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Abstract: Laboratory mouse models with genetically altered growth hormone (GH) signaling and
subsequent endocrine disruptions, have longer lifespans than control littermates. As such, these mice
are commonly examined to determine the role of the somatotropic axis as it relates to healthspan and
longevity in mammals. The two most prominent mouse mutants in this context are the genetically
dwarf Ames and Snell models which have been studied extensively for over two decades. However,
it has only been proposed recently that both white and brown adipose tissue depots may contribute
to their delayed aging. Here we review the current state of the field and supplement it with recent
data from our labs.

Keywords: white adipose tissue; brown adipose tissue; lipids; IGF-1; Prophet of Pituitary 1 (Prop-I);
Pituitary specific factor 1 (Pit-I)

1. Introduction—Aging and the Somatotropic Axis: A Focus on Ames and Snell Mice

It is well accepted in the biology of aging that insulin-like growth factor 1 (IGF-1) and insulin
signaling relate to longevity in an evolutionarily conserved manner [1,2]. Reduced IGF-1 and insulin
signaling significantly extends longevity in all model systems in which it has been tested including
yeast (Saccharomyces cerevisiae), worms (Caenorhabditis elegans), flies (Drosophila melanogaster), and mice
(Mus musculus) (reviewed in [3]). Downregulation of growth hormone (GH), acting upstream of IGF-I,
extends lifespan in mammalian models (review in [4]). While GH is secreted from the pituitary, IGF-1 as
well as its auxiliary hormones, proteins, and receptors are synthesized in the liver and together these
components form the pituitary-somatotropic axis [1,4–6].

To this end, many mutations that affect the somatotropic axis have been extensively explored in
mice to understand the functional relationships between GH, IGF-I, and lifespan (reviewed in [1,4,7]).
Among the described long-lived GH mutants, the Ames dwarf (AD) and Snell dwarf (SD) mice
have received the most attention because they were natural mutations that were discovered early on
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with delineation of the causative loss of function mutation and the direct effects on healthspan and
lifespan ([8]; summarized in [9,10]).

AD and SD mice are born normal sized but then show retarded growth from ~10 days of age
which is clearly recognizable even well before weaning. In addition to stunted growth, AD and SD mice
have a number of phenotypical similarities that are summarized in Table 1 and mentioned throughout
the text.

Table 1. Overview of phenotypic properties reported from Ames dwarf (AD) and Snell dwarf (SD)
mice. Decreases and increases are always compared to heterozygous controls. For those traits being
measured by several laboratories we cite averages calculated from previous reviews. Please note that
the size of the arrow indicates the magnitude of change.

AD
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In humans, there is no consistent evidence for longevity extension in individuals with mutations
related to GH signaling [4]. Rather, studies in humans with various hereditary dwarfing syndromes
(including the mutations causal for AD and SD phenotypes, see below) produced conflicting findings
with examples of reduced, unaltered, or possibly extended longevity, summarized in [4]. Notably
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in humans, mutations affecting the phenotype are also seen in compound heterozygous individuals,
not only in homozygous individuals as in AD [4].

2. AD and SD Mice as Models for Delayed Aging

2.1. AD Mice—Old and New Observations about Endocrine and Metabolic Disruptions, Outward Phenotypes,
and Aging

The gross phenotype of AD mice (see Table 1 for hallmark changes) is caused by a point mutation
in the recessive Prophet of Pituitary 1 (Prop 1) gene which results in a failure of differentiation of
endocrine cells in the pituitary (summarized in [20,25]). Thus, AD mice are observed to have an
irreversible endocrine disruption with the lack of somatroph, thyrotroph, and lactotroph cells in the
pituitary (reviewed in [4]) and are consequentially void of somatotropin, thyroid-stimulating hormone
(TSH), and prolactin (PRL) [26]. However, other pituitary hormones such as the gonadotropins,
follicle stimulating hormone (FSH) and luteinizing hormone (LH), are lower but still detectable [27].
Equally, another important pituitary hormone, the function of the adrenocorticotropic hormone
(ACTH) is conserved in AD mice and its blood serum levels are increased in response to stress
similarly to controls [12]. As for the seventh pituitary hormone, the anorexigenic peptide melanocyte
stimulating hormone (MSH), it was also found to be reduced compared to heterozygous controls [13].
Interestingly, if AD mice were given GH injections early in life, they had MSH function comparable to
heterozygous littermates [13]. In AD mice, this broad endocrine disruption results in reduced body size
to approximately 10 g when mature, lower body temperature of about 34.9 ◦C [28], a lower respiratory
quotient [14], lower IGF-1 and insulin levels [4] and suppressed serum glucose [9] when compared to
littermate controls.

These physiological changes all contribute to metabolic differences in AD compared to controls.
We reported previously that AD mice have significantly lower n-3 polyunsaturated fatty acids as
measured in several tissues, probably relating to oxidative damage, as discussed in 3.3 [19]. However,
the metabolic rate is not simply slowed down as would be predicted from low TSH. Rather, indirect
calorimetry measurements indicated increased oxygen consumption (VO2) per gram of bodyweight
(and even more so per unit of lean body mass) and a decreased respiratory quotient in both ad libitum
fed and fasted animals [1]. This increased metabolic rate in AD mice was unexpected and interpreted
as a consequence of increased energy expenditure for thermogenesis. AD mice have elevated heat
radiation due to an increased body surface to mass ratio in these diminutive animals [1]. Reductions in
production of reactive oxygen species (ROS) in skeletal muscle, suggesting increased mitochondrial
efficiency, have also been reported [17].

AD mice of both sexes live longer than heterozygous siblings [8] and their mean lifespan was
reported as 718 ± 45 d for AD males and 1076 ± 56 days for females, respectively [8]. According to the
“disposable soma theory of aging” [29], the extended lifespan in AD and SD is commonly attributed to
the reduced body size. More specifically, the deficiency of TSH renders AD mice hypothyroid which
again plays into the “disposable soma theory” [8,29]. In addition to the mild hypothyroidism, the lower
insulin signaling is proposed to lead to a youthful phenotype with an intact immune system until late
life ([8]; reviewed in [20]). The lack of prolactin causes infertility in females, while males reportedly can
breed normally [30] but are considered subfertile, with the degree of gonadal function being dependent
upon the genetic background [21,30]. Yet, hypothyroidism and hypogonadism prevent the mutants
from excessive energy expenditure for reproduction as common in female rodents. In addition, recent
reports suggest that other markers of aging are improved with lower cartilage necrosis and thus
lower osteoarthritis severity in AD mice [31] as well as lower levels of “inflammaging”, i.e., chronic,
low-grade sterile inflammation that occurs during aging [32]. In addition, gut microbiomes of AD
mice are altered compared to their heterozygous controls, with higher levels of Muribaculaceae and
lower levels of Rikenellacae suggesting an overall more juvenile microbiome composition [33].
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2.2. SD Mice—Similar but Still Not Alike?

