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Abstract: Amphibian skin secretions are remarkable sources of novel bioactive peptides. Among these,
antimicrobial peptides have demonstrated an outstanding efficacy in killing microorganisms via a
general membranolytic mechanism, which may offer the prospect of solving specific target-driven
antibiotic resistance. Here, the discovery of a novel defensive peptide is described from the skin
secretion of the African frog, Kassina senegalensis. Named kassinatuerin-3, it was identified through a
combination of “shot-gun” cloning and MS/MS fragmentation sequencing. Subsequently, a synthetic
replicate was subjected to biofunctional evaluation. The results indicated that kassinatuerin-3
possessed antimicrobial activity against Gram-positive bacteria but no effect against Gram-negative
bacteria. Additionally, it was active in biofilm eradication on S. aureus and MRSA and in the
antiproliferation of selected cancer cell lines. Moreover, it had a very mild hemolytic effect, which
demonstrated a high therapeutic index for kassinatuerin-3. Collectively, although kassinatuerin-3
did not demonstrate remarkable bioactivities compared with other natural or synthetic antimicrobial
peptides (AMPs), it offered a new insight into the design of antimicrobial derivatives.

Keywords: amphibian skin secretion; Kassina senegalensis; antimicrobial peptide; antibiofilm;
molecular cloning

1. Introduction

In the past several decades, the increasing problem of antimicrobial resistance to conventional
antibiotics has made the discovery and development of novel antimicrobial agents increasingly
important [1,2]. The overuse, misuse, and abuse of antibiotics have led to the selection and spread of
numerous resistant pathogenic microorganisms [3], and, among these, so-called ESKAPE pathogens
(Enterococcus faecium, Staphylococcus aureus, Klebsiella pneumoniae, Acinetobacter baumannii, Pseudomonas
aeruginosa, and Enterobacter spp.) are most commonly associated with resistance in hospitals [4].
Furthermore, these microbes can readily form biofilms which can lead to recalcitrant biofilm-related
septic complications [5].

Antimicrobial peptides (AMPs) from different sources are now well-recognized as a potential
solution to resistance problems due to their different mechanism of action against highly conserved
membrane structures [6,7] and their antibiofilm effects [8]. Among these sources, such as single-celled
microorganisms, insects and other invertebrates, plants, amphibians, birds, fish, and mammals,
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the AMPs from amphibian skin secretions are the most diverse in structure and have been studied for
decades [9].

To date, thousands of AMPs have been discovered in amphibian skin secretions, and these
peptides exhibit a high degree of amino acid sequence diversity and peptide chain lengths ranging
from 10 to 50 residues [10]. Based on their structural characteristics, amphibian skin-derived AMPs
have been classified into different superfamilies, such as the brevinin and temporin superfamilies
from Ranidae frogs [11]; dermaseptin, phylloxin and phylloseptin from Hylidae frogs [12]; bombinin
and bombinin H from Bombinatoridae toads [13]; and magainin from the Pipidae species [14]. Most of
these are generally cationic and amphipathic, which helps them to interact with and disrupt lipid
membranes [15,16]. Interestingly, AMPs have also shown remarkable potential in clinical trials due to
their versatile biological activities. So far, several AMPs have been developed to the preclinical stage
and some even to clinical trials. Pexiganan, an analogue of magainin from Xenopus skin, has been
evaluated in two phase III clinical trials for bacterial infections of diabetic foot ulcers [17–19].

Although the primary structure of skin defensive peptides exhibits a high degree of variety,
their cDNA encoding biosynthetic precursors still retains similar topological structures, consisting
of a signal peptide domain, a spacer peptide domain, and a mature bioactive peptide domain at the
C-terminus following a typical prohormone processing signal, Lys-Arg [20]. The former two domains
are highly conserved among the bioactive peptide precursors from closely related species, while the
latter shows remarkable differences in its primary structure. The bioactive peptide can be released
from the precursor by the site-specific cleavage of endoproteolytic enzymes in the skin secretion [21].
Most of these enzymes are dipeptidyl peptidases which recognize the basic or hydrophobic residues at
specific sites and typically remove the signal peptide or spacer peptide domains [22]. Additionally,
most skin defensive peptides possess post-translational modifications that play a vital role in ensuring
their biological efficacy and potency. For instance, the C-terminal amide is produced from a Gly
residue amide donor at the C-terminal end of the precursor, by the action of peptidylglycine amidating
monooxygenase [23]; the loop conformation (the so-called ranabox motif) is formed by a disulphide
bridge between two Cys residues in the sequences of brevinin peptides [24] and ranacyclin peptides [25].

Kassina is a unique genus of African frog, a species which is famed for their ability to walk/run
instead of jumping or swimming. Their copious white and sticky skin secretions also demonstrate a
special defense strategy for their survival. Since 1977, the discovery of tachykinin peptides [26], smooth
muscle myotropic peptides [27], histidine-releasing peptide [28], and AMPs [29,30] has demonstrated
that their skin secretions are a promising pool for isolating bioactive peptides [26]. Although the mature
peptides show a high degree of variation in structure, their cDNA-encoded biosynthetic precursors
contain highly conserved signal peptide domains, hydrophilic spacer peptide regions rich in basic and
acidic amino acid residues, and a common C-terminal amide donor Gly residue [29,31,32].

Among these bioactive peptides, there have only been eight AMP structures from species of this
genus deposited in the Uniprot database (Access time 14 May 2020), which include one kassinatuerin-1
peptide [30], five kassinatuerin-2 peptides [29], one kassorin S [32], and one senegalin peptide [31].
Kassinatuerin-1 (GFMKYIGPLIPHAVKAISDLI-NH2) showed broad-spectrum antimicrobial activity
with relatively high cytolytic activity against mammalian cells [33]. Kassinatuerin-2 from K. senegalensis
(FIQYLAPLIPHAVKAISDLI-NH2) was devoid of antimicrobial activity against the standard tested
microorganisms [30], while the other four from K. maculata revealed weak antimicrobial activity [29].
Additionally, kassorin S and senegalin have been reported from the skin of K. senegalensis as shorter
peptides with antimicrobial activity. Overall, the number of AMPs known to be present in the skin
secretions of species of the Kassina genus is still limited when compared to those found in Ranidae and
Hylidae species. It also suggests that these Kassina frogs have a high potential for the discovery of novel
AMPs and possibly other unique peptides as well.

Here, we report the isolation, structural characterization, functional profiling, and nucleotide sequence
of the precursor cDNA of a novel AMP, named kassiniatuerin-3, from the defensive skin secretion of the
African frog, K. senegalensis, with the following primary structure: FIQHLIPLIPHAIQGIKDIF-NH2.
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2. Materials and Methods

2.1. Specimen Biodata and Secretion Acquisition

Skin secretion acquisition from the frog, K. senegalensis, has previously been described in detail [34].
Briefly, the frogs were stimulated by a mild battery current on the dorsal skin surface to discharge
the defensive skin secretion from the granular glands. This was rinsed from the skin using distilled
deionized water and collected into a chilled beaker. This was then lyophilized and stored at −20 ◦C
before use. The study was performed according to the guidelines of the UK Animal (Scientific
Procedures) Act of 1986, under project license PPL 2694 (M.Z.), issued by the Department of Health,
Social Services and Public Safety, Northern Ireland. Procedures had been vetted by the Institutional
Animal Care and Use Committee (IACUC) of Queen’s University Belfast and approved on 1 March 2011.

