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Abstract: The goal of this study was to systematically review the published data on dengue virus
(DENV) seroprevalence in Sudan and to estimate disease burden through meta-analysis. We searched,
reviewed, and extracted online available reports on DENV in Sudan. Among 168 identified records,
19 were selected. Dengue infections were documented in 11/18 states. The overall seroprevalence of
DENV in Sudan was estimated to be 27%, while the prevalence of dengue IgM was 22% and IgG
was 38%. The prevalence of dengue estimated from community and hospital-based cross-sectional
studies were 26% and 30% respectively. Additionally, one cohort study and a single PCR-based study
reported a prevalence of 1% and 4%, respectively. Regional analysis revealed that the variation in
seroprevalence in East, North, West, and Central Sudan was 23%, 24%, 36% and 43%, respectively.
Interestingly, we found that DENV is circulating countrywide with a significant spatiotemporal
variation in the disease seroprevalence. Furthermore, publications on dengue prevalence are
temporally and geographically fragmented, perhaps due to limited resources. However, this gap in
data and knowledge highlights the urgent need for a country-wide surveillance system and continued
study of dengue burden in Sudan to accurately estimate the disease prevalence and determine the
associated risk factors.

Keywords: dengue fever; dengue virus; systematic reviews; meta-analysis; emergence; re-emergence;
arboviruses; Sudan

1. Introduction

Dengue fever (DF) is an arthropod-borne viral disease (arbovirus) caused by dengue virus
(DENV) which circulates in tropical and sub-tropical areas where the environment is suitable for vector
breeding [1]. Humans are the main carrier of the virus and the amplifying host with non-human
primates plays a considerable role in sylvatic cycle [1,2]. Dengue virus is mainly transmitted by a day
biting mosquito, Aedes aegypti, which is a container breeder that thrives in urban environments [3,4].
The virus has four closely related serotypes (DENV 1–4) [5]. DENV infection ranges from severe
disease, which can present with hemorrhage and shock, to sub-clinical asymptomatic infection, and
it is commonly under-recognized in children [6,7]. Dengue is endemic in more than 128 countries
worldwide, with half of the world population at risk of the disease [5]. Global dengue incidence has
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increased dramatically and accounted for 390 million new infections per year of which 96 million have
developed apparent disease [5].

Several factors are associated with the recent resurgence of DENV, including increases in
urbanization, international travel, trade, and lack of effective vector control [5,7]. Infection with
DENV has been described in the Sudan as early as 1906 in the eastern part of the country [8], with
frequent epidemics confined to that region [8–10]. DENV outbreaks were later associated with the
flooding in Khartoum and the Northern state in 1988 and 1989, respectively [11,12]. DENV has recently
emerged in the southern and western regions of Sudan, causing large epidemics in refugee camps
over the last 6 years [13–15]. These recent epidemics of DENV have followed drastic changes in
physical, social, and environmental factors as a result of the war and humanitarian crisis in these
regions [13,14,16]. As a result, DENV has become a serious public health issue in different areas of
Sudan in recent years [13,14].

Investigations into DENV incidence in Sudan have produced variable results, presumably due to
geographic, temporal, and methodological differences [17]. Even DENV-endemic areas are witnessing
changes in the virus serotypes locally circulating, such as the recent finding on the circulation of
DENV2 in Kassala state in 2018 [18]. The aim of this study is to conduct a systematic review and
meta-analysis to better estimate the true burden of DENV in Sudan.

2. Materials and Methods

2.1. Searching Strategy

The literature review and records extraction were done by searching several databases including
PubMed, Medline, EMBASE, Web of Sciences, Scopus, ScienceDirect, and Google Scholar using the
following combination of search terms: (“Sudan”) and (“dengue” or “dengue fever” or “dengue
prevalence” or “dengue incidence” or “dengue virus” or “severe dengue” or “DENG” or “DENV”
or “½

	
J

	
�Ë@ (Arabic word for dengue)”) and the last search was October 2019. Literature was extracted

independently by two authors.

2.2. Inclusion Criteria

Studies were retrieved regardless of region, year in which the survey was implemented, or study
design. We only included reports from Sudan. We included cohort studies, case series, or case controls
that provided data on dengue exposure. Enzyme linked immunosorbent assays (ELISAs) for IgG
and/or IgM were the main laboratory tests to diagnose DENV infection, and a few IgG-based studies
included additional PCR testing for infection confirmation and serotype identification. Articles were
excluded that did not report study design and/or dengue testing results.