SD mice, named after George Snell in 1929 [34], are long-lived when homozygous for a point
mutation in the pituitary- specific factor 1 (Pit 1) gene. During embryonic development, Prop 1 acts
as transcription factor that regulates the expression of Pit 1 (reviewed in [4]; thus, many phenotypes
are shared between animals with Prop 1 and Pit 1 mutations. The Pit 1 gene product is a transacting
POU domain protein, also called class 1 transcription factor 1 gene (Pou1f1), and is necessary for
the production of somatotrophs, thyrotrophs, and lactotrophs in the anterior pituitary (reviewed
in [4]. Therefore, SD mice were found to have lower GH, IGF-1, TSH, thyroid hormones (T3 and
T4), and PRL, as well as pituitary hypoplasia [4,26]. The mutation in the Pit1 gene further leads to
hypopituitarism [4]. Contrary to AD, SD mice were reported to have reduced metabolic rates (i.e., lower
VO2 than controls [15] as would be expected from the low TSH and thyroid hormone levels (Table 1).

Similar to AD, SD mice reach only one third of the adult size of their heterozygous siblings
(Figure 1) [26] and their lifespan is extended 40–50% [35]. Mean lifespans have been reported previously
at 618 ± 87 days in SD males and 844 ± 44 days in SD females, respectively. Initial studies reported
some immunological impairments indicating some T-cell dependent functional loss [36] and suggested
SD as a model for accelerated senescence [36,37]. The T-cell dysfunction was later disproven by
showing consistently that SD outlive control individuals [35], particularly when special attention
was paid to ideal husbandry (see below). Importantly, if male SD and male control littermates were
co-housed together in one cage, lifespan was observed to be lower. The above mentioned 40–50%
lifespan extension manifested only when males were maintained together with female (not male)
control “caretakers” [35].
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2.3. Lower Body Temperature in SD Mice

To our knowledge, no study has assessed core body temperature in SD mice so far. So,
we subcutaneously implanted passive integrated transponders (PIT) tags, as successfully used and
described recently in Lenzhofer et al. [11]. After the temperature-sensitive transponders were safely
implanted, we measured the subcutaneous temperatures daily at the same time for 14 days in both SD
and heterozygous control animals. Surprisingly, the temperature difference was almost 4 ◦C between
the two groups: Homozygous SD mice had mean subcutaneous temperatures of 32.43 ± 0.3 ◦C vs.
36.4 ± 0.3 ◦C in the control. SD mice thus had an even 2 ◦C lower subcutaneous temperature than AD
mice (see above), an overall lean phenotype, and lack of a thick body integument (Figure 1).

Thus, we suggest the most obvious explanation for the low skin temperature in SD mice is that
they were torpid when being measured daily (at the same time; 9–10 a.m. on a 12:12: L:D with lights
on at 6 a.m.). Entering a temporary state of torpor to compensate for low energy intake is well known
in mice [38] and ecologically is linked to predator avoidance [38,39]. Also, core body temperatures
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in torpid house mice were reported to be 31.32 ◦C ± 3.76 [39] or, even as low as 24.8 ◦C [39] SD mice
may therefore drastically lower their daily energy expenditure through being in a torpor-like state
throughout most of their inactive phase with the consequence of being less alert and reinforcing the
low foraging effort for food (see below). Our so far anecdotal observation that SD are more likely to go
into torpor than AD will require more research in the future.

2.4. Husbandry and Feeding Behavior of AD and SD Mice

Implementing ideal husbandry conditions for AD and SD mice has taken decades with the
common theory that they should be housed together with normal sized control littermates to ensure
maintenance of their normothermic body temperature [8,11,35]. Equally, separate housing of control
and AD mice is possible, but individual housing of AD and SD mice is not ideal. From a physiological
point of view, the co-housing of SD with normal sized controls enables them to benefit from “social
thermoregulation” which is also known as “huddling” and commonly performed across mammalian
species [40]. The social regulation of body temperature helps animals to warm each other during times
of danger, disease or distress and importantly also, during torpor and hibernation [41]. This very
common behavioral strategy to conserve heat in endothermic mammals may be particularly relevant
for genetically dwarf mice such as AD and SD and indeed we observed this behavior broadly in our AD
and SD colonies (Figure 2). From literature on hibernators such as marmots it is known that juveniles,
having the lowest body fat reserves, benefit most from huddling as it significantly decreases their
energy costs for endogenous thermoregulation [41]. Thus, we derive from our observations, that in
addition to the importance of co-housing AD or SD mice with female caretakers, it is also imperative to
provide them with adequate nest material to facilitate huddling together. In SD colonies, these nests
preferentially should be located in the vicinity of food pellets to restrict the necessity for foraging
efforts when resting and huddling in the nest (Figure 2).
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S.A. Ohrnberger.

After having successfully bred and raised AD mice for almost 10 years, our laboratory noticed
several differences when trying to extrapolate our experiences to SD mice. In contrast to AD mice that
thrive on a normal chow diet, we discovered that SD mice require a calorically enriched diet (such
as mouse breeding chow extra enriched diet V1185-000 from Ssniff, Soest, Germany, gross energy
17.2 MJ/kg) to successfully grow and develop. We observed that while they survive normally on the
conventional breeding chow, growth rates of young and breeding success of the females was lower.
Further, warmer ambient housing temperatures of 24 ± 2 ◦C are preferential, although even under
these improved conditions SD mice still were less active, had lower body mass, and were less alert
than AD mice in the same age class. Surprisingly, despite the high energy content of their breeding
diet, both SD phenotypes (dwarf and controls) were also leaner and lighter than AD mice and AD
controls from the same age cohort. However, due to the co-housing with the normal-sized “caretaker”
mice, it was impossible for us to receive accurate individual food intakes in this setup.
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In summary, husbandry of AD and SD mice has different demands compared to normal sized
laboratory mice and special attention has to be given to co-housing and nesting material to fulfill their
thermoregulatory needs. While AD mice have been successfully maintained in a conventional laboratory
environment [8,11,19], SD mice have to be kept in filter-hooded cages in a specific pathogen-free
environment and need chlorinated drinking water acidified to prevent the growth of Pseudomonas [35],
all of which is increasingly becoming today’s standard maintenance conditions of laboratory rodents.