2.2. Molecular Cloning of Kassinatuerin-3 Precursor-Encoding cDNA

The molecular cloning method that was employed has been described in detail before [35].
Five mg of lyophilized skin secretion was dissolved in 1 mL of cell lysis/mRNA protection buffer
obtained from Dynal Biotech, Wirral, UK. Polyadenylated mRNA was isolated from this by using
magnetic oligo-dT Dynabeads, as described by the manufacturer (Dynal Biotech, Wirral, UK).
The isolated mRNA was then subjected to 3′-rapid amplification of cDNA ends (RACE) procedures
to obtain full-length kassinatuerin-3 precursor nucleic acid sequence data using a SMART-RACE kit
(Clontech, Oxford, UK), likewise as per the manufacturer’s instructions. Briefly, the 3′-RACE reactions
employed a nested universal (NUP) primer (supplied with the kit) and a degenerate sense primer
(KS; 5′- GCCATGARGACCYTCATTCTGCT-3′) that was designed to a highly-conserved domain of
the 5′-untranslated region of previously characterized cDNA sequences from the Kassina species.
The 3′-RACE reactions were purified and cloned using a pGEM-T vector system (Promega Corporation)
and sequenced using an ABI 3100 automated sequencer.

2.3. Isolation of Kassinatuerin-3 from the Skin Secretion

The isolation and identification of mature kassinatuerin-3 from the skin secretion via RP–HPLC and
LC–MS analyses, which were performed as in a previous study [36]. A volume of 5 mg of lyophilized skin
secretion was dissolved in 1.5 mL of 0.05/99.5 (v/v) trifluoroacetic acid (TFA)/water. A volume of 1 mL
of supernatant was subjected to the RP–HPLC system, fitted with a semi-preparative column (Jupiter
C-18, 5 µm particle, 300 Å pore, 250 × 10 mm, Phenomenex, Macclesfield, UK), using a gradient from
0.05/99.5 (v/v) TFA/water to 0.05/19.95/80.0 (v/v/v) TFA/water/acetonitrile in 240 min, at a flow rate of
1 mL/min. The fractions were collected at 1 min intervals. Another 0.2 mL was injected into the LCQ fleet
ion trap LC–MS, fitted with a column (Jupiter C-18, 5 µm particle, 300 Å pore, 150 × 4.6 mm, Phenomenex,
Macclesfield, UK), using the same gradient. The most intensive ion in the full MS scan was subjected
to MS/MS fragmentation by the normalized collision energy (NCE) of 27. The electrospray voltage was
applied as 4.5 kV and the temperature of the capillary tube was set as 275 ◦C. The MS/MS spectrum was
analyzed by Thermo Scientific Proteome Discoverer 1.0 software via the Sequest algorithm, against a
self-defined FASTA database (Thermo Fisher Scientific, San Jose, CA, USA).

2.4. Solid-Phase Peptide Synthesis

The peptide was chemically synthesized using an automatic Tribute peptide synthesizer,
as previously described [37]. The Fmoc group of amino acids was removed by 20/80 (v/v) piperidine/N,
N-dimethylformamide (DMF) solution. The peptide bond was coupled with 2- (1H-benzotriazole)
-1, 1, 3, 3-tetramethyluronium (HBTU) in 1 M 4-methylmorpholine (NMM)/DMF solution. Once the
peptide chain was complete, it was removed from the resin using a cleavage solution containing
94% TFA, 2% water, 2% thioanisole, and and 2% 1, 2-ethanedithiol. Purification and identification
of kassinatuerin-3 were achieved by RP-HPLC and MALDI-TOF mass spectrometry, respectively,
following lyophilization.
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2.5. Circular Dichorism

The secondary structure of the purified kassinatuerin-3 was analyzed by a JASCO J815 circular
dichroism (CD) spectrometer, as done previously [37]. The peptide was prepared in 10 mM NH4AC
and 50% (v/v) trifluoroethanol (TFE)/10 mM NH4AC solutions at a concentration of 50 µM. The pH
of both buffers was adjusted to 7.4. The Heliquest tool and I-TASSER were employed to predict the
helical wheel of the peptides as well as the 3D conformation.

2.6. Antimicrobial Assays

The antimicrobial assays were performed to detect and quantify the possible antimicrobial
activities of the novel peptide. The minimal inhibitory concentration (MIC) and minimal bactericidal
concentration (MBC) of kassinatuerin-3 were determined against different microorganisms which have
been described before [37]. The reference strains employed in these studies included the Gram-positive
bacteria, Staphylococcus aureus (NCTC10788), Enterococcus faecalis (NCTC12697), and methicillin-resistant
S. aureus (MRSA) (NCTC12493); the Gram-negative bacteria, Escherichia coli (NCTC10418) and
Pseudomonas aeruginosa (ATCC27853); and the yeast, Candida albicans (NCYC1467). The bacteria were
cultured in Mueller–Hinton broth (MHB) and C. albicans was cultured in yeast extract-peptone-dextrose
(YPD) medium. The microorganism cultures (5× 105 colony forming units (CFU)/mL) were treated with
peptide solutions at final concentrations ranging from 512 µM to 1 µM in two-fold dilution in a 96-well
plate. The absorbance of each well was measured at 550 nm, following incubation for 20 h at 37 ◦C.
The microorganisms were also incubated with a well-known but highly hemolytic AMP, honeybee
melittin, which was used as a positive control. Phosphate-buffered saline (PBS) was employed as a
negative control. Experiments were repeated four times in five replicates.

2.7. Hemolysis Assay

The hemolysis assay was carried out by using a 2% horse erythrocyte suspension prepared
from freshly defibrinated horse blood (TCS Biosciences, Buckingham, UK), which was described in
a previous study [38]. Briefly, the erythrocytes were washed with phosphate-buffered saline (PBS).
The peptide solutions were co-incubated with pre-washed horse erythrocytes at a range of peptide
concentrations from 5 µM to 160 µM, made by two-fold dilution from stock. After a 2h incubation
period at 37 ◦C, the supernatant of each concentration was collected by centrifugation at 1000× g.
The absorbance of the supernatant was assessed at 570 nm by a plate reader. The PBS and 0.1% Triton
X-100-treated erythrocytes were employed as negative and positive controls, respectively. Experiments
were repeated three times in five replicates.

2.8. Anti-Biofilm Assay

The assays for the determination of minimal biofilm inhibitory concentration (MBIC) and minimal
biofilm eradication concentration (MBEC) were performed as previously described [39], with the same
microorganisms as described in the antimicrobial assay. Gram-positive bacteria, Gram-negative bacteria,
and C. albicans were cultured in tryptic soy broth (TSB), Luria–Bertani (LB) broth, and RPMI-1640,
respectively. For the MBIC assay, a suspension of broth-diluted bacterial culture (5 × 105 CFU/mL)
was incubated with the peptide solutions at 37 ◦C for 24 h. For the MBEC assay, 100 µL of inoculum
culture was seeded onto a 96-well flat-bottom plate and incubated at 37 ◦C for 48 h to produce a
bacterial biofilm. Afterwards, the MBEC plate was washed using sterile phosphate-buffered saline
(PBS; Sigma-Aldrich, Gillingham, UK) twice and treated with peptide solutions at 37 ◦C for 24 h.
Then, both plates for the MBIC and MBEC assays were washed with PBS and stained using 100 µL
0.1% crystal violet solution (Sigma-Aldrich, Gillingham, UK), and they were further treated with 30%
acetic acid (Sigma-Aldrich, Gillingham, UK). The absorbance of each well was recorded by a Synergy
HT plate reader (Biotech, Minneapolis, MN, USA) at 595 nm. Again, melittin and PBS were used as
positive and negative controls, respectively. Experiments were repeated four times in five replicates.
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2.9. Cell Cytotoxicity

The MTT assay was carried out to determine the cytotoxicity of the novel peptide, and this assay
was the same as that described in a previous study [33]. The assays used different cell lines. NCI-H23
(ATCC® CRL-5800), NCI-H157 (ATCC® CRL-5802), NCI-H460 (ATCC® HTB-177), and NCI-H838
(ATCC® CRL-5844) cells were derived from non-small cell lung cancers. LNCaP (ATCC® CRL-1740™)
was derived from human prostate cancer and U-251 MG (09063001) was derived from glioblastoma
(astrocytoma). Briefly, 5000 cells were seeded into separate wells of a 96-well plate and incubated
overnight. The peptide solutions were prepared from 10−4 to 10−9 M by 10-fold dilution in a serum-free
medium and added to replace the culture medium in the 96-well plate. PBS was used as a negative
control, and paclitaxel (1 µM) was used as a positive control to compare the anti-proliferative effect of
the peptide. A 10 µL volume of MTT (5 mg/mL) was added to each sample after 24 h of treatment
and continually incubated for 4 h. Then, the formazan crystal in each well was dissolved by dimethyl
sulphoxide (DMSO) and the absorbance of the samples was measured by a Synergy HT plate reader
(Biotech, Minneapolis, MN, USA). Experiments were repeated three times in five replicates.