2.3. Data Extraction and Validity Assessment

The New Castle-Ottawa Scale (NOS) guideline was followed for assessing the non-randomization
and the risk of bias for the extracted studies in the meta-analysis [19]. From each eligible study
we extracted the following information: author, location, year of the survey, methodology, study
design, sample size, type of diagnostic testing, results of dengue testing, and demography of the
research participants.

2.4. Statistical Analysis

STATA-13 (Stata Corp., College Station, TX, USA) was used for the data analysis. Random
effects modeling was used to analyze the extracted data. The primary outcome measure was DENV
seroprevalence. The standard error of the prevalence estimation was calculated using binomial
probability distribution. Overall and subgroup pooled effect size was estimated using a random
effects model by calculating the pooled proportion and confidence interval [20]. The heterogeneity
of different studies was assessed by calculating the value of the chi-square (Q) at 10% significant
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level. Heterogeneity across the results of included studies was assessed by I2, while tau-square (Tue2)
was used to assess the between-study heterogeneity [21]. We used the Preferred Reporting Items for
Systematic Review and Meta-Analysis (PRISMA) guidelines of reporting [22].

Since the studies were conducted by different researchers in different settings, the similarity
between studies is very unlikely. This is why we performed our analysis following the random
effect model, in which we assumed that true effect size varies from one study to another, which is
different from a fixed-effect model as the random effect model estimates the mean of a distribution
of effects. In our analysis model, to avoid analytical bias both variances, within-studies variance
and between-studies variance, were counted for in the analysis. This model depends on the weight
assigned to each study. So, the goal here is to estimate the mean effect in a range of studies, and the
overall estimate not to be affected by large or small studies.

3. Results

Of the 178 retrieved studies, 10 duplicates were excluded, and from the 168 identified remaining
records, 141 were excluded because they were reporting non-dengue infections but citing dengue
reports. The twenty-seven studies were screened, and additional 8 records were excluded due to lack
of data on research participants and infection rates (Figure 1).
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Figure 1. Study inclusion flow chart.

Thus, nineteen studies fully satisfied the inclusion criteria and were included in the analysis.
The selected studies covered multiple regions of Sudan: thirteen were reported from the Eastern region
of the country, three were from the West, two were from Central Sudan, and a single study was from
North Sudan (Table 1).
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Table 1. List of studies that met the criteria to be included in the analysis.

No Year of
Survey Region State Study Type Diagnostic

Test
Sample

Size
No of
Cases

Reported
Prevalence

Detected
Serotype

Mean
Age Sex Reference

1 1984 East Red Sea Cross-sectional hospital-based ELISA-IgM 100 21 21% DENV1 and
2 - M + F [23]

2 1988 Central Khartoum Cross-sectional hospital-based ELISA-IgG 196 97 33% DENV2 20 M + F [11]

3 1989 North Northern Cross-sectional hospital-based ELISA-IgG 185 44 24% DENV2 34 M + F [12]

4 2000 Central Khartoum Cross-sectional community-based ELISA-IgM 1157 485 42% - - M + F [24]

5 2005 East Red Sea Cross-sectional hospital-based ELISA-IgM 312 36 12% DENV3 5–15 M + F [10]

6 2009 East Red Sea Retrospective Cohort ELISA-IgM 10,820 78 1% - - Pregnant
women [25]

7 2009 East Red Sea Cross-sectional community-based ELISA-IgM 791 41 5.2% - 30 M + F [26]

8 2010 East Kassala Cross-sectional hospital-based ELISA-IgM 113 81 72% - 25.5 M + F [27]

9 2010 East Red Sea Cross-sectional hospital-based ELISA-IgM 200 73 37% DENV2–4 25 M + F [9]

10 2011 East Kassala Cross-sectional community-based ELISA-IgM 491 46 9% - 40 M + F [28]

11 2012 East Kassala Cross-sectional hospital-based ELISA-IgM 275 17 6% - 17.8 M + F [29]

12 2012 East Red Sea Cross-sectional hospital-based ELISA-IgM 130 9 7% - - F [30]

13 2012 East Red Sea Cross-sectional hospital-based ELISA-IgM 39 5 13% - 26 Pregnant
women [31]

14 2012 West South Kordofan Cross-sectional community-based ELISA-IgG 615 170 28% - 37.5 M + F [32]

15 2013 East and
West

Red Sea, Kassala,
North Kordofan Cross-sectional hospital-based ELISA-IgM 483 302 63% DENV1–4 40.7 M + F [33]

16 2015 West North Darfur Cross-sectional hospital-based ELISA-IgG 50 35 70% DENV1 and
3 37.8 M + F [14]

17 2016 West Central, North, South,
and West Darfur Cross-sectional hospital-based ELISA-IgM 204 32 16% DENV1 and