3. Specifics of Adipose Tissue Depots in AD and SD Mice

3.1. Adipose Tissue—Communalities, Differences, and Function

Along with the above described alterations in their metabolism, genetically dwarf mice were
found to have functionally altered adipose tissues (reviewed in [6]). Generally, three types of adipose
tissue are found in mammals: white, brown, and beige. White adipose tissue (WAT) is considered
the body’s energy storage for times of energy scarcity while brown adipose tissue (BAT) is a unique,
major energy consuming, heat producing organ. This highly thermogenic BAT, found commonly in
small sized mammals and juveniles of larger-bodied mammals including humans, is very important
for physiology in general [42,43] and metabolic homeostasis in particular [44]. It not only maintains
endothermy but also is crucial for many physiological processes relating to decreased metabolic rate
i.e., hypometabolism, daily torpor, and the longest and deepest torpor lasting up to several months
(i.e., hibernation; reviewed in [45]). Lastly, beige or brite adipose is originally derived from WAT
precursors but has properties more similar to BAT [46,47].

For decades, both WAT and BAT were largely excluded from evolutionary and developmental
research in cell and tissue biology. Due to the common notion that adipose tissue was mainly assigned
a passive role for lipid storage, insulation and mechanical buffering it was considered a large source of
unwanted biological variance due to individual feeding status and other environmental factors driving
the extent and composition of WAT and BAT. More recently, WAT has been recognized as a major
endocrine organ, and as such, the interest in adipose tissues has increased dramatically. The various
functions of WAT have been examined to be seasonally regulated and even involved in complex
physiological processes such as immune responses in both wild and laboratory animals (reviewed
in [48]). Finally, adipocytes in the mammary fat pad can give rise to epithelial cells producing fat-rich
milk in the mammary gland. These adipocytes of white origin are commonly referred to as pink
adipocytes [49,50].

WAT is generally found in all vertebrates, but the localization and functional regulation is
species-specific, while the secretion of adipokines is a generally conserved function [48,51]. Extant fish
species store triacylglycerols (TGs) mostly in the liver and/or skeletal muscle [52], and in amphibians,
stored TGs molecules are found as fat bodies in the abdomen [48,53]. Reptiles store TGs in paired
abdominal fat bodies, in adipose tissue depots in the tail, and in the abdominal cavity with poorly
developed subcutaneous WAT (reviewed in [54]). Adipose depots in mammals have been best studied
in rodents with at least twelve different locations, most of which are thermo-active as shown by
glucose and fatty acid uptake upon cold exposure, and have human equivalents visualized in PET/CT
scans [55,56]. Figure 3 depicts the three most important fat pads for AD and SD described in more
detail in our present paper and thus only provide a selection of fat pads generally observed in
mice [55]. Notably, many of these fat pads have site-specific functions for thermoregulation, structural
distinctions [56], or paracrine interactions with other tissues.
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3.2. Expandability of Subcutaneous WAT in AD Mice: Is There a Beneficial Role for Overall
Energy Metabolism?

Interestingly, there seem to be peculiarities in WAT localization in homozygous long-lived AD
mice compared to normal sized, heterozygous controls. The potential differences in WAT depots
compared to other laboratory mice became most visible when AD were exposed to a high fat diet
containing 60% fat [57]. Diet-induced obesity in AD seemingly did not lead to expected metabolic
derangements which clearly developed in littermate controls, despite significant increases in the
amount of their subcutaneous and visceral depots [57]. Instead, “obese” AD mice remained insulin
sensitive and showed normal levels of adiponectin [57]. The adipokine adiponectin, acts as an
important anti-inflammatory factor and usually correlates positively with the retention of insulin
sensitivity [58].

In contrast to control mice which showed improvements in insulin signaling upon surgical removal
of visceral WAT for glucose turnover and insulin action, AD mice undergoing visceral fat removal
did not have improved glucose tolerance in skeletal muscle but did have decreased blood glucose
levels [59]. This finding suggests that not only does visceral WAT play a positive role in maintaining
whole-body insulin sensitivity in AD [59], but we can even speculate that adequate visceral WAT
depots are required for glucose management and insulin action in AD. Potentially, expandability of
visceral WAT may even be considered metabolically beneficial [60].

Similarly, by manipulating the fatty acid composition in the diet, we observed that AD mice readily
increased body mass by 23% (compared to 16.7% in the controls) [11]. While the origin of fat was either
saturated, n-3 or n-6 fatty acids, we observed no differences in body weight gain relating to fatty acid
origin [11]. Otherwise, AD showed no signs of adverse health effects after 6 weeks on isocaloric high
fat diets differing only in fatty acid composition [11]. Interestingly, we measured a significant increase
in subcutaneous body temperature in AD mice (0.45 ◦C) following the exposure of fatty acid-enriched
diets (saturated, n-3 and n-6 enriched) which was not present in controls [11]. More specifically,
we observed that the AD mice on the fatty acid-enriched diets had increased subcutaneous fat mass as
compared to controls (similar to what was observed in [11]). This surplus subcutaneous WAT clearly
improved body insulation as mice became more active in their behavior [11]. As discussed above,
genetically dwarf mice such as AD and SD are challenged in their thermoregulation due to their lower
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body temperature and their disadvantageous surface area to volume ratio. Hence, an increase in
volume of the subcutaneous WAT layer may be particularly advantageous for their overall energy
budget. Being able to save on thermoregulatory energy costs, genetically dwarf mice may be able to
allocate energy into other avenues such as a decreased time spent in torpor or increased foraging and
general activity.

We thus hypothesize here that GH-deficient, genetically dwarf mice, such as AD and SD,
have a metabolic advantage when kept on high-fat diets through the storing of triglycerides (TGs)
preferentially in subcutaneous depots as opposed to evoking depots around the visceral organs like
many common laboratory mouse models. This is important as visceral WAT is primarily associated
with metabolic complications such as insulin resistance, increased inflammation and even cancer,
which have detrimental effects on tissue health and metabolism [61,62]. To date, no adverse metabolic
effects are described from expansion of subcutaneous WAT. Rather subcutaneous WAT has been
assigned metabolic beneficial roles through its browning ability [63]. An alternative explanation
could be an overall increased capacity of genetically dwarf mice to expand fat depots when fed
high-fat diets, a mechanism that was suggested to provide health benefits in obese animal models
and individuals [64,65]. The hypothesis we put forward here on the potential beneficial effects of
subcutaneous WAT in dwarf mice was derived from observing AD mice exposed to diets enriched
with saturated, n-6 and n-3 polyunsaturated fatty acids [11] and future studies in SD mice, exposed
to respective fat-enriched diets differing in fatty acid composition, will have to address specifics of
subcutaneous WAT remodeling in this model.