3. Results

3.1. Molecular Cloning of Kassinatuerin-3 Peptide Precursor Transcript

One peptide-encoding precursor was successfully and repeatedly cloned by “shot-gun” cloning
(12 identical clones) from the skin secretion cDNA library of the African frog, K. senegalensis (Figure 1).
The biosynthetic precursor open-reading frame consisted of 84 amino acid residues. The putative signal
peptide domain was determined by NCBI-BLAST, and it was constituted by the first 22 amino acid
residues. Following this, there is a hydrophilic domain, also known as the acidic amino acid-rich spacer
peptide domain, where a large proportion of amino acid residues are acidic. The alignments of the amino
acid sequences of the peptide precursors identified from K. senegalensis and K. maculata demonstrated
the high degree of primary structural conservation among the signal peptide and spacer domains
(Figure 2). The structural motif of -DDKR- (where D can be replaced by E) was repeated in the spacer
peptide. The putative mature peptide was revealed at the C-terminal region, consisting of 20 amino
acid residues. The Gly at the end acted typically as a C-terminal amide donor for the mature peptide.
The putative mature peptide demonstrated the same dipeptide, -PH-, as kassinatuerin-2 in the middle
of the peptide sequence. However, the remainder of the peptide exhibited limited further similarity.
Therefore, the novel peptide was named kassinatuerin-3. The nucleotide sequence of the cloned
precursor-encoding cDNA has been deposited in EMBL under the accession number HG794245.



Biology 2020, 9, 148 6 of 14
Biology 2020, 9, x FOR PEER REVIEW 6 of 14 

 

 

Figure 1. Nucleotide and translated open-reading frame amino acid sequence of the biosynthetic 

precursor-encoding DNA of kassinatuerin-3. The putative signal peptide sequence is single-

underlined, and the mature peptide sequence is double-underlined. The stop codon is indicated by 

an asterisk (*). 

 

Figure 2. The alignment of the amino acid sequences of the biosynthetic precursors of bioactive 

peptides discovered in the skin secretions of K. senegalensis and K. maculata. Identical amino acids are 

indicated by asterisks (*). The acidic/basic tetrapeptide motif is indicated in bold typeface. 

3.2. Identification and Structural Analysis of Kassinatuerin-3 

To determine the presence of kassinatuerin-3 in the skin secretion of K. senegalensis, the dissolved 

skin secretion was subjected to RP–HPLC and LC–MS/MS analysis. The MS/MS spectra were 

searched against the cDNA precursor of kassinatuerin-3 and this proved the presence of 

 

  M  L  T  L   K  K  S   M  L  L   L  F  F  L   G  M  V 

       1ATGCTGACTT TGAAGAAATC CATGTTGCTG CTTTTCTTCC TTGGGATGGT 

 TACGACTGAA ACTTCTTTAG GTACAACGAC GAAAAGAAGG AACCCTACCA 

  S  L  S    L  A  N  D   K  R  A   D  E  E  G  E  D  K 

      51CTCTCTTTCC CTTGCTAATG ACAAGAGAGC TGATGAGGAG GGAGAAGATA 

 GAGAGAAAGG GAACGATTAC TGTTCTCTCG ACTACTCCTC CCTCTTCTAT 

   R  A  D   E  E  G   E  D  K  R   A  D  E   E  G  E 

     101AGAGAGCTGA TGAAGAGGGA GAAGATAAGA GAGCTGATGA AGAGGGTGAA 

 TCTCTCGACT ACTTCTCCCT CTTCTATTCT CTCGACTACT TCTCCCACTT 

  D  K  R  A   D  E  E   A  E  E   K  K  R  R   F  I  Q 

     151GATAAGAGAG CCGATGAAGA GGCAGAAGAA AAGAAAAGGA GATTCATTCA 

 CTATTCTCTC GGCTACTTCT CCGTCTTCTT TTCTTTTCCT CTAAGTAAGT 

  H  L  I   P  L  I  P   H  A  I   Q  G  I   K  D  I  F 

     201ACATTTAATT CCACTTATAC CTCATGCAAT ACAAGGAATA AAAGATATTT 

 TGTAAATTAA GGTGAATATG GAGTACGTTA TGTTCCTTAT TTTCTATAAA 

 G  * 

     251TTGGATGAGT TCTAACCAAT GTGGAATTGA ATTCATATCA TCTGATTACA 

 AACCTACTCA AGATTGGTTA CACCTTAACT TAAGTATAGT AGACTAATGT 

     301TATTCATAAT TCAGATGTCT TAATAAAAAA TATATTTAAC TAAAAAAAAA 

 ATAAGTATTA AGTCTACAGA ATTATTTTTT ATATAAATTG ATTTTTTTTT 

     351AAAAAAAAAA AAAAA 

 TTTTTTTTTT TTTTT 

 Figure 1. Nucleotide and translated open-reading frame amino acid sequence of the biosynthetic
precursor-encoding DNA of kassinatuerin-3. The putative signal peptide sequence is single-underlined,
and the mature peptide sequence is double-underlined. The stop codon is indicated by an asterisk (*).

Biology 2020, 9, x FOR PEER REVIEW 6 of 14 

 

 

Figure 1. Nucleotide and translated open-reading frame amino acid sequence of the biosynthetic 

precursor-encoding DNA of kassinatuerin-3. The putative signal peptide sequence is single-

underlined, and the mature peptide sequence is double-underlined. The stop codon is indicated by 

an asterisk (*). 

 

Figure 2. The alignment of the amino acid sequences of the biosynthetic precursors of bioactive 

peptides discovered in the skin secretions of K. senegalensis and K. maculata. Identical amino acids are 

indicated by asterisks (*). The acidic/basic tetrapeptide motif is indicated in bold typeface. 

3.2. Identification and Structural Analysis of Kassinatuerin-3 

To determine the presence of kassinatuerin-3 in the skin secretion of K. senegalensis, the dissolved 

skin secretion was subjected to RP–HPLC and LC–MS/MS analysis. The MS/MS spectra were 

searched against the cDNA precursor of kassinatuerin-3 and this proved the presence of 

 

  M  L  T  L   K  K  S   M  L  L   L  F  F  L   G  M  V 

       1ATGCTGACTT TGAAGAAATC CATGTTGCTG CTTTTCTTCC TTGGGATGGT 

 TACGACTGAA ACTTCTTTAG GTACAACGAC GAAAAGAAGG AACCCTACCA 

  S  L  S    L  A  N  D   K  R  A   D  E  E  G  E  D  K 

      51CTCTCTTTCC CTTGCTAATG ACAAGAGAGC TGATGAGGAG GGAGAAGATA 

 GAGAGAAAGG GAACGATTAC TGTTCTCTCG ACTACTCCTC CCTCTTCTAT 

   R  A  D   E  E  G   E  D  K  R   A  D  E   E  G  E 

     101AGAGAGCTGA TGAAGAGGGA GAAGATAAGA GAGCTGATGA AGAGGGTGAA 

 TCTCTCGACT ACTTCTCCCT CTTCTATTCT CTCGACTACT TCTCCCACTT 

  D  K  R  A   D  E  E   A  E  E   K  K  R  R   F  I  Q 

     151GATAAGAGAG CCGATGAAGA GGCAGAAGAA AAGAAAAGGA GATTCATTCA 

 CTATTCTCTC GGCTACTTCT CCGTCTTCTT TTCTTTTCCT CTAAGTAAGT 

  H  L  I   P  L  I  P   H  A  I   Q  G  I   K  D  I  F 

     201ACATTTAATT CCACTTATAC CTCATGCAAT ACAAGGAATA AAAGATATTT 

 TGTAAATTAA GGTGAATATG GAGTACGTTA TGTTCCTTAT TTTCTATAAA 

 G  * 

     251TTGGATGAGT TCTAACCAAT GTGGAATTGA ATTCATATCA TCTGATTACA 

 AACCTACTCA AGATTGGTTA CACCTTAACT TAAGTATAGT AGACTAATGT 

     301TATTCATAAT TCAGATGTCT TAATAAAAAA TATATTTAAC TAAAAAAAAA 

 ATAAGTATTA AGTCTACAGA ATTATTTTTT ATATAAATTG ATTTTTTTTT 

     351AAAAAAAAAA AAAAA 

 TTTTTTTTTT TTTTT 

 

Figure 2. The alignment of the amino acid sequences of the biosynthetic precursors of bioactive peptides
discovered in the skin secretions of K. senegalensis and K. maculata. Identical amino acids are indicated
by asterisks (*). The acidic/basic tetrapeptide motif is indicated in bold typeface.