3 - M + F [13]

18 2017 East Gadaref Cross-sectional community-based ELISA-IgG 701 334 48% - - M + F [34]

19 2017 East Kassala Cross-sectional hospital-based RT-PCR 106 4 4% DENV2 - - [18]
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Thirteen studies were cross-sectional hospital-based, five were cross-sectional community-based,
and a single study was a hospital-based retrospective cohort study. Most of these studies were
implemented either during or following recognized disease epidemics. Dengue infections were
documented in 11 out of 18 Sudanese states (Figure 2), indicating that 65.1% of the country’s total
population is at risk of dengue infection.
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The meta-analysis showed that the overall seroprevalence of DENV in Sudan is 27% (95% C.I.
19–35%). The analysis highlighted the variation in DENV seroprevalence, which ranged between 1%
and 72%. This variation in DENV estimates (99.46%) and p = 0.00 could be attributed to differences in
factors related to disease transmission/infection rate including the spatiotemporal variation in addition
to the study design and the diagnostic tool used to investigate DENV infection (Figure 3).
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Figure 3. The estimated burden of dengue based on the analysis of all included studies.

To more accurately estimate the DENV seroprevalence in Sudan, the included studies were
sub-grouped and analyzed according to the type of study (Figure 4). The studies were classified into
two groups: hospital-based cross-sectional studies (n = 13) and community-based cross-sectional
studies (n = 5). This analysis was performed to compare the seroprevalence among patients presented
in healthcare facilities and the public community. In the hospital-based group, the estimated DENV
seroprevalence was 30% (95% C.I. 18–42%) and the I2 was 98.66%. The estimated seroprevalence of
DENV infections from the community-based studies was 26% (95% C.I. 9–43%) and the I2 was 99.53%.
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Figure 4. The estimated burden of dengue based on sub-group analysis according to study design.

Further analysis was done by sub-grouping and analyzing the studies according to the laboratory
test that was used to diagnose previous exposure to DENV (IgG) and recent acute infection (IgM)
(Figure 5). The estimated seroprevalence of DENV as measured by IgM ELISA was 22% (95% C.I.
13–31%) and the I2 was 99.44%. The estimated seroprevalence of DENV as measured by IgG ELISA
was 38% (95% C.I. 26–51%) and the I2 was 97.11%, consistent with the more durable nature of the IgG
antibody response.
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Figure 5. The estimated burden of dengue based on sub-group analysis according to diagnostic test.

Additionally, the regional prevalence of the disease was estimated by sub-group analysis according
to the geographical location of the studies site: North, East, South, Central, or Western Sudan (Figure 6).
The estimated seroprevalence of DENV infections was 23% (95% C.I. 14–31%) in East Sudan, 43%
(95% C.I. 40–45%) in Central Sudan, 24% (95% C.I. 18–30%) in North Sudan, and 36% (95% C.I. 18–55%)
in Western Sudan.

Additional statistical tests were performed to investigate the heterogeneity and significance of the
overall DENV seroprevalence, the seroprevalence per study types, locations, and the diagnostic tools
used for the detection of DENV. The analysis showed that 99.46% of the seroprevalence estimates is
attributed to heterogeneity in the analysis with high significance (p = 0.00), which limits the effect of
any confounding factors over the results (Tables S1–S7).
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4. Discussion

This is the first systematic review and meta-analysis investigation on DENV seroprevalence in
Sudan. The results of the meta-analysis revealed that the overall seroprevalence of DENV in Sudan
was 27%, and that DENV circulates in many regions across the country. Nevertheless, this study
highlighted that the lack of a sustainable national surveillance system in Sudan for DENV and other
arboviral infections has left the population at substantial risk. Surveys in some cases were separated by
as much as 21 years. A more thorough and consistent approach to arbovirus surveillance is urgently
needed to identify epidemics and direct precious public health resources accordingly [14,17]. A proper
communication channel needs to be integrated in this surveillance system to ensure the timely sharing
of disease prevalence and epidemics [35].

