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We identified an error in the abstract of the article: TPMRSS2 rs75603675 OR is incorrectly indicated. It should read (OR = 2.140) instead of
(OR = 0.586). We apologize for this error. However, since the main text is correct, it has no impact on the results displayed in the study.
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Where it reads:

Abstract. By the end of December 2021, coronavirus disease 2019 (COVID-19) produced more than 271 million cases and 5.3 million deaths.
Although vaccination is an effective strategy for pandemic control, it is not yet equally available in all countries. Therefore, identification
of prognostic biomarkers remains crucial to manage COVID-19 patients. The aim of this study was to evaluate predictors of COVID-19
severity previously proposed. Clinical and demographic characteristics and 120 single-nucleotide polymorphisms were analyzed from 817
patients with COVID-19, who attended the emergency department of the Hospital Universitario de La Princesa during March and April
2020. The main outcome was a modified version of the 7-point World Health Organization (WHO) COVID-19 severity scale (WHOCS); both in
the moment of the first hospital examination (WHOCS-1) and of the severest WHOCS score (WHOCS-2). The TMPRSS2 rs75603675 genotype
(OR = 0.586), dyslipidemia (OR = 2.289), sex (OR = 0.586), and the Charlson Comorbidity Index (OR = 1.126) were identified as the main
predictors of disease severity. Consequently, these variables might influence COVID-19 severity and could be used as predictors of
disease development.

It should read:

Abstract. By the end of December 2021, coronavirus disease 2019 (COVID-19) produced more than 271 million cases and 5.3 million deaths.
Although vaccination is an effective strategy for pandemic control, it is not yet equally available in all countries. Therefore, identification
of prognostic biomarkers remains crucial to manage COVID-19 patients. The aim of this study was to evaluate predictors of COVID-19
severity previously proposed. Clinical and demographic characteristics and 120 single-nucleotide polymorphisms were analyzed from 817
patients with COVID-19, who attended the emergency department of the Hospital Universitario de La Princesa during March and April
2020. The main outcome was a modified version of the 7-point World Health Organization (WHO) COVID-19 severity scale (WHOCS); both in
the moment of the first hospital examination (WHOCS-1) and of the severest WHOCS score (WHOCS-2). The TMPRSS2 rs75603675 genotype
(OR = 2.140), dyslipidemia (OR = 2.289), sex (OR = 0.586), and the Charlson Comorbidity Index (OR = 1.126) were identified as the main
predictors of disease severity. Consequently, these variables might influence COVID-19 severity and could be used as predictors of
disease development.
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License: This article is available under a Creative Commons License (Attribution 4.0 International, as described at https://
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