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In the original version of the article “A network-based condi-
tional genetic association analysis of the human metabolome”
by Y.A. Tsepilov et al. [1], there was a typographical error in the
surname of the fourth author (Jan Krumsek) and a typo in Ac-
knowledgments in the surname of Athina Spilopoulou. These
typos have been corrected, and the authors apologize for the
mistakes.
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