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MR KSR HeR% . TR EEE AR . AR /ERITTLncRNA AK093987ESCLCH AR A K15
BGRE X . F3% #3d qRT-PCREEMMILncRNA AK093987E 118 il P ¥4k 52 45 119 SCLCHi i 2L 41 K% 1 3¢ Wi 241
GUrA TRk, SHTHERE SR E AR ERHE RS MR . AR LncRNA AK093987E /i 2 41 i
S FRIAKOEH (7.81320.373) , SR (1.782+0.116 ) S IEMHZHZY (1.209+0.200 ) [Lir, X SHSE
P14 X (F=58.41, P<0.001 ) , LncRNA AK093987ESCLCLL4URA i ik B 55 41 4 W B4R . LncRNA
AKO09398[ 1A 5 [ IAFEIS . PERIER, 2R ICGTER X (PE>0.05) 5 SHA 1. RS it
WbHeRS . AT BB S AP RS ARG, 22 A et L (PH<0.05) o & 3RIKLncRNA AK09398 ¥ 1
A AF IR ) e TCik Ji A A I ) P Bk ek 5 W] A AL s CoxZZ IR IR /34T $27% , LncRNA AK09398() 4
ik ARSI IR 3 W2 SCLC AL I LR R 28 (P<0.0S ) o #4518 LncRNA AK09398Z: 547 SCLCH KA &
JE, T REME AT E R SCLC TS WA 14 FhR 4 .
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[ Abstract ] Background and objective Small cell lung cancer (SCLC) accounts for approximately 15% of lung can-
cer. The poor prognosis of SCLC patients is attributed to the early blood and lymph node metastasis. However, the mechanism
of SCLC is still unclear. Recent studies show that LncRNA plays an important role in the development, metastasis, and apop-
tosis of tumor. Thus, the present study aimed to investigate the expression and clinical significance of LncRNA AK09398 in
SCLC. Methods Quantitative reverse transcription polymerase chain reaction (QRT-PCR) was used to detect the expression
of LncRNA AK09398 in 118 cases of SCLC and non-cancerous tissues. qRT-PCR was also utilized to analyze the relationship
between the expression and clinical pathological characteristics and prognosis of SCLC. Results The expression of LncRNA
AK09398 in lung cancer tissues was (7.813+0.373). This value was significantly increased in paracarcinoma tissues (1.782+
0.116) and normal lung tissues (1.209+0.200). The difference was statistically significant (F=58.41, P<0.001). AK09398 ex-
pression was positively correlated with disease stage, lymph node and distant metastasis, chemosensitivity, and survival status
(P<0.0S). However, AK09398 expression was not associated with gender and age (P>0.05). Kaplan-Meier analysis demon-
strated that high expression level of AK09398 contributed to poor overall survival (P<0.001) and progression-free survival
(P<0.001). The multivariate survival analysis also indicated that AK09398 expression, disease stage, and distant metastasis
could be independent prognostic markers. Conclusion LncRNA AK09398 is involved in the development of SCLC and can
be used as a molecular marker to evaluate the prognosis of SCLC.
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This study was supported by the grant from Wujieping Medical Foundation (to Bin LIU)(N0.320.6753.1224).

ABFFEZ RB-EBEAESEE I H (No.320.6753.1224) BEl)
YEHFAAL: 610041 AR, IU)11A8 iR = e I SR o DX (IR, XUESE, ik, B4R ) 5 B 1123 (48 GEIRMES: 44k, E-mail: jingliS31@126.

HRERERERERE
www.lungca.org



Hp [ Bl e s di20164E 11 H BB 195 55 114

Chin J Lung Cancer, November 2016, Vol.19, No.11 * 755

it 98 Ay — o P R A v B g M, R BE
RIEAFENEIE 2, RRRZAE ETH N
J& (small cell lung cancer, SCLC ) TR E MR PR
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F18) 2 1R A SRR A L R ] 0 48 157, $27R LncRNA AK09398
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PLE) , esil i 4 R A LS H st E LI =49
f#i ( computed tomopraphy, CT ) 5|3 F ZFHNEKARA, 65
191 A it A5 1) i s 2E BB 19 % o Dt DAL B8R il A
EE, A BEWRBIRORE %, RETARITHULST

FESstl, wike3fsl, 4Fik30%/-83%, FHIAFERE (56
17.7) %, {KEEIRZAS ( performance status, PS ) PEZHE P
FRIC SR AABEIL R TIPAN, 58— R I 5E B AR TR hIgg T

fE4H ( Eastern Cooperative Oncology Group, ECOG ) 435
#E, PSO07p-151f8H 700, PS22574801, WMHE 796,
A OGAEINIE R s 240, BRI S0, )z 68t i
AR AR KA 712 HSCLC, $HZEP (fRIE
HTF A/ K8 ) 5 AT R R p oy, AE5E
SARGAC I Ut I BB A S R & 1.
Bl . ARSI B S Ry, BV O M i Bl
ViFnl 12H6V5, BEV5 N AL — Mg ol . im RAEIR S5
Bt . BV SO TRBUREE R H W, KRB
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1.2 Jiik

1.2.1 Real-time PCR/}MTLncRNA AK09398[1 5K R
FTrizol ( Invitrogen, Grand Island, NY ) JFiE3EE 4 bR
HUERNA, CRHREUY SRNA, 5305 5% S 2 BAMVIS 3%
FAf G U], 7620 pLIA R N2 ug i RNAZES FcDNAY
A . Real-time PCREFH2xSYBR Green PCR Master Mix,
G E cDNAYE N it 514977 E0.4 mol/L, 15 uLik Rk
988, BARRFEABC &3 PATHE, MRS H AR BEAA
A AN RS 1Y EF T PCRY Y, LAIGAPDHAE NN
Z M. PCRICNAEE RPCRICM AL FiEAT . =7 58
B A B B IE A RQ=2 1 I A 143 HT