3.2. Identification and Structural Analysis of Kassinatuerin-3

To determine the presence of kassinatuerin-3 in the skin secretion of K. senegalensis, the dissolved
skin secretion was subjected to RP–HPLC and LC–MS/MS analysis. The MS/MS spectra were searched
against the cDNA precursor of kassinatuerin-3 and this proved the presence of kassinatuerin-3 in the
skin secretion as well as the C-terminal amidation of the mature peptide (Figure 3a). The observed
molecular mass of kassinatuerin-3 was 2311.59 Da, which was consistent with that of the predicted
mature peptide (2311.346 Da (mono.)) from the cDNA precursor. In the RP–HPLC chromatogram,
the retention time of kassinatuerin-3 was around 116 min (Figure 3b). The fraction of the single peak
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indicated in the chromatogram was collected and exhibited antimicrobial activity via a screening test
(data not shown). Therefore, we decided to chemically synthesize the peptide for further investigation.
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Figure 3. (a) Electrospray ion-trap MS/MS fragmentation analysis of kassinatuerin-3 in the skin
secretion. The full mass scan exhibited multiple positively charged ions of kassinatuerin-3. The doubly
charged precursor ion was subjected to MS/MS fragmentation (in the upper right-hand corner).
The observed singly and doubly charged b-ion and y-ion fragments m/z ratios are colored as red
and blue, respectively. (Note that, in the sequence call, I/L residues are isobaric and cannot be
differentiated here. The assignation of I/L is done by reference to the cloned precursor template.)
(b) Region of RP–HPLC chromatogram of the skin secretion of K. senegalensis, with an arrow indicating
elution/retention time of the fraction (#116) containing the antimicrobial peptide, kassinatuerin-3.
The G-axis indicates milli-absorbance units at λ = 214nm.

3.3. Prediction of Secondary Structure and Physiochemical Properties

Kassinatuerin-3 was successfully synthesized and purified via RP–HPLC (Figure S1). The retention
time and the MS/MS profile are consistent with the nature peptide in the skin secretion (Figures S1 and S2).



Biology 2020, 9, 148 8 of 14

A helical wheel diagram and a 3D model of kassinatuerin-3 are shown in Figure 4. The physiochemical
properties of kassinatuerin-3 are shown in Table 1 and indicate that kassinatuerin-3 contains a net
charge of +1 and high hydrophobicity. Prediction of the peptide secondary structure by CD (Figure 4b)
revealed a random coil in the aqueous solution and an adopted helical structure in the 50% TFE solution.
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Figure 4. (a) Helical wheel diagram and 3D model of kassinatuerin-3 predicted by I-TASSER.
(b) Circular dichroism (CD) spectra of 50 µM kassinatuerin-3 in aqueous solution (10 mM NH4AC) and
membrane-mimicking solution (50% (v/v) trifluoroethanol (TFE)/10 mM NH4AC).

Table 1. Physiochemical properties of kassinatuerin-3.

Hydrophobicity <H> Hydrophobic Moment <µH> Net Charge z

0.880 0.570 +1

3.4. Antimicrobial and Hemolysis Assays

A synthetic replicate of the novel peptide was tested for antimicrobial activity against the
Gram-positive bacteria, S. aureus, methicillin-resistant Staphylococcus aureus (MRSA), and E. faecalis;
the Gram-negative bacteria, E. coli and P. aeruginosa; and the yeast, C. albicans. The MICs and MBCs
of kassinatuerin-3 against several microorganisms are shown in Table 2. The peptide exhibited
antimicrobial activity against the three Gram-positive bacteria and the yeast but was ineffective against
the Gram-negative bacteria at the highest concentration tested.

Table 2. Antimicrobial activity of kassinatuerin-3 against selected microorganisms. Melittin was used
as a positive control.

Kassinatuerin-3 Melittin
MIC a (µM) MBC b (µM) MIC (µM) MBC (µM)

S. aureus 16–32 32–64 1–2 2–4
E. coli >512 >512 1–4 8–16
C. albicans 64-128 128 2–8 16–32
MRSA 32–64 64–128 1–2 2–4
E. faecalis 128 128 1–2 4
P. aeruginosa >512 >512 16–32 32–64

a. Minimal inhibitory concentration. b. Minimal bactericidal concentration.

3.5. Antibiofilm Assay

The antibiofilm activities of kassinatuerin-3 were determined as minimum biofilm inhibitory
concentrations (MBICs) and minimum biofilm eradication concentrations (MBECs). Kassinatuerin-3
exhibited antibiofilm activity on Gram-positive bacteria, but it did not inhibit or eradicate the biofilm of
the Gram-negative bacteria selected for this study (Table 3). Moreover, it only inhibited the formation
of biofilm in C. albicans but did not eradicate the mature biofilm at concentrations up to 512 µM.
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Table 3. Antibiofilm effects of kassinatuerin-3 against selected microorganisms. Melittin was used as a
positive control.

Kassinatuerin-3 Melittin
MBIC a (µM) MBEC b (µM) MBIC (µM) MBEC (µM)

S. aureus 16–32 64–128 1–4 16–32
E. coli >512 >512 4–8 16–32
C. albicans 128 >512 4–16 32–64
MRSA 32–64 128 1–4 16–32
E. faecalis 128 256-512 4–8 16–32
P. aeruginosa >512 >512 32–64 128–256

a. Minimal biofilm inhibitory concentration. b. Minimal biofilm eradication concentration.

3.6. Hemolytic and Antiproliferative Activity

Kassinatuerin-3 produced no detectable hemolysis activity up to a concentration of 160 µM,
above which there was slight activity (Figure 5a). The peptide was then assessed for possible
anti-proliferative effects on a range of cancer cell lines. Six different cell lines were employed in the
cell viability assays, with three cell lines (H23, H157, H838 and H460) representing human non-small
cell lung cancers, LNCaP representing a human prostate cancer and U251MG was from a glioma.
The peptide displayed significant dose-dependent anti-proliferative activity against all the cell lines
employed in the study (Figure 5b), with IC50s showed in Table S1.
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Figure 5. (a) Hemolytic activity of kassinatuerin-3 on the horse erythrocytes. PBS and 0.1% TritonX-100
were used as the negative control (N) and positive control (P), respectively. (b) Anti-proliferative
effects of kassinatuerin-3 on a range of cancer cells within a concentration range of 10−4 to 10−9 M.
Paclitaxel (1 µM) was used as the positive control. The 100% cell viability was measured in the cells
with serum-free medium only. Data represent means ± SD of five replicates.

4. Discussion

The development of natural medicines came about when primitive humans found that both animals
and plants were good sources [40]. Meanwhile, the establishment of bionics allowed researchers to study
the structures and functions of objects in specific environments, which could model the mechanisms
of several diseases [41]. Animal-based medicines, such as insulin, have played a remarkable role in
the prevention and treatment of diseases and health care functions. Amphibian skin secretions are
rich sources of many bioactive molecules, including antimicrobial peptides (AMPs) [42–44]. With the
overuse of antibiotics in recent years, bacteria developing resistance to these has become a huge
problem [45]. In particular, antimicrobial resistance in pathogenic Gram-positive bacteria is a major
issue [46] and, with these, AMPs have shown efficacy.