Sub-group analysis was performed to establish more accurate estimates of the disease prevalence
and exclude the potential bias introduced by combining different studies together. This includes
analyzing the studies sub-grouped by study type, location, and the test performed to detect DENV
infection. Temporal variation was investigated by sub-grouping studies by the diagnostic test
performed, IgG to assess the previous exposure to the virus, and IgM to assess the recent acute
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infection [33]. The prevalence of the DENV-IgG 38% (95% C.I. 26–51%) was significantly higher than
DENV-IgM 22% (95% C.I. 13–31%) indicating that the DENV transmission was likely both endemic as
well as epidemic [33]. The estimated seroprevalence of DENV was similar between community-based
and hospital-based studies with 26% (95% C.I. 9–43%) and 30% (95% C.I. 18–42%), respectively,
which suggests that DENV is endemic in throughout the country. The spatial variation of the DENV
seroprevalence was investigated by sub-grouping studies by the regions of the country where the
studies were implemented. The analysis showed that DENV seroprevalence was highest in Central
(43%) and Western (36%) Sudan, followed by similar seroprevalence in Northern (24%) and Eastern
(23%) regions of the country. Similar regional variation and heterogeneity of DENV prevalence are
reported in the neighbor countries including Kenya, where the prevalence rates range between 34.17%
in the coastal areas and 1.9% in Western regions [36–38], as well as in Saudi Arabia where it ranges
between from 0.1% to 31% [39]. Dengue epidemics also occurred in Egypt in 1927 and affected the
whole country [40]. Furthermore, a large increase (243%) of DENV infections was reported in Eritrea
between 2005 and 2014 [41].

Our findings showed almost similar increase in infection rates from 0.7% to 72% within one year
2009/2010 [25,27], which highlights that the prevalence of DENV is remarkably increasing over time
with recent studies reporting prevalence higher than 70% [14]. Alternatively, this significant change in
prevalence estimates could be attributed to improvement in testing and reporting, as well as the time
of samples collection whether before, during, and after epidemics. The latter explanation is more likely
to be the case because of the lack of timely sharing of health emergency information in the country [35].
Additionally, most of the Sudanese population is internally displaced persons and this high population
dynamic due to natural and man-made disasters including armed-conflicts, famine, flooding, and other
health emergencies could explain discrepancies between the IgM and IgG seroprevalence estimates
because of the local population turnover [13,14,17].

Moreover, the geographical distribution of DENV in Sudan is continuously expanding; by 2012
DENV emerged in West Sudan and between 2012 to 2017 DENV infections were reported from seven
states for the first time [13,14,33,34]. Alarmingly, DENV seems to be prevalent in all Sudan borders
with neighboring countries (Figure 2), including Eritrea, Ethiopia, South Sudan, Central African
Republic, Chad, Libya, Egypt, and Saudi Arabia across the Red Sea, which imposes additional global
health risk of cross-border transmission, particularly with the open borders and free mobility between
these countries.

The need for an arboviral disease surveillance program in Sudan is crucial and urgent to investigate
the actual prevalence and burden of arboviruses including DENV, vector distribution, the serotypes
and genotype of relevant viruses. It will also help accurately depict the risk and dynamics of DENV
and to inform policies on disease prevention and control. Additionally, it will direct the vector control
efforts and identify the risk factors associated with disease transmission in the varied regions of Sudan.
Such studies will generate information crucial for the development of effective public health policy for
the prevention and control of dengue infections, and can provide invaluable insight into arbovirus
research [17].

This review could have been much richer in data and information and could have offered more
in-depth insights about DENV transmission in Sudan. However, these limitations are due to the lack of
local and international support for arboviral diseases research and control activities in Sudan, as well
as the lack of sharing live data and information about health emergencies by the health authorities [35].
Therefore, here we urge international donors, research and diseases control funding agencies, and
international health partners and research institutes to support and collaborate with institutions in
endemic countries to investigate, prevent, and control endemic diseases through funding, capacity
building, and partnership.
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5. Conclusions

In conclusion, this study highlights the high burden, up to 43%, and rapid expansion of dengue
virus distribution in Sudan, and the growing need for a systemic investigation of dengue burden in
Sudan. Dengue infection has been reported in different areas of Sudan and should be considered
in the differential diagnosis for any fever case in Sudan. Surveillance and prevention measures are
needed to curb the impact of this rapidly growing public health threat. Particularly, this year, with
the current interruption of vector control activities and disease surveillance due to the COVID-19
pandemic, unless alternative measures are taken then devastating epidemics of DENV are inevitable
country-wide. However, considering that the main vector of DENV, Aedes aegypti, breeds mainly in
man-made water containers, and these days most of the population is staying home due to the national
lockdown, everyone could contribute in controlling the vector in their homes by limiting breeding sites.
Here we call for such a national initiative which would decrease the risk of several mosquito-borne
diseases in Sudan, including DENV.