3.3. Non-Shivering Thermogenesis in GH-Deficient AD and SD Mice

Undoubtedly, the capability of both AD and SD mice to conserve euthermia via non-shivering
thermogenesis (i.e., the capacity of an endothermic mammal to uncouple respiration from ATP
production in BAT mitochondria and thereby producing heat) is key to their survival. In particular,
the vulnerability for thermoregulation in AD and SD mice may arise from their larger body surface
to body mass ratio, suggesting that they are subjected to a higher thermal loss through their skin [1].
Indeed, increased weight of BAT was observed in AD mice although it showed reduced cell size
and size of lipid droplets. Not surprisingly, the key enzyme triggering uncoupled respiration and
consequent heat production in BAT mitochondria, uncoupled protein 1 (Ucp1), was found to be largely
upregulated in AD mice [66,67]. and that Ucp1 expression correlated negatively with GH signaling
in interscapular BAT (iBAT) [68]. Similarly, the gene expression of two transcriptional regulators
in the iBAT, PPARγ, and PPARγ coactivator 1α (PGC1α), were significantly increased in the AD
mice [66]. Altogether, contrary to their lower body temperature, AD mice show increased thermogenic
marker expression in iBAT and a direct mechanistical link with their endocrine disruptions has not yet
been investigated.

In light of the above facts from AD mice, we set out to inspect iBAT and Ucp1 expression in SD
mice which, to our knowledge, has not yet been addressed. As can be seen from Figure 4, iBAT was
visually recognizable and confirmed by the classical histological appearance of small multi-locular
adipocytes. Notably, Figure 4 represents a first, pilot comparison of WAT and BAT from homozygous
SD and controls while future research will have to quantify the thermogenic capacity of SD by
norepinephrine induction.
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Figure 4. HE staining of interscapular BAT (iBAT) (A,C) and visceral WAT (B,D) of a homozygous SD
and a heterozygous control respectively. Pictures by T.G. Valencak and K. Brugger.

When comparing Ucp1 protein levels between iBAT from SD mice and C57Bl/6J mice (Figure 5) to
assess functionality of iBAT in SD mice, we detected similar levels upon normalization to loading control
(Figure 5, right panel). Furthermore, we could not detect any significant differences in Ucp1 expression
between SD and heterozygous controls (Figure 5). Therefore, we can confirm the histological picture
(Figure 4) that SD mice possess iBAT but Ucp1 protein levels were not different from normal-sized
control mice (Figure 5). We are well aware that mere expression of Ucp1 is not a faithful determinant
of thermogenic activity of iBAT [69]. Equally, the impact of the genetic background (C57Bl/6) on
BAT histology requires testing before robust comparisons with AD from a heterogenous outbred
background can be done. Hence, further studies should be undertaken to clarify why (i) SD mice
survive better in warm ambient temperatures, (ii) SD mice use torpor to reduce and manage their
energy expenditure, and (iii) the Pit1 mutation does not equally affect non-shivering thermogenesis in
SD mice, as the Prop1 mutation does in AD mice.
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Figure 5. Capillary western blot (ProteinSimple, Bio-Techne) results BAT protein lysates from male (m)
or female (f) SD mice and heterozygous controls, showing Ucp1 protein (ab 10983, Abcam, Cambridge,
UK) and Gapdh as loading control. BAT samples from standard C57Bl/6J mice are shown for comparison.
Right panel shows quantification of electropherogram peaks (AUC) according to blot in the left panel.
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3.4. A Role for Polyunsaturated Fatty Acids in Adipose Tissue of AD and SD Mice?

Polyunsaturated fatty acids (PUFAs) are essential membrane constituents, precursors for
eicosanoids, functionally affect complex cellular processes such as immune responses and
reproduction [51], and act as signaling molecules, for instance as agonists for the pro-adipogenic
transcription factor peroxisomal proliferator-activated receptor gamma (PPARγ) [70]. All mammals
must obtain linoleic and alpha-linolenic acid from their diet to enzymatically synthesize longer chained
PUFAs. Dietary supply of PUFAs therefore plays a large role in the expansion of WAT depots as
well as their lipidomic profiles. Interestingly, membrane fatty acid composition is a tightly regulated
physiological trait in mammals where membranes of small mammals are rich in n-3 PUFAs and
larger bodied mammals have predominantly n-6 fatty acids [71,72]. It has been suggested within
the framework of the “membrane pacemaker hypothesis of aging” that higher levels of membrane
n-3 PUFAs, specifically the long-chain docosahexaenoic acid C 22:6 n-3, may give rise to oxidative
stress and thereby may explain the shorter life in mice in comparison to much larger mammals such as
ungulates [73,74]. Previously, we observed in AD mice that membrane-bound, n-3 PUFAs were indeed
lower than in the controls [71]. When exposed to a diet enriched with n-3 PUFAs, AD doubled the
heart phospholipid n-3 content without any visible adverse effects and leaving many open questions.
Conversely, a diet enriched with n-6 PUFAs increased heart phospholipid n-6 fatty acids by 2% [11].
While the effects of these changes in membrane composition on membrane fluidity, inflammatory
cytokines and other involved pathways still remain to be elucidated, the uncoupling function of
PUFAs on membrane bound proteins, specifically UCP-1, is well known [43,45] and largely influences
thermogenesis in mammals.

Dietary and membrane PUFAs also play an important role in regulating metabolism during torpor
and hibernation (reviewed in [45,75]. Specifically, high dietary PUFAs or PUFAs in WAT stores have a
positive effect on the propensity of animals to enter torpor, on the duration of torpor bouts on minimum
body temperatures tolerated, and on energy reserves [45]. Involved transmembrane proteins and
pathways by which PUFAs and monounsaturated fatty acids exert their influence on hibernation are
still under scrutiny [45]. Thus, we hypothesize that the role of PUFAs in energy metabolism of AD
as well as SD mice are particularly relevant due to their lower body temperature (Table 1, [11,28]).
We speculate that the altered n-3 to n-6 ratio as previously observed in AD (Table 1, [19]) may resemble
membrane compositions of hibernators at the onset of winter [42]. Also, the frequent use of torpor
throughout day and night in AD and SD should become an important subject of further investigation.
Closely connected to the relationship between body temperature and torpor are active food foraging
efforts and food intake, which seems to be higher in AD than in SD mice. Future studies in genetically
dwarf mouse models should therefore involve dietary supplementation with either n-6 or n-3 fatty
acids. Providing them with enriched diets may thus help to unravel the functional relationships
between PUFAs, membrane composition, body temperature, and lifespan.

4. Concluding Remarks and Future Directions

Here, we reviewed the existing literature on AD and SD mice by focusing on the understudied
role of subcutaneous WAT. Subcutaneous WAT effectively conserves body heat in these small animal
models in which maximal heat dissipation and loss through their body surface with co-existent lower
body temperature exists. We also elaborated on specific husbandry requirements in genetically dwarf
mice and initiated first evaluations of BAT function in SD mice. Overall, we suggest that future
experimental studies in SD mice should involve diets enriched in n-3 or n-6 PUFAs with a special
focus on remodeling of, and altered functions in, subcutaneous WAT and iBAT. Thus, it is conceivable
that the SD model strives to increase its food and energy intake on the enriched diets to establish an
insulating subcutaneous WAT layer, enabling them to reduce the total time spent in energy-saving
torpor and rather stay euthermic, active, and foraging. We consider the relationships between the
somatotropic axis, adipose tissue function, and body temperature as eminently important to better
understand the “vigor of survival” in the long-lived AD and SD mice [35].