K. senegalensis, an African frog species, has, like many frogs, been shown to express bioactive
peptides in its skin secretion, and these may represent potential therapeutic agents [31,32]. However,
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compared with other amphibian species, such as Phyllomedusa and Rana frogs [47–49], the number of
the identified peptides is much lower in the skin secretion of K. senegalensis. With regards to AMPs,
only kassinatuerin-1 and -2 and senegalin have been reported [29–31], implying that it remains a
promising resource for novel AMP discovery.

The present study has employed the integration of isolation/structural characterization and
molecular cloning approaches to reveal the presence of a novel peptide, kassinatuerin-3, in the
lyophilized skin secretion of K. senegalensis. Kassinatuerin-3 has 20 amino acids and shows some
sequence identity to another AMP from this species, kassinatuerin-2, as revealed by the bioinformatic
analysis of the precursor using the NCBI database. They exhibited the common structural characteristics
of C-terminal amidation and internal motif -L/IPH- [29]. The biosynthetic precursor contains the highly
conserved signal peptide domain, not only from the same species but also from a closely related species.
The spacer peptide has an identity with the kassorin S precursor, and the specific motif, -DDKR-,
was also repeated in the other precursor. These features suggest that the peptide encoding genes could
have originated from a common ancestor [50]. The ancient gene could encounter a rapid mutation and
development due to rapid changes in the environment and survival strategies, resulting in the rapid
diversification of encoded peptides.

Kassinatuerin-3 has a remarkable therapeutic index due to its low toxicity to normal cells whilst
having antimicrobial activity against Gram-positive bacteria. The MICs against S. aureus and MRSA
were 32 µM and 64 µM, respectively. Meanwhile, kassinatuerin-3 did not lyse the membranes of red
blood cells, even at a concentration as high as 160 µM, which is the maximum concentration required
to kill bacterial and cancer cells. However, the overall bioactive potency of kassinatuerin-3 is moderate
compared to melittin and other lead AMPs (e.g., magainin and gramicidin D [9]). In the process of
antimicrobial action, electrostatic attraction plays a major role in facilitating interaction between the
negatively charged components of bacterial and cancer cell membranes and the positively charged
AMPs [51]. As a previous study of kassinatuerin-1 and designed analogs reported, increasing cationicity
significantly improves the antimicrobial and cytolytic activity [33]. Kassinatuerin-3 possessed a +1
net charge at the physiological pH, which is not only believed to facilitate the electrostatic interaction
with bacterial cell membranes but also maintains the selectivity. Kassinatuerin-1 with +2 net charges
demonstrated an MIC of 6.25 µM against S.aureus but induced 50% hemolysis at a concentration of
65 µM. Meanwhile, kassinatuerin-2Ma, possessing the same net charge as kassinatuerin-3, exhibited a
slightly better result against S.aureus (MIC = 16 µM) [29].

On the other hand, improving the cell selectivity of AMPs in order to increase the net charge has
been reported as well [52]. These results imply that the mechanism of action may be highly specific
for the primary structure of AMPs or the cellular location where AMPs are targeted as well. In our
study, honeybee melittin was included as a control to monitor the effectiveness of kassinatuerin-3 as
an antimicrobial agent. As expected, it was found to be very potent with all microorganisms tested,
compared to kassinatuerin-3. However, despite a high potency against bacteria, this peptide is an
extremely potent hemolytic and general mammalian cell cytotoxin, factors which led to its exclusion as
a putative systemic antimicrobial some time ago. Moreover, more helical contents in the sequences
could not only improve its antimicrobial activity but also increase its hemolytic effects. Compared to
kassinatuerin-2Ma, a member of kassinatuerin-2 from Kassina maculata, kassinatuerin-3 reveals two
proline residues, at positions 7 and 10, which could interfere with the formation of the linear helix
due to the processing of proline-induced kinks in the solution. Meanwhile, that kassinatuerin-2Ma
only contains one proline at conserved position 10 retained a linear helical domain at the N-terminus,
which might improve the detergent-like membrane disruption effect of kassinatuerin-2Ma. It also
could explain the fact that kassinatuerin-2Ma exhibited higher hemolysis (40%~50% at a concentration
of 120 µM) than kassinatuerin-3 [29].

Kassinatuerin-3 showed different antimicrobial activities against Gram-positive and
Gram-negative bacteria. MICs against Gram-positive bacteria were lower due to their specific membrane
structures [53] and their inability to repair the disrupted bacterial membrane [54]. Additionally,
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the outer membrane of Gram-negative bacteria is a lipid barrier that could trap AMPs because of
their hydrophobic/amphipathic nature. As a previous study of temporin-1Ta, a 13-mer AMP, found,
the lipopolysaccharides (LPS) on the outer membrane could extend the peptide folding and the
packing interaction between the aromatic sidechain of Phe and the hydrophobic amino acid residues
in the middle of the sequences, which resulted in the formation of helical oligomeric structures [55].
This conformation could further prevent the translocation of AMPs to the cell plasma membrane,
where AMPs exert antimicrobial activity. Kassinatuerin-3 contains aromatic sidechains at its N-terminus
and hydrophobic residues in the middle such that it might also form oligomeric structures with LPS,
resulting in the inactivity of the peptide against Gram-negative bacteria.

Previous studies indicated that AMPs have capabilities in inhibiting the growth of lung cancer
cell lines [56] and some possess this anticancer function through inducing necrosis or apoptosis in
these cells [57]. A number of AMPs showed immunomodulatory properties, including the activation
of defense cells [58]. Moreover, the cancer cell membrane surface provides a larger potential target for
AMPs due to its large surface area as caused by increased numbers of microvilli [51]. Cancer cells have
low levels of cholesterol membrane anchors and hence are more sensitive to AMPs [34]. Additionally,
cancer cells could possess more negative charges than normal cells due to the overexpression of
glycoprotein or glycosaminoglycans on the cell membrane, which could enhance the binding effect of
AMPs [59]. Interestingly, the anticancer activity of kassinatuerin-3 exhibited different levels of potency
toward selected cancer cells. A possible explanation is that variations in the expression profiles of
the negatively charged molecules on the cell membrane result in the changes in electrostatic force
with the peptide, though we could not validate this at this stage. On the other hand, considering the
low cationicity of kassinatuerin-3, the other binding approach might be associated with the presence
of His residues in the sequence. A study showed that the selectivity of peptides for cancer cells
can be enhanced in the acidic environment of solid tumors by the incorporation of the amino acid,
histidine [60], which might suggest that kassinatuerin-3 had a cell selectivity due to its histidine content.
Until now, chemotherapeutics have been widely-recognized as cancer treatments, but, in the future,
AMPs which are optimized for anticancer activity could be an economically viable and therapeutically
superior alternative.

5. Conclusions

We report the identification and biological evaluation of a novel antimicrobial peptide, kassinatuerin-3,
from the skin secretion of the African frog, K. senegalensis. This peptide not only exhibited antimicrobial
activity against selected pathogens but also inhibited the formation of biofilm in S. aureus and MRSA.
Although kassinatuerin-3 did not exert outstanding effects compared with other AMPs, this peptide might
represent a prototype peptide for the further study of the design of AMPs. Considering that there are very
few AMPs which have been developed for clinical use, more comprehensive studies using experimental
or longitudinal designs are clearly necessary for the development of AMPs as a lead compound of
antibiotic alternatives.

Supplementary Materials: The following are available online at http://www.mdpi.com/2079-7737/9/7/148/s1,
Figure S1: The chromatograms of the isolated kassinatuerin-3 from the skin secretion and the purified synthetic
replicates. The gradient of mobile phase is indicated by the blue line, Figure S2. MS/MS spectrum of synthetic
kassinatuerin-3 that is consistent with the one of natural peptide from the skin secretion, Table S1. The calculated
IC50 and SDLogIC50 of kassinatuerin-3 against each cell line. The tukey’s test for the LogIC50 of each cell line is
showed below.