Supplementary Materials: The following are available online at http://www.mdpi.com/2414-6366/5/3/120/s1.
Table S1: Heterogeneity test for the general analysis of all included dengue reports. Table S2: Heterogeneity tests
for the sub-group analysis by study type. Table S3: Significance tests of estimates for the sub-group analysis
by study type. Table S4: Heterogeneity tests for the sub-group analysis according to diagnostic test. Table S5:
Significance tests of estimates for the sub-group analysis according to diagnostic test. Table S6: Heterogeneity tests
for the sub-group analysis according to Study location. Table S7: Significance tests of estimates for the sub-group
analysis according to study location.

Author Contributions: Conceptualization and methodology, A.H.E. and A.A.; formal analysis, A.H.E.;
investigation, data extraction and curation, A.H.E. and A.A.; writing—original draft preparation, A.H.E.;
writing—review and editing, A.H.E., A.D.L., J.A.P., K.S.P., and A.A.; visualization, A.H.E., and A.A. All authors
have read and agreed to the published version of the manuscript.

Funding: This research was supported by the WHO (Joint EMRO/TDR small grant, ID No. SGS 18-87) and NIH
grant R24AI120942.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Weaver, S.C.; Reisen, W.K. Present and future arboviral threats. Antiviral Res. 2010, 85, 328–345. [CrossRef]
[PubMed]

2. Endy, T.P.; Anderson, K.B.; Nisalak, A.; Yoon, I.-K.; Green, S.; Rothman, A.L.; Thomas, S.J.; Jarman, R.G.;
Libraty, D.H.; Gibbons, R.V. Determinants of Inapparent and Symptomatic Dengue Infection in a Prospective
Study of Primary School Children in Kamphaeng Phet, Thailand. PLoS Negl. Trop. Dis. 2011, 5, e975.
[CrossRef] [PubMed]

3. Gubler, D.J. Dengue, Urbanization and Globalization: The Unholy Trinity of the 21st Century. Trop. Med.
Health 2011, 39, S3–S11. [CrossRef] [PubMed]

4. Ngugi, H.N.; Mutuku, F.M.; Ndenga, B.A.; Musunzaji, P.S.; Mbakaya, J.O.; Aswani, P.; Irungu, L.W.;
Mukoko, D.; Vulule, J.; Kitron, U.; et al. Characterization and productivity profiles of Aedes aegypti (L.)
breeding habitats across rural and urban landscapes in western and coastal Kenya. Parasites Vectors 2017, 10,
331. [CrossRef] [PubMed]

5. Bhatt, S.; Gething, P.W.; Brady, O.J.; Messina, J.P.; Farlow, A.W.; Moyes, C.L.; Drake, J.M.; Brownstein, J.S.;
Hoen, A.G.; Sankoh, O.; et al. The global distribution and burden of dengue. Nature 2013, 496, 504–507.
[CrossRef] [PubMed]

6. Vu, D.M.; Mutai, N.; Heath, C.J.; Vulule, J.M.; Mutuku, F.M.; Ndenga, B.A.; LaBeaud, A.D. Unrecognized
Dengue Virus Infections in Children, Western Kenya, 2014–2015. Emerg. Infect. Dis. 2017, 23, 1915–1917.
[CrossRef] [PubMed]

7. Simmons, C.P.; Farrar, J.J.; van Vinh Chau, N.; Wills, B. Dengue. N. Engl. J. Med. 2012, 366, 1423–1432.
[CrossRef]

8. Saigh, S. Dengue in Port Sudan, Red Sea Province. J. Trop. Med. Hyg. 1906, 9, 348.

http://www.mdpi.com/2414-6366/5/3/120/s1
http://dx.doi.org/10.1016/j.antiviral.2009.10.008
http://www.ncbi.nlm.nih.gov/pubmed/19857523
http://dx.doi.org/10.1371/journal.pntd.0000975
http://www.ncbi.nlm.nih.gov/pubmed/21390158
http://dx.doi.org/10.2149/tmh.2011-S05
http://www.ncbi.nlm.nih.gov/pubmed/22500131
http://dx.doi.org/10.1186/s13071-017-2271-9
http://www.ncbi.nlm.nih.gov/pubmed/28701194
http://dx.doi.org/10.1038/nature12060
http://www.ncbi.nlm.nih.gov/pubmed/23563266
http://dx.doi.org/10.3201/eid2311.170807
http://www.ncbi.nlm.nih.gov/pubmed/29048283
http://dx.doi.org/10.1056/NEJMra1110265


Trop. Med. Infect. Dis. 2020, 5, 120 12 of 13

9. Gindeel, N.J.H. Sero Investigation of Dengue Fever Epidemic in Port Sudan and Molecular Typing of
the Virus. Master’s thesis, University of Khartoum, Khartoum, Sudan, 2015. Available online: http:
//khartoumspace.uofk.edu/handle/123456789/17010 (accessed on 24 February 2019).