Metabolites 2020, 10, 176 11 of 14

Author Contributions: T.G.V., J.M.H. and A.P. conceptualized and led research and wrote the manuscript. T.S.,
R.N. and I.R. collected data, produced figures and contributed to writing the manuscript. All authors have read
and agreed to the published version of the manuscript.

Funding: TGV was funded by the Austrian Science Foundation (FWF) when collecting the data presented here
(V197-B17 and P22323-B17). AP received funding from the Austrian Science Foundation (FWF, projects I3165 and
P29328-B26). JMH is funded by the United States National Institute on Aging within the National Institutes of
Health (K99AG059920).

Acknowledgments: We would like to thank Sarah A. Ohrnberger for her support and collaboration during the
SD project and with handling, implantations and tissue collections. We also thank Rene Brunthaler and Katharina
Brugger for their assistance with histology and picture taking. We are grateful to Elisabeth Moyschewitz in the
Prokesch research group for her assistance with laboratory work and finally, we would like to thank Soleman
Sasgary for sharing his expertise on developing the genotyping protocol. Special thanks to the three anonymous
reviewers whose thoughtful comments greatly improved the manuscript.

Conflicts of Interest: The authors declare no conflicts of interest.

Ethics: All experiments on the measurement of subcutaneous body temperature in SD were approved
by the Ethics committee of the University of Veterinary Medicine and the Austrian Ministry of Sciences
(GZ 68.206/0140-V/3b/2018) and thus all necessary actions were undertaken according to the Animal
Experimentation Act (Tierversuchsgesetz 2012-TVG 2012) in Austria, where the study was conducted.

References

1. Bartke, A.; Westbrook, R. Metabolic characteristics of long-lived mice. Front. Genet. 2012, 3, 1–6. [CrossRef]
[PubMed]

2. Masternak, M.M.; Darcy, J.; Victoria, B.; Bartke, A. Dwarf Mice and Aging. Prog. Mol. Biol. Transl. 2018, 155,
69–83.

3. Barbieri, M.; Bonafè, M.; Franceschi, C.; Paolisso, G. Insulin/IGF-I-signaling pathway: An evolutionarily
conserved mechanism of longevity from yeast to humans. Am. J. Phys. Endocrinol. Metab. 2003, 285,
E1046–E1071. [CrossRef] [PubMed]

4. Bartke, A.; Quainoo, N. Impact of Growth Hormone-Related Mutations on Mammalian Aging. Front. Genet.
2018, 9, 586. [CrossRef]

5. Masternak, M.M.; Bartke, A.; Wang, F.; Spong, A.; Gesing, A.; Fang, Y.; Salmon, A.B.; Hughes, L.F.; Liberati, T.;
Boparai, R.; et al. Metabolic effects of intra-abdominal fat in GHRKO mice. Aging Cell 2012, 11, 73–81.
[CrossRef]

6. Darcy, J.; Bartke, A. Functionally enhanced brown adipose tissue in Ames dwarf mice. Adipocyte 2017, 6,
62–67. [CrossRef]

7. Bartke, A.; Darcy, J. GH and ageing: Pitfalls and new insights. Best Pract. Res. Clin. Endocrinol. Metab. 2017,
31, 113–125. [CrossRef]

8. Brown-Borg, H.M.; Borg, K.E.; Meliska, C.J.; Bartke, A. Dwarf mice and the ageing process. Nature 1996, 384,
33. [CrossRef]

9. Bartke, A. Growth hormone, insulin and aging: The benefits of endocrine defects. Exp. Gerontol. 2011, 46,
108–111. [CrossRef]

10. Masternak, M.M.; Bartke, A. Growth hormone, inflammation and aging. Pathobiol. Aging Age-Relat. Dis.
2012, 2, 17293. [CrossRef]

11. Lenzhofer, N.; Ohrnberger, S.A.; Valencak, T.G. n-3 polyunsaturated fatty acids as modulators of
thermogenesis in Ames dwarf mice. GeroScience 2020. [CrossRef]

12. Nasonkin, I.O.; Ward, R.D.; Bavers, D.L.; Beuschlein, F.; Mortensen, A.H.; Keegan, C.E.; Hammer, G.D.;
Camper, S.A. Aged PROP1 deficient dwarf mice maintain ACTH production. PLoS ONE 2011, 6, e28355.
[CrossRef] [PubMed]

13. Sadagurski, M.; Landeryou, T.; Cady, G.; Kopchick, J.J.; List, E.O.; Berryman, D.E.; Bartke, A.; Miller, R.A.
Growth hormone modulates hypothalamic inflammation in long-lived pituitary dwarf mice. Aging Cell 2015,
14, 1045–1054. [CrossRef] [PubMed]

14. Westbrook, R.; Bonkowski, M.S.; Strader, A.D.; Bartke, A. Alterations in oxygen consumption, respiratory
quotient, and heat production in long-lived GHRKO and Ames dwarf mice, and short-lived bGH transgenic
mice. J. Gerontol. A Biol. Sci. Med. Sci. 2009, 64, 443–451. [CrossRef] [PubMed]

http://dx.doi.org/10.3389/fgene.2012.00288
http://www.ncbi.nlm.nih.gov/pubmed/23248643
http://dx.doi.org/10.1152/ajpendo.00296.2003
http://www.ncbi.nlm.nih.gov/pubmed/14534077
http://dx.doi.org/10.3389/fgene.2018.00586
http://dx.doi.org/10.1111/j.1474-9726.2011.00763.x
http://dx.doi.org/10.1080/21623945.2016.1274470
http://dx.doi.org/10.1016/j.beem.2017.02.005
http://dx.doi.org/10.1038/384033a0
http://dx.doi.org/10.1016/j.exger.2010.08.020
http://dx.doi.org/10.3402/pba.v2i0.17293
http://dx.doi.org/10.1007/s11357-019-00148-1
http://dx.doi.org/10.1371/journal.pone.0028355
http://www.ncbi.nlm.nih.gov/pubmed/22145038
http://dx.doi.org/10.1111/acel.12382
http://www.ncbi.nlm.nih.gov/pubmed/26268661
http://dx.doi.org/10.1093/gerona/gln075
http://www.ncbi.nlm.nih.gov/pubmed/19286975


Metabolites 2020, 10, 176 12 of 14

15. Benedict, F.G.; Lee, R.C. La production de chaleur de la souris. etude de plusieurs races de souris. Ann. Physiol.
Physicochim. Biol. 1936, 12, 983–1064.

