of Colloidal Gold Nanoparticles. J. Phys.
Chem. B 1999, 103, 4212–4217. [CrossRef]

57. Jain, P.K.; Lee, K.S.; El-Sayed, I.H.; El-Sayed, M.A. Calculated Absorption and Scattering Properties of Gold Nanoparticles
of Different Size, Shape, and Composition: Applications in Biological Imaging and Biomedicine. J. Phys. Chem. B 2006, 110,
7238–7248. [CrossRef] [PubMed]

58. Liu, X.; Atwater, M.; Wang, J.; Huo, Q. Extinction coefficient of gold nanoparticles with different sizes and different capping
ligands. Colloids Surf. B. Biointerfaces 2007, 58, 3–7. [CrossRef]

59. Woods, K.E.; Perera, Y.R.; Davidson, M.B.; Wilks, C.A.; Yadav, D.K.; Fitzkee, N.C. Understanding Protein Structure Deformation
on the Surface of Gold Nanoparticles of Varying Size. J. Phys. Chem. C 2016, 120, 27944–27953. [CrossRef]

60. Wang, A.; Perera, Y.R.; Davidson, M.B.; Fitzkee, N.C. Electrostatic Interactions and Protein Competition Reveal a Dynamic Surface
in Gold Nanoparticle–Protein Adsorption. J. Phys. Chem. C 2016, 120, 24231–24239. [CrossRef]

61. Jinasena, D.; Simmons, R.; Gyamfi, H.; Fitzkee, N.C. Molecular Mechanism of the Pin1–Histone H1 Interaction. Biochemistry 2019,
58, 788–798. [CrossRef] [PubMed]

62. Pace, C.N.; Vajdos, F.; Fee, L.; Grimsley, G.; Gray, T. How to measure and predict the molar absorption coefficient of a protein.
Protein Sci. 1995, 4, 2411–2423. [CrossRef] [PubMed]

63. Ellman, G.L. Tissue sulfhydryl groups. Arch. Biochem. Biophys. 1959, 82, 70–77. [CrossRef]

http://doi.org/10.1016/S0006-3495(97)78698-3
http://doi.org/10.1021/la702310t
http://doi.org/10.1039/D1TB00573A
http://www.ncbi.nlm.nih.gov/pubmed/34132320
http://doi.org/10.1039/df9511100055
http://doi.org/10.1038/physci241020a0
http://doi.org/10.1021/jp984796o
http://doi.org/10.1021/jp057170o
http://www.ncbi.nlm.nih.gov/pubmed/16599493
http://doi.org/10.1016/j.colsurfb.2006.08.005
http://doi.org/10.1021/acs.jpcc.6b08089
http://doi.org/10.1021/acs.jpcc.6b08469
http://doi.org/10.1021/acs.biochem.8b01036
http://www.ncbi.nlm.nih.gov/pubmed/30507159
http://doi.org/10.1002/pro.5560041120
http://www.ncbi.nlm.nih.gov/pubmed/8563639
http://doi.org/10.1016/0003-9861(59)90090-6

	Introduction 
	Results 
	PEGylation of Gold Nanoparticles and Protein Selection 
	Adsorption of Small Peptides onto PEGylated AuNPs 
	Adsorption of Larger Proteins onto PEGylated AuNPs 

	Discussion 
	Materials and Methods 
	Synthesis of Citrate-Stabilized Gold Nanoparticles 
	Protein Preparation 
	PEGylated Gold Nanoparticle Preparation 
	Transmission Electron Miscroscopy (TEM) Measurement of PEGylated AuNPs 
	NMR Adsorption Measurements 
	Dynamic Light Scattering 

	References