Author Contributions: Conceptualization, M.Z., T.C., and L.W.; Data curation, H.W. and H.H.; Formal analysis,
H.W. and Q.D.; Funding acquisition, Q.D.; Investigation, H.H., and C.M.; Methodology, X.C., and C.M.; Project
administration, M.W., and Q.D.; Resources, T.C.; Supervision, X.X., and C.M.; Validation, H.W.; Writing—original
draft, H.W.; Writing—review and editing, C.S. All authors have read and agreed to the published version of
the manuscript.

Funding: This work was supported by grants from the National Nature Science Foundation of China (No. 81703572
to Q.D. and No. 81702611 to H.W.).

Conflicts of Interest: The authors declare no conflict of interest.

http://www.mdpi.com/2079-7737/9/7/148/s1


Biology 2020, 9, 148 12 of 14

References

1. Cragg, G.M.; Newman, D.J. Natural products: A continuing source of novel drug leads. Biochim. Biophys.
Acta (BBA) Gen. Subj. 2013, 1830, 3670–3695. [CrossRef] [PubMed]

2. Conlon, J.M. The contribution of skin antimicrobial peptides to the system of innate immunity in anurans.
Cell Tissue Res. 2011, 343, 201–212. [CrossRef]

3. World Health Organization. Antimicrobial Resistance: Global Report on Surveillance; World Health Organization:
Geneva, Switzerland, 2014.

4. Renner, L.D.; Zan, J.; Hu, L.I.; Martinez, M.; Resto, P.J.; Siegel, A.C.; Torres, C.; Hall, S.B.; Slezak, T.R.;
Nguyen, T.H. Detection of ESKAPE bacterial pathogens at the point of care using isothermal DNA-based
assays in a portable degas-actuated microfluidic diagnostic assay platform. Appl. Environ. Microbiol. 2017,
83, e02449-16. [CrossRef] [PubMed]

5. Del Pozo, J.; Serrera, A.; Martinez-Cuesta, A.; Leiva, J.; Penades, J.; Lasa, I. Biofilm related infections: Is there
a place for conservative treatment of port-related bloodstream infections? Int. J. Artif. Organs 2006, 29,
379–386. [CrossRef]

6. Martin, E.; Ganz, T.; Lehrer, R.I. Defensins and other endogenous peptide antibiotics of vertebrates.
J. Leukoc. Biol. 1995, 58, 128–136. [CrossRef]

7. Hancock, R.E.; Rozek, A. Role of membranes in the activities of antimicrobial cationic peptides.
FEMS Microbiol. Lett. 2002, 206, 143–149. [CrossRef]

8. Pletzer, D.; Hancock, R.E. Antibiofilm peptides: Potential as broad-spectrum agents. J. Bacteriol. 2016, 198,
2572–2578. [CrossRef]

9. Wang, Z.; Wang, G. APD: The antimicrobial peptide database. Nucleic Acids Res. 2004, 32, D590–D592.
[CrossRef]

10. Patocka, J.; Nepovimova, E.; Klimova, B.; Wu, Q.; Kuca, K. Antimicrobial peptides: Amphibian host defense
peptides. Curr. Med. Chem. 2019, 26, 5924–5946. [CrossRef]

11. Conlon, J.M. Structural diversity and species distribution of host-defense peptides in frog skin secretions.
Cell. Mol. Life Sci. 2011, 68, 2303–2315. [CrossRef] [PubMed]

12. Amiche, M.; Ladram, A.; Nicolas, P. A consistent nomenclature of antimicrobial peptides isolated from frogs
of the subfamily Phyllomedusinae. Peptides 2008, 29, 2074–2082. [CrossRef]

13. Simmaco, M.; Kreil, G.; Barra, D. Bombinins, antimicrobial peptides from Bombina species. Biochim. Biophys.
Acta (BBA) Biomembr. 2009, 1788, 1551–1555. [CrossRef]

14. Conlon, J.M.; Mechkarska, M.; King, J.D. Host-defense peptides in skin secretions of African clawed frogs
(Xenopodinae, Pipidae). Gen. Comp. Endocrinol. 2012, 176, 513–518. [CrossRef]

15. Roudi, R.; Syn, N.L.; Roudbary, M. Antimicrobial peptides as biologic and immunotherapeutic agents against
cancer: A comprehensive overview. Front. Immunol. 2017, 8, 1320. [CrossRef]

16. Mukherjee, S.; Hooper, L.V. Antimicrobial defense of the intestine. Immunity 2015, 42, 28–39. [CrossRef]
[PubMed]

17. Lipsky, B.A.; Holroyd, K.J.; Zasloff, M. Topical versus systemic antimicrobial therapy for treating mildly
infected diabetic foot ulcers: A randomized, controlled, double-blinded, multicenter trial of pexiganan cream.
Clin. Infect. Dis. 2008, 47, 1537–1545. [CrossRef] [PubMed]

18. Lashua, L.P.; Melvin, J.A.; Deslouches, B.; Pilewski, J.M.; Montelaro, R.C.; Bomberger, J.M. Engineered
cationic antimicrobial peptide (eCAP) prevents Pseudomonas aeruginosa biofilm growth on airway epithelial
cells. J. Antimicrob. Chemother. 2016, 71, 2200–2207. [CrossRef] [PubMed]

19. Lamb, H.M.; Wiseman, L.R. Pexiganan acetate. Drugs 1998, 56, 1047–1052. [CrossRef] [PubMed]
20. König, E.; Bininda-Emonds, O.R.; Shaw, C. The diversity and evolution of anuran skin peptides. Peptides

2015, 63, 96–117. [CrossRef] [PubMed]
21. Resnick, N.M.; Maloy, W.L.; Guy, H.R.; Zasloff, M. A novel endopeptidase from Xenopus that recognizes

α-helical secondary structure. Cell 1991, 66, 541–554. [CrossRef]
22. DARBY, N.J.; LACKEY, D.B.; SMYTH, D.G. Purification of a cysteine endopeptidase which is secreted with

bioactive peptides from the epidermal glands of Xenopus laevis. Eur. J. Biochem. 1991, 195, 65–70. [CrossRef]
[PubMed]

http://dx.doi.org/10.1016/j.bbagen.2013.02.008
http://www.ncbi.nlm.nih.gov/pubmed/23428572
http://dx.doi.org/10.1007/s00441-010-1014-4
http://dx.doi.org/10.1128/AEM.02449-16
http://www.ncbi.nlm.nih.gov/pubmed/27986722
http://dx.doi.org/10.1177/039139880602900407
http://dx.doi.org/10.1002/jlb.58.2.128
http://dx.doi.org/10.1111/j.1574-6968.2002.tb11000.x
http://dx.doi.org/10.1128/JB.00017-16
http://dx.doi.org/10.1093/nar/gkh025
http://dx.doi.org/10.2174/0929867325666180713125314
http://dx.doi.org/10.1007/s00018-011-0720-8
http://www.ncbi.nlm.nih.gov/pubmed/21560068
http://dx.doi.org/10.1016/j.peptides.2008.06.017
http://dx.doi.org/10.1016/j.bbamem.2009.01.004
http://dx.doi.org/10.1016/j.ygcen.2011.10.010
http://dx.doi.org/10.3389/fimmu.2017.01320
http://dx.doi.org/10.1016/j.immuni.2014.12.028
http://www.ncbi.nlm.nih.gov/pubmed/25607457
http://dx.doi.org/10.1086/593185
http://www.ncbi.nlm.nih.gov/pubmed/18990064
http://dx.doi.org/10.1093/jac/dkw143
http://www.ncbi.nlm.nih.gov/pubmed/27231279
http://dx.doi.org/10.2165/00003495-199856060-00011
http://www.ncbi.nlm.nih.gov/pubmed/9878992
http://dx.doi.org/10.1016/j.peptides.2014.11.003
http://www.ncbi.nlm.nih.gov/pubmed/25464160
http://dx.doi.org/10.1016/0092-8674(81)90017-9
http://dx.doi.org/10.1111/j.1432-1033.1991.tb15676.x
http://www.ncbi.nlm.nih.gov/pubmed/1991477


Biology 2020, 9, 148 13 of 14

23. Suzuki, K.; Shimoi, H.; Iwasaki, Y.; Kawahara, T.; Matsuura, Y.; Nishikawa, Y. Elucidation of amidating
reaction mechanism by frog amidating enzyme, peptidylglycine alpha-hydroxylating monooxygenase,
expressed in insect cell culture. EMBO J. 1990, 9, 4259–4265. [CrossRef] [PubMed]

24. Savelyeva, A.; Ghavami, S.; Davoodpour, P.; Asoodeh, A.; Łos, M.J. An overview of Brevinin superfamily:
Structure, function and clinical perspectives. In Anticancer Genes; Springer: Berlin/Heidelberg, Germany,
2014; pp. 197–212.

