
Supplementary File 1. Pairwise GO analysis of up- and down-regulated genes. 

Each plot name indicates which transcriptomes are compared (Number of WAP = Weeks 

After Planting; F = Flowering bulbs, NF = non-flowering bulbs; the < and > signs show 

which of the two samples has the higher expression). In each plot, the top 25 enriched 

GO terms are shown. Differential gene expression was performed using the Wald test (p 

< 0.05). Annotations are based on the closest Arabidopsis gene (Blastp, e-value < 10-5). 
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