16. Ozkurede, U.; Miller, R.A. Improved mitochondrial stress response in long-lived Snell dwarf mice. Aging Cell
2019, 18, e13030. [CrossRef]

17. Brown-Borg, H.M. Longevity in mice: Is stress resistance a common factor? AGE 2006, 28, 145–162. [CrossRef]
18. Hsieh, C.-C.; Papaconstantinou, J. Dermal fibroblasts from long-lived Ames dwarf mice maintain their in vivo

resistance to mitochondrial generated reactive oxygen species (ROS). Aging 2009, 1, 784–802. [CrossRef]
19. Valencak, T.G.; Ruf, T. Phospholipid composition and longevity: Lessons from Ames dwarf mice. AGE 2013,

35, 2303–2313. [CrossRef]
20. Azzu, V.; Valencak, T.G. Energy Metabolism and Ageing in the Mouse: A Mini-Review. Gerontology 2017, 63,

327–336. [CrossRef]
21. Brown Borg, H.M. Hormonal control of aging in rodents: The somatotropic axis. Mol. Cell. Endocrinol. 2009,

299, 64–71. [CrossRef] [PubMed]
22. Bartke, A. Effects of growth hormone on male reproductive functions. J. Androl. 2000, 21, 181–188. [PubMed]
23. Vergara, M.; Smith-Wheelock, M.; Harper, J.M.; Sigler, R.; Miller, R.A. Hormone-treated Snell dwarf mice

regain fertility but remain long lived and disease resistant. J. Gerontol. A Biol. Sci. Med. Sci. 2004, 59,
1244–1250. [CrossRef] [PubMed]

24. Darcy, J.; McFadden, S.; Fang, Y.; Huber, J.A.; Zhang, C.; Sun, L.Y.; Bartke, A. Brown adipose tissue function
is enhanced in long-lived, male Ames dwarf mice. Endocrinology 2016, 157, 4744–4753. [CrossRef] [PubMed]

25. Darcy, J.; Bartke, A. From White to Brown—Adipose tissue is critical to the extended lifespan and healthspan
of growth hormone mutant mice. Adv. Exp. Med. Biol. 2019, 1178, 207–225. [PubMed]

26. Li, S.; Crenshaw, E.B., III; Rawson, E.J.; Simmons, D.M.; Swanson, L.W.; Rosenfeld, M.G. Dwarf locus mutants
lacking three pituitary cell types result from mutations in the POU-domain gene pit-1. Nature 1990, 347,
528–533. [CrossRef]

27. Tang, K.; Bartke, A.; Gardiner, C.S.; Wagner, T.E.; Yun, J.S. Gonadotropin secretion, synthesis, and gene
expression in two types of bovine growth hormone transgenic mice. Biol. Reprod. 1993, 49, 346–353.
[CrossRef]

28. Hunter, W.S.; Cronson, W.B.; Bartke, A.; Gentry, M.V.; Meliska, C.J. Low body temperature in long-lived
Ames dwarf mice at rest and during stress. Physiol. Behav. 1999, 67, 433–437. [CrossRef]

29. Kirkwood, T.B.L. Evolution of ageing. Nature 1977, 270, 301–304. [CrossRef]
30. Barkley, M.S.; Bartke, A.; Gross, D.S.; Sinha, Y.N. Prolactin status of hereditary dwarf mice. Endocrinology

1982, 110, 2088–2096. [CrossRef]
31. Ewart, D.; Harper, L.; Gravely, A.; Miller, R.A.; Carlson, C.S.; Loeser, R.F. Naturally occurring osteoarthritis

in male mice with an extended lifespan. Connect. Tissue Res. 2020, 61, 95–103. [CrossRef]
32. Royce, G.H.; Brown-Borg, H.M.; Deepa, S.S. The potential role of necroptosis in inflammaging and aging.

GeroScience 2019, 41, 795–811. [CrossRef] [PubMed]
33. Wiesenborn, D.S.; Gálvez, E.J.C.; Spinel, L.; Victoria, B.; Allen, B.; Schneider, A.; Gesing, A.; Al-regaiey, K.A.;

Strowig, T.; Schäfer, K.-H.; et al. The role of Ames dwarfism and calorie restriction on gut microbiota.
J. Geront. A Biol. 2019. [CrossRef] [PubMed]

34. Snell, G.D. Dwarf, a New Mendelian Recessive Character of the House Mouse. Proc. Natl. Acad. Sci. USA
1929, 15, 733–734. [CrossRef] [PubMed]

35. Flurkey, K.; Papaconstantinou, J.; Miller, R.A.; Harrison, D.E. Lifespan extension and delayed immune and
collagen aging in mutant mice with defects in growth hormone production. Proc. Natl. Acad. Sci. USA 2001,
98, 6736–6741. [CrossRef] [PubMed]

36. Fabris, N.; Pierpaoli, W.; Sorkin, E. Lymphocytes, hormones and ageing. Nature 1972, 240, 557–559. [CrossRef]
[PubMed]

37. Piantanelli, L.; Fabris, N. Hypopituitary dwarf and athymic nude mice and the study of the relationships
among thymus, hormones, and aging. Birth Defects Orig. Article Ser. 1978, 14, 315–333.

38. Vuarin, P.; Henry, P.Y. Field evidence for a proximate role of food shortage in the regulation of hibernation
and daily torpor: A review. J. Comp. Physiol. B 2014, 184, 683–697. [CrossRef]

39. Turbill, C.; Stojanovski, L. Torpor reduces predation risk by compensating for the energetic cost of antipredator
foraging behaviours. Proc. R. Soc. B Biol. Sci. 2018, 285, 20182370. [CrossRef]

http://dx.doi.org/10.1111/acel.13030
http://dx.doi.org/10.1007/s11357-006-9003-y
http://dx.doi.org/10.18632/aging.100077
http://dx.doi.org/10.1007/s11357-013-9533-z
http://dx.doi.org/10.1159/000454924
http://dx.doi.org/10.1016/j.mce.2008.07.001
http://www.ncbi.nlm.nih.gov/pubmed/18674587
http://www.ncbi.nlm.nih.gov/pubmed/10714810
http://dx.doi.org/10.1093/gerona/59.12.1244
http://www.ncbi.nlm.nih.gov/pubmed/15699523
http://dx.doi.org/10.1210/en.2016-1593
http://www.ncbi.nlm.nih.gov/pubmed/27740871
http://www.ncbi.nlm.nih.gov/pubmed/31493229
http://dx.doi.org/10.1038/347528a0
http://dx.doi.org/10.1095/biolreprod49.2.346
http://dx.doi.org/10.1016/S0031-9384(99)00098-0
http://dx.doi.org/10.1038/270301a0
http://dx.doi.org/10.1210/endo-110-6-2088
http://dx.doi.org/10.1080/03008207.2019.1635590
http://dx.doi.org/10.1007/s11357-019-00131-w
http://www.ncbi.nlm.nih.gov/pubmed/31721033
http://dx.doi.org/10.1093/gerona/glz236
http://www.ncbi.nlm.nih.gov/pubmed/31665244
http://dx.doi.org/10.1073/pnas.15.9.733
http://www.ncbi.nlm.nih.gov/pubmed/16577229
http://dx.doi.org/10.1073/pnas.111158898
http://www.ncbi.nlm.nih.gov/pubmed/11371619
http://dx.doi.org/10.1038/240557a0
http://www.ncbi.nlm.nih.gov/pubmed/4568402
http://dx.doi.org/10.1007/s00360-014-0833-0
http://dx.doi.org/10.1098/rspb.2018.2370