10. Malik, A.; Earhart, K.; Mohareb, E.; Saad, M.; Saeed, M.; Ageep, A.; Soliman, A. Dengue hemorrhagic fever
outbreak in children in Port Sudan. J. Infect. Public Health 2011, 4, 1–6. [CrossRef]

11. McCarthy, M.C.; Haberberger, R.L.; Salib, A.W.; Soliman, B.A.; El-Tigani, A.; Khalid, I.O.; Watts, D.M.
Evaluation of arthropod-borne viruses and other infectious disease pathogens as the causes of febrile illnesses
in the Khartoum Province of Sudan. J. Med. Virol. 1996, 48, 141–146. [CrossRef]

12. Watts, D.M.; el-Tigani, A.; Botros, B.A.; Salib, A.W.; Olson, J.G.; McCarthy, M.; Ksiazek, T.G. Arthropod-borne
viral infections associated with a fever outbreak in the northern province of Sudan. J. Trop. Med. Hyg. 1994,
97, 228–230. [PubMed]

13. Ahmed, A.; Elduma, A.; Magboul, B.; Higazi, T.; Ali, Y. The First Outbreak of Dengue Fever in Greater
Darfur, Western Sudan. Trop. Med. Infect. Dis. 2019, 4, 43. [CrossRef] [PubMed]

14. Ahmed, A.; Ali, Y.; Elmagboul, B.; Mohamed, O.; Elduma, A.; Bashab, H.; Mahamoud, A.; Khogali, H.;
Elaagip, A.; Higazi, T. Dengue Fever in the Darfur Area, Western Sudan—Volume 25, Number 11—November
2019—Emerging Infectious Diseases Journal—CDC. Available online: https://wwwnc.cdc.gov/eid/article/25/

11/18-1766_article (accessed on 29 September 2019).
15. Soghaier, M.A.; Mahmood, S.F.; Pasha, O.; Azam, S.I.; Karsani, M.M.; Elmangory, M.M.; Elmagboul, B.A.;

Okoued, S.I.; Shareef, S.M.; Khogali, H.S.; et al. Factors associated with dengue fever IgG sero-prevalence in
South Kordofan State, Sudan, in 2012: Reporting prevalence ratios. J. Infect. Public Health 2014, 7, 54–61.
[CrossRef] [PubMed]

16. Gayer, M.; Legros, D.; Formenty, P.; Connolly, M.A. Conflict and Emerging Infectious Diseases. Emerg. Infect.
Dis. 2007, 13, 1625–1631. [CrossRef]

17. Ahmed, A.; Dietrich, I.; LaBeaud, A.D.; Lindsay, S.W.; Musa, A.; Weaver, S.C. Risks and Challenges of
Arboviral Diseases in Sudan: The Urgent Need for Actions. Viruses 2020, 12, 81. [CrossRef]

18. Hamid, Z.; Hamid, T.; Alsedig, K.; Abdallah, T.; Elaagip, A.; Ahmed, A.; Khalid, F.; Abdel Hamid, M.
Molecular Investigation of Dengue virus serotype 2 Circulation in Kassala State, Sudan. Jpn. J. Infect. Dis.
2019, 72, 58–61. [CrossRef]

19. Wells, G. The Newcastle-Ottawa Scale (NOS) for Assessing the Quality of Non Randomised Studies in
Meta-Analyses. 2012. Available online: http://www.ohri.ca/programs/clinical_epidemiology/oxford.asp
(accessed on 20 May 2019).

20. DerSimonian, R.; Laird, N. Meta-analysis in clinical trials. Control. Clin. Trials 1986, 7, 177–188. [CrossRef]
21. Higgins, J.P.; Thompson, S.G.; Deeks, J.J.; Altman, D.G. Measuring inconsistency in meta-analyses. BMJ 2003,

327, 557–560. [CrossRef]
22. Moher, D.; Liberati, A.; Tetzlaff, J.; Altman, D.G.; Group, P. Preferred reporting items for systematic reviews

and meta-analyses: The PRISMA statement. PLoS Med. 2009, 6, e1000097. [CrossRef]
23. Hyams, K.C.; Oldfield, E.C.; Scott, R.M.; Bourgeois, A.L.; Gardiner, H.; Pazzaglia, G.; Moussa, M.; Saleh, A.S.;

Dawi, O.E.; Daniell, F.D. Evaluation of Febrile Patients in Port Sudan, Sudan: Isolation of Dengue Virus.
Am. J. Trop. Med. Hyg. 1986, 35, 860–865. [CrossRef]