25. Conlon, J.M.; Kolodziejek, J.; Nowotny, N. Antimicrobial peptides from the skins of North American frogs.
Biochim. Biophys. Acta (BBA) Biomembr. 2009, 1788, 1556–1563. [CrossRef] [PubMed]

26. Anastasi, A.; Montecucchi, P.; Erspamer, V.; Visser, J. Amino acid composition and sequence of kassinin,
a tachykinin dodecapeptide from the skin of the African frog Kassina senegalensis. Experientia 1977, 33,
857–858. [CrossRef] [PubMed]

27. Li, X.; Feng, W.; Zhou, M.; Ma, C.; Chen, T.; Zeller, M.; Hornshaw, M.; Wang, L.; Shaw, C. Kasstasin: A novel
potent vasoconstrictor peptide from the skin secretion of the African red-legged running frog, Kassina
maculata. Biochimie 2011, 93, 1537–1542. [CrossRef]

28. Chen, T.; Reid, C.N.; Walker, B.; Zhou, M.; Shaw, C. Kassinakinin S: A novel histamine-releasing
heptadecapeptide from frog (Kassina senegalensis) skin secretion. Biochem. Biophys. Res. Commun.
2005, 337, 474–480. [CrossRef]

29. Wang, L.; Zhou, M.; McGrath, S.; Chen, T.; Gorman, S.P.; Walker, B.; Shaw, C. A family of kassinatuerin-2
related peptides from the skin secretion of the African hyperoliid frog, Kassina maculata. Peptides 2009, 30,
1428–1433. [CrossRef]

30. Mattute, B.; Knoop, F.C.; Conlon, J.M. Kassinatuerin-1: A peptide with broad-spectrum antimicrobial activity
isolated from the skin of the hyperoliid frog, Kassina senegalensis. Biochem. Biophys. Res. Commun. 2000,
268, 433–436. [CrossRef]

31. Wang, H.; Li, R.; Xi, X.; Meng, T.; Zhou, M.; Wang, L.; Zhang, Y.; Chen, T.; Shaw, C. Senegalin: A novel
antimicrobial/myotropic hexadecapeptide from the skin secretion of the African running frog, Kassina
senegalensis. Amino Acids 2013, 44, 1347–1355. [CrossRef]

32. Chen, H.; Wang, L.; Zeller, M.; Hornshaw, M.; Wu, Y.; Zhou, M.; Li, J.; Hang, X.; Cai, J.; Chen, T. Kassorins:
Novel innate immune system peptides from skin secretions of the African hyperoliid frogs, Kassina maculata
and Kassina senegalensis. Mol. Immunol. 2011, 48, 442–451. [CrossRef]

33. Conlon, J.M.; Abraham, B.; Galadari, S.; Knoop, F.C.; Sonnevend, A.; Pál, T. Antimicrobial and cytolytic
properties of the frog skin peptide, kassinatuerin-1 and its L-and D-lysine-substituted derivatives. Peptides
2005, 26, 2104–2110. [CrossRef] [PubMed]

34. Tyler, M.J.; Stone, D.J.; Bowie, J.H. A novel method for the release and collection of dermal, glandular
secretions from the skin of frogs. J. Pharmacol. Toxicol. Methods 1992, 28, 199–200. [CrossRef]

35. Du, Q.; Wang, H.; Ma, C.; Wu, Y.; Xi, X.; Zhou, M.; Chen, T.; Shaw, C.; Wang, L. Identification of a novel
vasodilatory octapeptide from the skin secretion of the African hyperoliid frog, Kassina senegalensis.
Molecules 2017, 22, 1215. [CrossRef] [PubMed]

36. Wu, D.; Gao, Y.; Wang, L.; Xi, X.; Wu, Y.; Zhou, M.; Zhang, Y.; Ma, C.; Chen, T.; Shaw, C. A combined
molecular cloning and mass spectrometric method to identify, characterize, and design frenatin peptides
from the skin secretion of Litoria infrafrenata. Molecules 2016, 21, 1429. [CrossRef]

37. Wu, D.; Gao, Y.; Tan, Y.; Liu, Y.; Wang, L.; Zhou, M.; Xi, X.; Ma, C.; Bininda-Emonds, O.R.; Chen, T. Discovery
of distinctin-like-peptide-ph (dlp-ph) from the skin secretion of phyllomedusa hypochondrialis, a prototype
of a novel family of antimicrobial peptide. Front. Microbiol. 2018, 9, 541. [CrossRef]

38. Gao, Y.; Wu, D.; Wang, L.; Lin, C.; Ma, C.; Xi, X.; Zhou, M.; Duan, J.; Bininda-Emonds, O.R.; Chen, T. Targeted
modification of a novel amphibian antimicrobial peptide from Phyllomedusa tarsius to enhance its activity
against MRSA and microbial biofilm. Front. Microbiol. 2017, 8, 628. [CrossRef]

39. Huang, L.; Chen, D.; Wang, L.; Lin, C.; Ma, C.; Xi, X.; Chen, T.; Shaw, C.; Zhou, M. Dermaseptin-ph:
A novel peptide with antimicrobial and anticancer activities from the skin secretion of the south american
orange-legged leaf frog, pithecopus (phyllomedusa) hypochondrialis. Molecules 2017, 22, 1805. [CrossRef]

40. Barceloux, D.G. Medical Toxicology of Natural Substances: Foods, Fungi, Medicinal Herbs, Plants, and Venomous
Animals; John Wiley & Sons: Hoboken, NJ, USA, 2008.

41. Ong, J.M.; da Cruz, L. The bionic eye: A review. Clin. Exp. Ophthalmol. 2012, 40, 6–17. [CrossRef]
42. Xiao, Y.; Liu, C.; Lai, R. Antimicrobial peptides from amphibians. Biomol. Concepts 2011, 2, 27–38. [CrossRef]

http://dx.doi.org/10.1002/j.1460-2075.1990.tb07874.x
http://www.ncbi.nlm.nih.gov/pubmed/2265607
http://dx.doi.org/10.1016/j.bbamem.2008.09.018
http://www.ncbi.nlm.nih.gov/pubmed/18983817
http://dx.doi.org/10.1007/BF01951242
http://www.ncbi.nlm.nih.gov/pubmed/891753
http://dx.doi.org/10.1016/j.biochi.2011.05.009
http://dx.doi.org/10.1016/j.bbrc.2005.09.072
http://dx.doi.org/10.1016/j.peptides.2009.04.021
http://dx.doi.org/10.1006/bbrc.2000.2136
http://dx.doi.org/10.1007/s00726-013-1470-8
http://dx.doi.org/10.1016/j.molimm.2010.09.018
http://dx.doi.org/10.1016/j.peptides.2005.04.003
http://www.ncbi.nlm.nih.gov/pubmed/15885852
http://dx.doi.org/10.1016/1056-8719(92)90004-K
http://dx.doi.org/10.3390/molecules22071215
http://www.ncbi.nlm.nih.gov/pubmed/28753966
http://dx.doi.org/10.3390/molecules21111429
http://dx.doi.org/10.3389/fmicb.2018.00541
http://dx.doi.org/10.3389/fmicb.2017.00628
http://dx.doi.org/10.3390/molecules22101805
http://dx.doi.org/10.1111/j.1442-9071.2011.02590.x
http://dx.doi.org/10.1515/bmc.2011.006


Biology 2020, 9, 148 14 of 14

43. Barra, D.; Simmaco, M. Amphibian skin: A promising resource for antimicrobial peptides. Trends Biotechnol.
1995, 13, 205–209. [CrossRef]

44. Simmaco, M.; Mignogna, G.; Barra, D. Antimicrobial peptides from amphibian skin: What do they tell us?
Pept. Sci. 1998, 47, 435–450. [CrossRef]

45. Nikaido, H. Multidrug resistance in bacteria. Annu. Rev. Biochem. 2009, 78, 119–146. [CrossRef] [PubMed]
46. Rice, L.B. Antimicrobial resistance in gram-positive bacteria. Am. J. Infect. Control 2006, 34, S11–S19.

