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Background.  Approximately 300,00 individuals in the United States are estimated 
to have Chagas disease. To date, only one seroprevalence study in the US has included 
children. Diagnosis during childhood prevents irreversible sequelae and is better toler-
ated than during adulthood. Seropositive children may be difficult to identify, as those 
infected vertically may have never visited an endemic region. We sought to identify 
children with Chagas disease through a pilot study of serology and risk factors.

Methods.  Participants were recruited from Stony Brook University Hospital 
(SBUH) or an ambulatory pediatric office, both in Suffolk County, New York (popu-
lation: 1,476,000; 20.2% Hispanic or Latino). Study participants were 1 - 25 years old, 
resided in Suffolk County, and either the child and/or the child’s mother was born 
in or had long-term residence (≥ 3 years) in Latin America. T. cruzi serum IgG was 
determined with a Chagatest ELISA (Weiner Lab) or a Chagas Detect Plus Rapid Test 
(InBios). Positive screens were confirmed with a second serologic test at the CDC. 
Participants completed a survey of demographics and Chagas disease knowledge and 
risk factors, in English or Spanish. Descriptive statistics were applied. SBUH IRB pro-
vided study approval.

Results.  We enrolled 93 children (Table 1). Three (3.2%) had a positive IgG 
screen, of which only one had a confirmed infection (1.1%). This was a 17-year-old 
who had lived in a rural adobe home and moved to the US at 8 years old. No children 
or their mothers recalled being bitten by or seeing triatomine insects in their Latin 
American homes. Of 27 children whose mothers had been screened for infection, 13 
were born to 3 mothers with confirmed Chagas disease; all 13 children were seronega-
tive. Of 8 participants reporting other family members with Chagas disease, all were 
seronegative.

Demographics of 93 participants screened for Chagas disease

SD.  standard deviation; US: United States
Conclusion.  Without reliable tools for identifying those at greatest risk of Chagas 

disease, universal screening of children born in high-risk Latin American regions 
remains a reasonable strategy. In addition, screening mothers born in Latin America is 
likely a more cost-efficient means to evaluate second-generation children. A tremen-
dous knowledge gap of pediatric Chagas disease in the US remains.
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Background.  This study is analysis the consequences of the reverse syphilis 
screening on the management of newborns exposed to maternal syphilis, and pediatric 
physicians’ adherence to the existing guidelines.

Methods.  We conducted a 5-year retrospective review of the maternal population 
and their newborns diagnosed with syphilis. Women with positive results (TT+/NTT+) 
and discordant (TT+/NTT-/TT+) and their newborns were included in the analysis.

Results.  Per American Academy of Pediatrics (AAP), the 202 newborns were 
divided in two groups: proved or highly probable and possible congenital syphilis (Group 
A, n=102) and less likely and unlikely congenital syphilis (Group B, n=100). Except for 
the RPR, none of the other laboratory tests showed higher odds for predicting congenital 
syphilis. The RPR titers above 1:16 were only identified among newborns belonging to 
the Group A (5%); 32 patients (31%) in the Group A and 19 (9%) in the Group B had an 
RPR titer equal to or below 1:8. An RPR titer equal to or above 1:4 was almost three times 
more likely to be identified in patients from Group A (OR 2.91; CI 1.51- 5.59, p< 0.05). 
The newborns with non-reactive RPRs represented 64% of the patients in the Group 
A and 47% of them were born to mother with non-reactive RPR also (mothers with dis-
cordant results). Among the Group B, 82% of the neonates had a non-reactive RPR and 
54% were delivered to mother with non-reactive RPRs. Babies in Group B had additional 
work-up performed 69% (n=37) of the time; 15% of these babies were treated with intra-
muscular penicillin which does not follow established AAP guidelines.