24. Siddig, H.S. Sero—Epidemiology of Arboviruses South Khartoum State 2000. Medicinae Doctor’s Thesis,
University of Khartoum, Khartoum, Sudan, 2004. Available online: http://khartoumspace.uofk.edu/handle/

123456789/26065 (accessed on 24 February 2019).
25. Adam, I.; Jumaa, A.M.; Elbashir, H.M.; Karsany, M.S. Maternal and perinatal outcomes of dengue in

PortSudan, Eastern Sudan. Virol. J. 2010, 7, 153. [CrossRef] [PubMed]
26. Seidahmed, O.M.; Hassan, S.A.; Soghaier, M.A.; Siam, H.A.; Ahmed, F.T.; Elkarsany, M.M.; Sulaiman, S.M.

Spatial and temporal patterns of dengue transmission along a Red Sea coastline: A longitudinal entomological
and serological survey in Port Sudan city. PLoS Negl. Trop. Dis. 2012, 6, e1821. [CrossRef] [PubMed]

27. Abdallah, T.M.; Ali, A.A.A.; Karsany, M.S.; Adam, I. Epidemiology of dengue infections in Kassala, Eastern
Sudan. J. Med. Virol. 2012, 84, 500–503. [CrossRef] [PubMed]

28. Himatt, S.; Osman, K.E.; Okoued, S.I.; Seidahmed, O.E.; Beatty, M.E.; Soghaier, M.A.; Elmusharaf, K.
Sero-prevalence of dengue infections in the Kassala state in the eastern part of the Sudan in 2011. J. Infect.
Public Health 2015, 8, 487–492. [CrossRef]

http://khartoumspace.uofk.edu/handle/123456789/17010
http://khartoumspace.uofk.edu/handle/123456789/17010
http://dx.doi.org/10.1016/j.jiph.2010.08.001
http://dx.doi.org/10.1002/(SICI)1096-9071(199602)48:2&lt;141::AID-JMV4&gt;3.0.CO;2-9
http://www.ncbi.nlm.nih.gov/pubmed/8064945
http://dx.doi.org/10.3390/tropicalmed4010043
http://www.ncbi.nlm.nih.gov/pubmed/30823624
https://wwwnc.cdc.gov/eid/article/25/11/18-1766_article
https://wwwnc.cdc.gov/eid/article/25/11/18-1766_article
http://dx.doi.org/10.1016/j.jiph.2013.07.008
http://www.ncbi.nlm.nih.gov/pubmed/24210245
http://dx.doi.org/10.3201/eid1311.061093
http://dx.doi.org/10.3390/v12010081
http://dx.doi.org/10.7883/yoken.JJID.2018.267
http://www.ohri.ca/programs/clinical_epidemiology/oxford.asp
http://dx.doi.org/10.1016/0197-2456(86)90046-2
http://dx.doi.org/10.1136/bmj.327.7414.557
http://dx.doi.org/10.1371/journal.pmed.1000097
http://dx.doi.org/10.4269/ajtmh.1986.35.860
http://khartoumspace.uofk.edu/handle/123456789/26065
http://khartoumspace.uofk.edu/handle/123456789/26065
http://dx.doi.org/10.1186/1743-422X-7-153
http://www.ncbi.nlm.nih.gov/pubmed/20626851
http://dx.doi.org/10.1371/journal.pntd.0001821
http://www.ncbi.nlm.nih.gov/pubmed/23029582
http://dx.doi.org/10.1002/jmv.23218
http://www.ncbi.nlm.nih.gov/pubmed/22246838
http://dx.doi.org/10.1016/j.jiph.2015.04.023


Trop. Med. Infect. Dis. 2020, 5, 120 13 of 13

29. Abdalla, T.M.; Karsany, M.S.; Ali, A.A. Correlation of measles and dengue infection in Kassala, Eastern
Sudan. J. Med. Virol. 2015, 87, 76–78. [CrossRef]

30. Baudin, M.; Jumaa, A.M.; Jomma, H.J.E.; Karsany, M.S.; Bucht, G.; Näslund, J.; Ahlm, C.; Evander, M.;
Mohamed, N. Association of Rift Valley fever virus infection with miscarriage in Sudanese women:
A cross-sectional study. Lancet Glob. Health 2016, 4, e864–e871. [CrossRef]

31. Elduma, A.H.; Osman, W.M. Dengue and hepatitis E virus infection in pregnant women in Eastern
Sudan, a challenge for diagnosis in an endemic area. Pan Afr. Med. J. 2014, 19. Available online:
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4430155/ (accessed on 26 February 2018). [CrossRef]

32. Soghaier, M.A.; Mahmood, S.F.; Pasha, O.; Azam, S.I.; Karsani, M.M.; Elmangory, M.M.; Elmagboul, B.A.;
Khogali, H.S.; Eltigai, E. Dengue fever in a border state between Sudan and Republic of South Sudan:
Epidemiological perspectives. J. Public Health Epidemiol. 2013, 5, 319–324.