[CrossRef] [PubMed]
47. Brand, G.D.; Leite, J.R.S.; de Sá Mandel, S.M.; Mesquita, D.A.; Silva, L.P.; Prates, M.V.; Barbosa, E.A.;

Vinecky, F.; Martins, G.R.; Galasso, J.H. Novel dermaseptins from Phyllomedusa hypochondrialis (Amphibia).
Biochem. Bioph. Res. Commun. 2006, 347, 739–746. [CrossRef]

48. Thompson, A.H.; Bjourson, A.J.; Orr, D.F.; Shaw, C.; McClean, S. A combined mass spectrometric and cDNA
sequencing approach to the isolation and characterization of novel antimicrobial peptides from the skin
secretions of Phyllomedusa hypochondrialis azurea. Peptides 2007, 28, 1331–1343. [CrossRef]

49. Kückelhaus, S.; Leite, J.R.S.; Neves, M.P.; Frota, K.S.; Abdala, L.F.; Muniz-Junqueira, M.I.; Bloch, C.;
Tosta, C.E. Toxicity evaluation to mice of phylloseptin-1, an antimicrobial peptide from the skin secretion of
Phyllomedusa hypochondrialis (Amphibia). Int. J. Pept. Res. Ther. 2007, 13, 423–429. [CrossRef]

50. Duda, T.F., Jr.; Vanhoye, D.; Nicolas, P. Roles of diversifying selection and coordinated evolution in the
evolution of amphibian antimicrobial peptides. Mol. Biol. Evol. 2002, 19, 858–864. [CrossRef]

51. Chan, S.-C.; Hui, L.; Chen, H.M. Enhancement of the cytolytic effect of anti-bacterial cecropin by the microvilli
of cancer cells. Anticancer Res. 1998, 18, 4467–4474.

52. Moravej, H.; Moravej, Z.; Yazdanparast, M.; Heiat, M.; Mirhosseini, A.; Moosazadeh Moghaddam, M.;
Mirnejad, R. Antimicrobial peptides: Features, action, and their resistance mechanisms in bacteria.
Microb. Drug Resist. 2018, 24, 747–767. [CrossRef]

53. Beveridge, T.J. Structures of gram-negative cell walls and their derived membrane vesicles. J. Bacteriol. 1999,
181, 4725–4733. [CrossRef]

54. Sani, M.-A.; Henriques, S.T.; Weber, D.; Separovic, F. Bacteria may cope differently from similar membrane
damage caused by the Australian tree frog antimicrobial peptide maculatin 1.1. J. Biol. Chem. 2015, 290,
19853–19862. [CrossRef] [PubMed]

55. Saravanan, R.; Joshi, M.; Mohanram, H.; Bhunia, A.; Mangoni, M.L.; Bhattacharjya, S. NMR structure of
temporin-1 ta in lipopolysaccharide micelles: Mechanistic insight into inactivation by outer membrane.
PLoS ONE 2013, 8, e72718. [CrossRef] [PubMed]

56. Kunda, N.K. Antimicrobial peptides as novel therapeutics for nonsmall cell lung cancer. Drug Discov. Today
2019, 25, 238–247. [CrossRef] [PubMed]

57. Hoskin, D.W.; Ramamoorthy, A. Studies on anticancer activities of antimicrobial peptides. Biochim. Biophys.
Acta (BBA) Biomembr. 2008, 1778, 357–375. [CrossRef]

58. Srivastava, R.M.; Srivastava, S.; Singh, M.; Bajpai, V.K.; Ghosh, J.K. Consequences of alteration in leucine
zipper sequence of melittin in its neutralization of lipopolysaccharide-induced proinflammatory response in
macrophage cells and interaction with lipopolysaccharide. J. Biol. Chem. 2012, 287, 1980–1995. [CrossRef]

59. Dos Santos, C.; Hamadat, S.; Le Saux, K.; Newton, C.; Mazouni, M.; Zargarian, L.; Miro-Padovani, M.;
Zadigue, P.; Delbé, J.; Hamma-Kourbali, Y. Studies of the antitumor mechanism of action of dermaseptin
B2, a multifunctional cationic antimicrobial peptide, reveal a partial implication of cell surface
glycosaminoglycans. PLoS ONE 2017, 12, e0182926. [CrossRef]

60. Makovitzki, A.; Fink, A.; Shai, Y. Suppression of human solid tumor growth in mice by intratumor and
systemic inoculation of histidine-rich and pH-dependent host defense–like lytic peptides. Cancer Res. 2009,
69, 3458–3463. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/S0167-7799(00)88947-7
http://dx.doi.org/10.1002/(SICI)1097-0282(1998)47:6&lt;435::AID-BIP3&gt;3.0.CO;2-8
http://dx.doi.org/10.1146/annurev.biochem.78.082907.145923
http://www.ncbi.nlm.nih.gov/pubmed/19231985
http://dx.doi.org/10.1016/j.ajic.2006.05.220
http://www.ncbi.nlm.nih.gov/pubmed/16813977
http://dx.doi.org/10.1016/j.bbrc.2006.06.168
http://dx.doi.org/10.1016/j.peptides.2007.05.001
http://dx.doi.org/10.1007/s10989-006-9060-1
http://dx.doi.org/10.1093/oxfordjournals.molbev.a004143
http://dx.doi.org/10.1089/mdr.2017.0392
http://dx.doi.org/10.1128/JB.181.16.4725-4733.1999
http://dx.doi.org/10.1074/jbc.M115.643262
http://www.ncbi.nlm.nih.gov/pubmed/26100634
http://dx.doi.org/10.1371/journal.pone.0072718
http://www.ncbi.nlm.nih.gov/pubmed/24039798
http://dx.doi.org/10.1016/j.drudis.2019.11.012
http://www.ncbi.nlm.nih.gov/pubmed/31786365
http://dx.doi.org/10.1016/j.bbamem.2007.11.008
http://dx.doi.org/10.1074/jbc.M111.302893
http://dx.doi.org/10.1371/journal.pone.0182926
http://dx.doi.org/10.1158/0008-5472.CAN-08-3021
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Specimen Biodata and Secretion Acquisition 
	Molecular Cloning of Kassinatuerin-3 Precursor-Encoding cDNA 
	Isolation of Kassinatuerin-3 from the Skin Secretion 
	Solid-Phase Peptide Synthesis 
	Circular Dichorism 
	Antimicrobial Assays 
	Hemolysis Assay 
	Anti-Biofilm Assay 
	Cell Cytotoxicity 

	Results 
	Molecular Cloning of Kassinatuerin-3 Peptide Precursor Transcript 
	Identification and Structural Analysis of Kassinatuerin-3 
	Prediction of Secondary Structure and Physiochemical Properties 
	Antimicrobial and Hemolysis Assays 
	Antibiofilm Assay 
	Hemolytic and Antiproliferative Activity 

	Discussion 
	Conclusions 
	References

