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SUPPLEMENTARY FIGURE S1. Heatmap illustrating relative abundance of 25 most abundant bacterial genera (in respect to total 
relative abundance across all samples) in all samples including negative controls (NCs). Sampels are clustered based on Jaccard 
index. The median success of determination of Gram staining and aerobicity of bacterial genera in the samples was 73 % (the rest 
of the bacteriome was either not determined at the level of the genera or their Gram staining/aerobicity status is uncertain).