33. Adam, A.; Schüttoff, T.; Reiche, S.; Jassoy, C. High seroprevalence of dengue virus indicates that dengue virus
infections are frequent in central and eastern Sudan. Trop. Med. Int. Health 2018, 23, 960–967. [CrossRef]

34. Eldigail, M.H.; Adam, G.K.; Babiker, R.A.; Khalid, F.; Adam, I.A.; Omer, O.H.; Ahmed, M.E.; Birair, S.L.;
Haroun, E.M.; AbuAisha, H.; et al. Prevalence of dengue fever virus antibodies and associated risk factors
among residents of El-Gadarif state, Sudan. BMC Public Health 2018, 18, 921. [CrossRef]

35. Ahmed, A. Urgent call for a global enforcement of the public sharing of health emergencies data:
Lesson learned from serious arboviral disease epidemics in Sudan. Int. Health 2020. Available
online: https://academic.oup.com/inthealth/advance-article/doi/10.1093/inthealth/ihz122/5788237 (accessed
on 7 March 2020). [CrossRef]

36. Vu, D.M.; Banda, T.; Teng, C.Y.; Heimbaugh, C.; Muchiri, E.M.; Mungai, P.L.; Mutuku, F.M.; Brichard, J.;
Gildengorin, G.; Borland, E.M. Dengue and West Nile virus transmission in children and adults in coastal
Kenya. Am. J. Trop. Med. Hyg. 2017, 96, 141–143. [CrossRef] [PubMed]

37. Sutherland, L.J.; Cash, A.A.; Huang, Y.-J.S.; Sang, R.C.; Malhotra, I.; Moormann, A.M.; King, C.L.; Weaver, S.C.;
King, C.H.; LaBeaud, A.D. Serologic evidence of arboviral infections among humans in Kenya. Am. J. Trop.
Med. Hyg. 2011, 85, 158–161. [CrossRef]

38. Amarasinghe, A.; Kuritsky, J.N.; Letson, G.W.; Margolis, H.S. Dengue Virus Infection in Africa.
Emerg. Infect. Dis. 2011, 17, 1349–1354. [CrossRef] [PubMed]

39. Alhaeli, A.; Bahkali, S.; Ali, A.; Househ, M.S.; El-Metwally, A.A. The epidemiology of Dengue fever in Saudi
Arabia: A systematic review. J. Infect. Public Health 2016, 9, 117–124. [CrossRef] [PubMed]

40. Kamal, H. The 1927 epidemic of Dengue in Egypt. Br. Med. J. 1928, 1, 1104. [CrossRef] [PubMed]
41. Usman, A.; Ball, J.D.; Rojas, D.P.; Berhane, A.; Ghebrat, Y.; Mebrahtu, G.; Gebresellasie, A.; Zehaie, A.;

Mufunda, J.; Liseth, O. Dengue fever outbreaks in Eritrea, 2005–2015. Glob. Health Res. Policy 2016, 1, 17.
[CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1002/jmv.24001
http://dx.doi.org/10.1016/S2214-109X(16)30176-0
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4430155/
http://dx.doi.org/10.11604/pamj.2014.19.391.5439
http://dx.doi.org/10.1111/tmi.13116
http://dx.doi.org/10.1186/s12889-018-5853-3
https://academic.oup.com/inthealth/advance-article/doi/10.1093/inthealth/ihz122/5788237
http://dx.doi.org/10.1093/inthealth/ihz122
http://dx.doi.org/10.4269/ajtmh.16-0562
http://www.ncbi.nlm.nih.gov/pubmed/27821697
http://dx.doi.org/10.4269/ajtmh.2011.10-0203
http://dx.doi.org/10.3201/eid1708.101515
http://www.ncbi.nlm.nih.gov/pubmed/21801609
http://dx.doi.org/10.1016/j.jiph.2015.05.006
http://www.ncbi.nlm.nih.gov/pubmed/26106040
http://dx.doi.org/10.1136/bmj.1.3521.1104-a
http://www.ncbi.nlm.nih.gov/pubmed/20773982
http://dx.doi.org/10.1186/s41256-016-0016-5
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Searching Strategy 
	Inclusion Criteria 
	Data Extraction and Validity Assessment 
	Statistical Analysis 

	Results 
	Discussion 
	Conclusions 
	References