Metabolites 2020, 10, 176 13 of 14

40. Ijzerman, H.; Coan, J.A.; Wagemans, F.; Missler, M.; van Beest, I.; Lindenberg, S.; Tops, M. A theory of social
thermoregulation in human primates. Front. Psychol. 2015, 6, 464. [CrossRef]

41. Arnold, W. Social thermoregulation during hibernation in alpine marmots (Marmota marmota). J. Comp.
Physiol. B 1988, 158, 151–156. [CrossRef]

42. Kajimura, S.; Spiegelman, B.M.; Seale, P. Brown and beige fat: Physiological roles beyond heat generation.
Cell Metab. 2015, 22, 546–559. [CrossRef] [PubMed]

43. Cannon, B.; Nedergaard, J. Brown Adipose Tissue: Function and Physiological Significance. Physiol. Rev.
2004, 84, 277–359. [CrossRef] [PubMed]

44. Chechi, K.; Carpentier, A.C.; Richard, D. Understanding the brown adipocyte as a contributor to energy
homeostasis. Trends Endocrin. Met. 2013, 24, 408–420. [CrossRef] [PubMed]

45. Ruf, T.; Arnold, W. Effects of polyunsaturated fatty acids on hibernation and torpor: A review and hypothesis.
Am. J. Physiol. Regul. Integr. Comp. Phys. 2008, 294, 1044–1052. [CrossRef]

46. Cohen, P.; Spiegelman, B.M. Brown and beige fat: Molecular parts of a thermogenic machine. Diabetes 2015,
64, 2346–2351. [CrossRef]

47. Wu, J.; Boström, P.; Sparks, L.M.; Ye, L.; Choi, J.H.; Giang, A.H.; Khandekar, M.; Virtanen, K.A.; Nuutila, P.;
Schaart, G.; et al. Beige adipocytes are a distinct type of thermogenic fat cell in mouse and human. Cell 2012,
150, 366–376. [CrossRef]

48. Pond, C.M. The Evolution of Mammalian Adipose Tissues. In Adipose Tissue Biology, 2nd ed.; Symonds, M.E.,
Ed.; Springer: Berlin/Heidelberg, Germany, 2017.

49. Cinti, S. Pink Adipocytes. Trends Endocrin. Met. 2018, 29, 651–666. [CrossRef]
50. Prokesch, A.; Smorlesi, A.; Perugini, J.; Manieri, M.; Ciarmela, P.; Mondini, E.; Trajanoski, Z.; Kristiansen, K.;

Giordano, A.; Bogner-Strauss, J.G.; et al. Molecular aspects of adipoepithelial transdifferentiation in mouse
mammary gland. Stem Cells 2014, 32, 2756–2766. [CrossRef]

51. Pond, C.M.; Mattacks, C.A. In vivo evidence for the involvement of the adipose tissue surrounding lymph
nodes in immune responses. Immunol. Lett. 1998, 63, 159–167. [CrossRef]

52. Rønnestad, I.; Nilsen, T.O.; Murashita, K.; Angotzi, A.R.; Gamst Moen, A.G.; Stefansson, S.O.; Kling, P.;
Thrandur Björnsson, B.; Kurokawa, T. Leptin and leptin receptor genes in Atlantic salmon: Cloning,
phylogeny, tissue distribution and expression correlated to long-term feeding status. Gen. Comp. Endocr.
2010, 168, 55–70. [CrossRef]

53. Wygoda, M.L. Cutanous and subcutanous adipose tissue in anuran amphibians. Copeia 1987, 1987, 1031–1035.
[CrossRef]

54. Price, E.R. The physiology of lipid storage and use in reptiles. Biol. Rev. 2017, 92, 1406–1426. [CrossRef]
[PubMed]

55. Cinti, S. The adipose organ at a glance. DMM 2012, 5, 588–594. [CrossRef] [PubMed]
56. Zhang, F.; Hao, G.; Shao, M.; Nham, K.; An, Y.; Wang, Q.; Zhu, Y.; Kusminski, C.M.; Hassan, G.; Gupta, R.K.;

et al. An Adipose Tissue Atlas: An Image-Guided Identification of Human-like BAT and Beige Depots in
Rodents. Cell Metab. 2018, 27, 252–262. [CrossRef]

57. Hill, C.M.; Fang, Y.; Miquet, J.G.; Sun, L.Y.; Masternak, M.M.; Bartke, A. Long-lived hypopituitary Ames dwarf
mice are resistant to the detrimental effects of high-fat diet on metabolic function and energy expenditure.
Aging Cell 2016, 15, 509–521. [CrossRef]

58. Wang, Z.V.; Scherer, P.E. Adiponectin, the past two decades. J. Mol. Cell Biol. 2016, 8, 93–100. [CrossRef]
59. Menon, V.; Zhi, X.; Hossain, T.; Bartke, A.; Spong, A.; Gesing, A.; Masternak, M.M. The contribution of

visceral fat to improved insulin signaling in Ames dwarf mice. Aging Cell 2014, 13, 497–506. [CrossRef]
60. Virtue, S.; Vidal-Puig, A. Adipose tissue expandability, lipotoxicity and the Metabolic Syndrome–an allostatic

perspective. BBA 2010, 1801, 338–349. [CrossRef]
61. Karastergiou, K.; Fried, S.K. Multiple adipose depots increase cardiovascular risk via local and systemic

effects. Curr. Atheroscler. Rep. 2013, 15, 361. [CrossRef]
62. Ghaben, A.L.; Scherer, P.E. Adipogenesis and metabolic health. Nat. Rev. Mol. Cell Biol. 2019, 20, 242–258.

