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[Abstract] Objective To explore the clinical implications and prognostic value of TP53 gene
mutation and deletion in patients with myelodysplastic syndromes (MDS). Methods ~ 112-gene targeted
sequencing and interphase fluorescence in situ hybridization (FISH) were used to detect TP53 mutation
and deletion in 584 patients with newly diagnosed primary MDS who were admitted from October 2009 to
December 2017. The association of TP53 mutation and deletion with several clinical features and their
prognostic significance were analyzed. Results ~ Alterations in TP53 were found in 42(7.2% ) cases. Of
these, 31(5.3% ) cases showed TP53 mutation only, 8(1.4% ) cases in TP53 deletion only, 3(0.5% ) cases
harboring both mutation and deletion. A total of 37 mutations were detected in 34 patients, most of them
(94.6% ) were located in the DNA binding domain (exon5-8), the remaining 2 were located in exon 10



:216- B MR A2 2019453 HE5 40455 3] Chin J Hematol, March 2019, Vol. 40, No. 3

and splice site respectively. Patients with TP53 alterations harbored significantly more mutations than
whom without alterations (z=-2.418, P =0.016). The median age of patients with TP53 alterations was
higher than their counterparts [ 60(21-78) years old vs 52(14-83) years old, z=-2.188, P =0.029 |. TP53
alterations correlated with complex karyotype and International prognostic scoring system intermediate-2/
high significantly (P <0.001). Median overall survival of patients with TP53 alterations was shorter than
the others [13(95% Cl 7.57-18.43) months vs not reached, y*=12.342, P < 0.001], while the significance
was lost during complex karyotype adjusted analysis in multivariable model. Conclusion TP53 mutation
was more common than deletion in MDS patients. The majority of mutations were located in the DNA
binding domain. TP53 alterations were strongly associated with complex karyotype and always coexisted
with other gene mutations. TP53 alteration was no longer an independent prognostic factor when complex

karyotype were occurred in MDS.
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