L3 GEil i RHAISPSS 13.058 T4 EA T BUdE 70
LncRNA AK09398TESREZH A | o5 IE L P R IA 22 57
K 2307, LncRNA AK09398 714 2 SR 55 21 241
18 2 1k K 55 45 i AR SIS B0 1) 114 O 2R 4317 £ 1T Chi-
Square%j,@/ﬁ ; }Téfﬁl(aplan—Meier}“g‘ﬁ}*ﬁanRNA AK0939811
PR G AP ] S UG R FR I Cox HU 1 XU ASE Y 53
Mg e/ N HafilifE ( non-small cell lung cancer, NSCLC )
FEHEZR, PAP<0.05 22 5 HAA Geit2 5 o

2 R

2.1 LncRNA AK093987ESCLCA 4174 H1f32i% LncRNA
AK093987E fili i Ji 4 21 v 1) P H R 3h KPRy (7.813%
0.373) , Hmaa4H4l (1.782+0.116 ) K iF % itidl 4
(1.209+0.200 ) [b#, ZHA G L (F=58.41,
P<0.001) (1) .

2.2 SCLCZ41FRA 1 LncRNA AK09398[1 315 &% H 511
PRI ERAFAE R O R 118fISCLCR A th Bk sshil, Lotk
631 ; AFEHE30%-83%, HIAEEYS64 , <564 524, >
s666fil, | iz i6sHl, JRFRIESOfl; kLR & 70
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B, JChk D aE s 480 AR 68, JCImALFEFS
SOff. MULBIR TAETER, AIEWBI49%], FET i fl69
1, FHELncRNA AK09398 -3 32i5 7K F- (7.183) , ¥%
SCLCH: % /3 HLncRNA AK09398 7% % ik 41661 J% ik 751k
205245, 43 HTLncRNA AK093981 # ik 5 B FHAE M . Pk
A B TP | RS MR B T A AR G
Z, 45K PLncRNA AK09398[1) 361k 5 B H AR IR |
PERITEG, ZRIGT2EE L (PY¥>0.05) 5 SEM5
WL RS A RS | AT U E A A RS W S AR
X, ERAGOFEL (PH<0.0s) (K1) .

2.3 LncRNA AK09398[1) ik 5 SCLCHE A A=A/ Ar R
Kaplan-MeierJ: i1 LncRNA AK09398[# 331k 15 H & A= £E 0T
[ ZR, 255 % T 65 LncRNA AK09398 1 5 4 1 h
W W ida sy Ao ETING progression-free survival, PFS ) h9.06

% 1 SCLCEREHAMRAHLNCRNA AK09398HIR X S fRIBFFERI K R

DA, BAREREE (199210 H) 455, EZRA5015%E
X (x’=49.260, P<0.001 ) ; fikFELncRNA AK09398 %
B H A o A AT E] (overall survival, OS ) SH32.50 A,
BEFRAHE (227110 ) WK, ZRE5115E X
(x’=26.700,P=0.001 ) ([&2) .

2.4 T R 2 HE Cox[mIH 25 IR,
LncRNA AK0939811 3k . 8 Sl IR 43 W J& SCLCH 37
MTEIRER (£2) o

3 g
SCLCR:—M A Kl . RIEER | S ERZE

DA R a4 T R 28 R D R 4 ol i e A i Y
15%-20%'. F FSCLCIM 4N MUAF R i ) Jag, o JRepe

Tab 1 Relationship of LncRNA AK09398 expression with pathological characteristics of SCLC patients

Clinical characteristics LncRNA AK09398 expression X2 P
Low High

Cases (n=118) 52 66

Age (yr) 0.164 0.685
<56 24 28
=56 28 38

Gender 0.008 0.930
Female 24 31
Male 28 35

Disease stage 23.672 <0.001
Limited 35 15
Advanced 17 51

Lymph node metastasis 16.765 <0.001
Yes 20 50
No 32 16

Distant metastasis 27.464 <0.001
Yes 16 52
No 36 14

Smoking 0.014 0.905
Yes 27 35
No 25 31

Chemotherapy reaction 29.801 0.001
Sensitivity 38 15
Resistance 14 51

Survival status 25.451 <0.001
Survival 35 14
Death 17 52

SCLC: small cell lung cancer.
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Fig 2 The relationship of LncRNA AK09398 expression with progression-free survival (PFS) and overall survival (OS) in SCLC patients. A: The
relationship of LncRNA AK09398 expression with PFS in SCLC patients; B: The relationship of LncRNA AK09398 expression with OS in SCLC patients.

% 2 CoxBRR DT &2 MSCLCH 5 R F R
Tab 2 Independent prognosis factors of SCLC by Cox multivariate analysis

Characteristics B S, Wald RR (95%Cl) P

Gender 0.441 0.197 1.008 1.003 (0.635-1.927) 0.550
Age 0.405 0.347 0.494 1.050 (0.427-1.745) 0.970
Disease stage 3.74 2.660 4.040 3.997 (1.850-7.940) 0.001
LncRNA AK09398 4.670 3.830 3.943 5.320 (4.341-11.350) <0.001
Distant metastasis 3.240 1.165 2.270 2.530(1.430-7.160) 0.001
Lymph node metastasis 1.943 1.626 1.979 1.480 (1.173-2.980) 0.003
Chemosensitivity 1.720 0.650 0.470 1.390 (0.946-1.543) 0.070
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