[CrossRef] [PubMed]
63. Rosen, E.D.; Spiegelman, B.M. What we talk about when we talk about fat. Cell 2014, 156, 20–44. [CrossRef]

[PubMed]
64. Slawik, M.; Vidal-Puig, A.J. Adipose tissue expandability and the metabolic syndrome. Genes Nutr. 2007, 2,

41–45. [CrossRef] [PubMed]

http://dx.doi.org/10.3389/fpsyg.2015.00464
http://dx.doi.org/10.1007/BF01075828
http://dx.doi.org/10.1016/j.cmet.2015.09.007
http://www.ncbi.nlm.nih.gov/pubmed/26445512
http://dx.doi.org/10.1152/physrev.00015.2003
http://www.ncbi.nlm.nih.gov/pubmed/14715917
http://dx.doi.org/10.1016/j.tem.2013.04.002
http://www.ncbi.nlm.nih.gov/pubmed/23711353
http://dx.doi.org/10.1152/ajpregu.00688.2007
http://dx.doi.org/10.2337/db15-0318
http://dx.doi.org/10.1016/j.cell.2012.05.016
http://dx.doi.org/10.1016/j.tem.2018.05.007
http://dx.doi.org/10.1002/stem.1756
http://dx.doi.org/10.1016/S0165-2478(98)00074-1
http://dx.doi.org/10.1016/j.ygcen.2010.04.010
http://dx.doi.org/10.2307/1445569
http://dx.doi.org/10.1111/brv.12288
http://www.ncbi.nlm.nih.gov/pubmed/27348513
http://dx.doi.org/10.1242/dmm.009662
http://www.ncbi.nlm.nih.gov/pubmed/22915020
http://dx.doi.org/10.1016/j.cmet.2017.12.004
http://dx.doi.org/10.1111/acel.12467
http://dx.doi.org/10.1093/jmcb/mjw011
http://dx.doi.org/10.1111/acel.12201
http://dx.doi.org/10.1016/j.bbalip.2009.12.006
http://dx.doi.org/10.1007/s11883-013-0361-5
http://dx.doi.org/10.1038/s41580-018-0093-z
http://www.ncbi.nlm.nih.gov/pubmed/30610207
http://dx.doi.org/10.1016/j.cell.2013.12.012
http://www.ncbi.nlm.nih.gov/pubmed/24439368
http://dx.doi.org/10.1007/s12263-007-0014-9
http://www.ncbi.nlm.nih.gov/pubmed/18850138


Metabolites 2020, 10, 176 14 of 14

65. Gray, S.L.; Vidal-Puig, A.J. Adipose tissue expandability in the maintenance of metabolic homeostasis.
Nutr. Rev. 2007, 65, S7–S12. [CrossRef] [PubMed]

66. Darcy, J.; Fang, Y.; Hill, C.M.; McFadden, S.; Sun, L.Y.; Bartke, A. Metabolic alterations from early life
thyroxine replacement therapy in male Ames dwarf mice are transient. Exp. Biol. Med. 2016, 241, 1764–1771.
[CrossRef] [PubMed]

67. Darcy, J.; Tseng, Y.H. ComBATing aging—Does increased brown adipose tissue activity confer longevity?
GeroScience 2019, 41, 285–296. [CrossRef]

68. Li, Y.; Knapp, J.R.; Kopchick, J.J. Enlargement of interscapular brown adipose tissue in growth hormone
antagonist transgenic and in growth hormone receptor gene-disrupted dwarf mice. Exp. Biol. Med. 2003,
228, 207–215. [CrossRef]

69. Nedergaard, J.; Cannon, B. UCP1 mRNA does not produce heat. BBA 2013, 1831, 943–949. [CrossRef]
70. Zechner, R.; Zimmermann, R.; Eichmann, T.O.; Kohlwein, S.D.; Haemmerle, G.; Lass, A.; Madeo, F. FAT

SIGNALS—Lipases and lipolysis in lipid metabolism and signaling. Cell Metab. 2012, 15, 279–291. [CrossRef]
71. Valencak, T.G.; Ruf, T. N-3 polyunsaturated fatty acids impair lifespan but have no role for metabolism.

Aging Cell 2007, 6, 15–25. [CrossRef]
72. Valencak, T.G.; Ruf, T. Feeding into old age: Long-term effects of dietary fatty acid supplementation on tissue

composition and life span in mice. J. Comp. Physiol. B 2011, 181, 289–298. [CrossRef]
73. Hulbert, A.J. The links between membrane composition, metabolic rate and lifespan. J. Comp. Biochem.

Physiol. A 2008, 150, 196–203. [CrossRef] [PubMed]
74. Hulbert, A.J. Explaining longevity of different animals: Is membrane fatty acid composition the missing

link? AGE 2008, 30, 89–97. [CrossRef] [PubMed]
75. Munro, D.; Thomas, D.W. The role of polyunsaturated fatty acids in the expression of torpor by mammals:

A review. Zoology 2004, 107, 29–48. [CrossRef] [PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1301/nr.2007.jun.S7-S12
http://www.ncbi.nlm.nih.gov/pubmed/17605308
http://dx.doi.org/10.1177/1535370216650292
http://www.ncbi.nlm.nih.gov/pubmed/27190246
http://dx.doi.org/10.1007/s11357-019-00076-0
http://dx.doi.org/10.1177/153537020322800212
http://dx.doi.org/10.1016/j.bbalip.2013.01.009
http://dx.doi.org/10.1016/j.cmet.2011.12.018
http://dx.doi.org/10.1111/j.1474-9726.2006.00257.x
http://dx.doi.org/10.1007/s00360-010-0520-8
http://dx.doi.org/10.1016/j.cbpa.2006.05.014
http://www.ncbi.nlm.nih.gov/pubmed/16904921
http://dx.doi.org/10.1007/s11357-008-9055-2
http://www.ncbi.nlm.nih.gov/pubmed/19424859
http://dx.doi.org/10.1016/j.zool.2003.12.001
http://www.ncbi.nlm.nih.gov/pubmed/16351926
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction—Aging and the Somatotropic Axis: A Focus on Ames and Snell Mice 
	AD and SD Mice as Models for Delayed Aging 
	AD Mice—Old and New Observations about Endocrine and Metabolic Disruptions, Outward Phenotypes, and Aging 
	SD Mice—Similar but Still Not Alike? 
	Lower Body Temperature in SD Mice 
	Husbandry and Feeding Behavior of AD and SD Mice 

	Specifics of Adipose Tissue Depots in AD and SD Mice 
	Adipose Tissue—Communalities, Differences, and Function 
	Expandability of Subcutaneous WAT in AD Mice: Is There a Beneficial Role for Overall Energy Metabolism? 
	Non-Shivering Thermogenesis in GH-Deficient AD and SD Mice 
	A Role for Polyunsaturated Fatty Acids in Adipose Tissue of AD and SD Mice? 

	Concluding Remarks and Future Directions 
	References