Statistical analysis of the laboratory tests used for the congenital syphilis work-up

Result table comparing the two groups of newborns
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Conclusion.  The reverse syphilis screening and non-adherence to the guidelines 
led to additional screening to half of the newborns in both groups. This study high-
lights the need for a comprehensive maternal history at the time of delivery that is ef-
fectively communicated between the providers. This might lead to greater congruence 
with the established AAP guidelines.
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Background.  Early-onset neonatal sepsis, defined as sepsis within 72 hours of 
birth, results in significant infant morbidity and mortality. Readmissions associated 
with neonatal sepsis have not previously been well-described. Early-onset neonatal 
sepsis is a mandatory reportable condition in Connecticut, allowing for expanded data 
collection through public health surveillance to evaluate readmissions. 

Methods.  Infants with early-onset neonatal sepsis born in Connecticut during 
2007–2016 were identified from statewide surveillance data and matched with a state-
wide hospital discharge database. We describe readmission rates, causes and timing 
of readmissions, and demographic and clinical factors associated with readmission 
among this group.

Results.  Among 250 infants with early-onset neonatal sepsis matched to dis-
charge data, 208 (82%) infants survived their initial hospitalization at birth. During 
the first year of life, 49 (23.6%) infants were readmitted. The most frequent reasons for 
readmissions were pulmonary complications (19%), systemic symptoms (17%), and 
gastrointestinal illness (13%). Infants with initial hospitalizations lasting longer than 
30 days after birth were associated with higher rates of readmission compared to those 
discharged within 30 days after birth (35% vs. 19%, p=0.02). Higher readmission rates 
were observed among non-white infants (29% vs. 18%, p=0.06). 

Summary of early-onset neonatal sepsis cases and return hospital visits in 
Connecticut, 2007-2016

Demographic and clinical factors for Connecticut neonatal sepsis cases, 2007-2016

Reason for one-year readmissions of Connecticut neonatal sepsis cases, 2007-2016

The top three reasons for readmission include pulmonary (19%), systemic (17%), 
and GI problems (13%).

Conclusion.  Given the high proportion of infants diagnosed with early-onset neo-
natal sepsis who are readmitted within the first year of life, further efforts are needed 
to prevent readmissions among this vulnerable patient population. Non-white infants 
and infants with prolonged initial hospitalizations after birth might be at higher risk 
for readmission. These groups warrant intensified strategies to prevent readmission.
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Background.  Staphylococcus aureus is an important pathogen of infants in a 
neonatal intensive care unit (NICU). Colonization precedes infection and decol-
onization may prevent infection. The origin of colonizing organisms may be the 
NICU environment or personnel or visitors. We have observed infants who became 
recolonized after successful decolonization. The purpose of this study was to de-
termine the proportion of infants who become recolonized with the same strain 
or a different strain.

Methods.  Eligible infants were consecutive infants who 1.  were colonized 
with methicillin-susceptible S. aureus and were successfully decolonized with top-
ical mupirocin ointment (nares and umbilicus) as evidenced by 2 or more consecu-
tive negative weekly surveillance cultures (in the absence of a course of systemic 
antibiotics with activity against MSSA), 2. subsequently became recolonized, and 
3. the pair of isolates was available for analysis. Isolates were analyzed by staphylo-
coccal protein A (spa) typing and pairs with concordant spa types were subjected 
to whole genome sequencing (WGS; Illumina MiSeq) and phylogenetic analyses. 
Pairs of isolates with fewer than 25 single nucleotide polymorphism differences 
were considered closely related.

Results.  There were 19 occurrences of MSSA recolonization in 17 infants follow-
ing 2-6 (median, 2) negative weekly intervening surveillance cultures. Based upon spa 
typing (that identified 19 spa types), in 11 (58%) there was a concordant spa type and 
in 8 (42%) there was a discordant spa type. Of the 11 pairs of isolates with concordant 
spa types that were compared after WGS, 10 were closely related resulting overall in 
recolonization with a closely related strain in 53% of episodes.

Conclusion.  Among MSSA colonized infants who become recolonized after suc-
cessful decolonization, the recolonizing strain is the same as the original strain in over 
half of cases. In such cases the source is more likely to be a visitor than the NICU en-
vironment or staff. The possibility that some cases classified as recolonization were in 
fact persistent low level colonization or carriage in another body site not detected by 
surveillance cultures cannot be excluded.
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