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DeWoody et al. (1) recently commended the Threatened
Species Initiative (TSI), a project generating genomic resour-
ces for threatened species and developing accessible tools
for the conservation community (2). However, their letter
questions our advocacy for reduced representation sequenc-
ing (RRS), stating the economic advantages of RRS are rapidly
diminishing or nonexistent [citing a 2021 New Zealand paper
(3)]. Rather, DeWoody et al. (1) advocate for whole-genome
resequencing (WGR), highlighting how WGR projects have
progressed the field of evolutionary biology over the last
decade and that biodiversity conservation genomics studies
are lagging behind. Although these authors make some
excellent points on the value of WGR to understanding spe-
cies biology, most of which we agree with, they fail to note
the current inequity that exists at a global scale in relation to
access to and funding for WGR.

In 2022, WGR in the United States is ∼US$150 per sample
for 30× short-read sequencing, while in Australia it costs
∼US$900 per sample. In a quick survey of conservation
genomics colleagues outside of North America (Malaysia,
Colombia, Australia, and India) they were unanimous in their
desire to use WGR but are unable to do so, either because it
is too expensive in their country or their country does not
have the facilities to provide WGR data. The heavily dis-
counted sequencing costs provided in North America/Europe
are driving demand by the scientific community that
researchers use WGR data. However, this is disadvantaging
conservation biologists in other nations as they are unable

to generate these datasets within their countries. Our origi-
nal piece highlighted that international treaty obligations
(i.e., CITES, CBD, Nagoya) also limit a researcher’s ability to
send samples overseas for cheaper sequencing (2). So,
although WGR is a useful tool and may become the sequenc-
ing of choice in the future for many conservation efforts, at
this time equitable access does not exist.

It is not simply a lack of access, or high sequencing costs,
but also access to conservation research funding. The 17
megadiverse nations hold ∼60 to 80% of global biodiversity
(4). The United States and Australia are the only two devel-
oped megadiverse economies (5). The gross domestic prod-
uct per capita of the remaining 15 nations is between
US$526 and US$16,056, compared to the United States
(US$65,095) and Australia (US$54,875) (Fig. 1), meaning for
many nations there is a lack of biodiversity conservation
investment, impacting their ability to conserve their endemic
species. For example, Australian investment into conservation

Fig. 1. The 2019 gross domestic product (GDP) per capita in current US dollars for the 17 megadiverse nations in the world; note data for Venezuela are
for 2014 as later data are not available. Source: World Bank Open Data (https://data.worldbank.org/; accessed 26 August 2022).
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activities is only an estimated $US92 million per year, which is
a tenth of the US$1.45 billion per year investment by the US
government (6).

In principle we agree with DeWoody et al. (1) on the
scientific value of WGR and fully support the goals of the
Earth BioGenome Project (7), but we recognize the massive
inequity that currently exists in accessing this technology

across the globe. If scientists, journal editors, and funding
agencies value WGR in conservation management, then
responsibility rests with those in developed economies to
advance tools and methodologies that permit easier
access. Until we do so, the current inequity will continue,
and genomics informed conservation decision-making will
not be possible.
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