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The diagnosis of viral infections is important for the accurate management of patients with
infectious diseases and for the monitoring of the course of epidemics in susceptible populations.
The utility of traditional viral diagnostic assays is limited by the time, expense, and expertise
required for the performance of tissue culture techniques. Similarly, the application of immunoas-
say techniques has been inhibited by the limited degrees of sensitivity and specificity which can be
attained by most immunoassay methods.

Recently, techniques for the identification of DNA and RNA have been applied to the
detection of viral nucleic acids in clinical samples. Such assays have a number of potential
advantages over corresponding immunoassays directed at the detection of viral antigens. In order
to be generally applicable to clinical diagnosis, however, formats for the detection of viral nucleic
acids have to be devised which allow for the reproducible quantitation of target DNA or RNA in
human body fluids. Furthermore, formats need to be devised which allow enhanced assay
sensitivity while maintaining high degrees of specificity and reproducibility. The use of
non-isotopic labeling, liquid-phase hybridization, and target amplification techniques offers
partial solutions to these problems. The development of practical assays for the detection of viral
nucleic acids under a broad range of clinical and laboratory conditions would represent a major
advance in the ability of physicians to care for patients with suspected infections.

Since 1980, we have witnessed an epidemic of a devastating new viral disease and a
corresponding search for new methods for disease treatment and prevention. During
the course of the acquired immunodeficiency syndrome (AIDS) epidemic, the expand-
ing knowledge of the basic science of retroviruses has been applied rapidly to the
development of diagnostic tests for the identification of infected individuals and for the
monitoring of disease transmission. The knowledge gained from the application of
these diagnostic tests has been invaluable in the understanding of the epidemic and in
the development of strategies for disease prevention and treatment [1-6].
The most important recent development in the area of viral diagnosis has been the

application of nucleic acid hybridization techniques to the direct detection of viral
nucleic acid in human body fluids. Such assays utilize labeled deoxyribonucleic acid
(DNA) or ribonucleic acid (RNA) complementary to viral genomes extracted from
virions in clinical samples. It should be noted that this technique is a direct extension of
a great deal of research effort which has been applied to the understanding of the
biochemistry and biophysics of nucleic acid interactions in aqueous solutions and on
solid-phase surfaces. Furthermore, the vast body of information relating to the
nucleotide sequences of pathogenic viruses can be directly applied to the construction
of nucleotide probes and to their use for viral detection and characterization.
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Nucleic acid hybridization offers a number of advantages in terms of the accurate
diagnosis and study of viral diseases [7-10]. First, the specificity of nucleotide base-pair
interactions allows definitive identification of viral sequences in human body fluids. This
specificity should permit the direct identification of genetic markers of viral pathogene-
sis. Such identification should result not only in the accurate diagnosis of viral infections
but also in the accurate prediction of the disease process and in the efficient targeting of
antiviral chemotherapy.

Another important advantage of nucleic acid hybridization techniques is that they
are capable of detecting viral DNA sequences which are not expressing RNA and
which are not being translated into measurable proteins. This property allows the
detection of virus in a latent state before the complete clinical expression of the disease,
which has proven to be valuable for the study of complicated disease processes such as
those associated with human herpesviruses [11] and human immunodeficiency virus
infections [12].

Another advantage of nucleic acid hybridization techniques is that they allow the
detection of new viral pathogens before the antigenic nature of the viruses is elucidated.
Since the sequencing of viral genomes can be accomplished fairly rapidly, this process
permits the implementation of diagnostic assays soon after a viral species has been
identified as a possible human pathogen. Finally, the fact that nucleic acids can be easily
separated from proteins allows the detection of viruses which are bound to endogenous
antibodies in the form of immune complexes or which are otherwise inaccessible to
labeled antibodies [13]. It is thus particularly effective to utilize nucleic acid hybridiza-
tiop techniques late in the course of illness when the ability to detect infection by
conventional techniques has diminished due to the generation of a host immune response
to viral antigens [14]. Assays for the direct detection of viral nucleic acids have been
developed for a number of medically important viruses, including herpes simplex virus
[15], cytomegalovirus (CMV) [16], Epstein-Barr virus [17], varicella-zoster virus [18],
rotaviruses [19], adenoviruses [20], papilloma viruses [21], rabies [22], and human
immunodeficiency viruses.

Despite these advantages, there are still some limitations to the widespread
application of nucleic acid hybridization techniques to the clinical diagnosis of viral
infections. One limitation is related to the fact that hybridization techniques are often
not sufficiently sensitive for the detection of all viral nucleic acids in human body
fluids. The level of sensitivity is a particular problem when non-isotopic probes are
utilized [23-27]. Since it is difficult for clinical laboratories to utilize probes such as
32P at high levels of specific activity, this limitation is particularly problematic for
diagnostic testing. Another limitation of standard nucleic acid hybridization technol-
ogy for practical viral diagnosis is related to the solid-phase Southern transfer or
"dot-blot" detection formats which are widely used in research laboratories. While
such formats can be quite effective for the detection of relatively pure preparations of
nucleic acids, they are difficult to apply in situations in which the nucleic acids are not
fully exposed but are contaminated with viral and host proteins. Such proteins can
compete with the nucleic acids for binding sites on the solid phase and thus reduce the
diagnostic efficiency of the hybridization systems for the diagnosis of viral infections.

There are a number of methods which can be utilized to improve the diagnostic
utility of nucleic acid hybridization procedures for the detection of viral nucleic acids
in crude clinical samples. One way of improving the kinetics and practicality of nucleic
acid hybridization reactions is by the performance of hybridization reactions in a
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fluid-phase environment. Since the kinetics of nucleic acid reassociation are more
favorable in fluid phases as compared to the kinetics of reassociation on a solid-phase
surface, hybridization reactions can be performed more rapidly in such systems. Also,
such systems are not as limited by the presence of extraneous materials which can
compete for binding sites on the solid-phase surface [29]. Formats which make use of
fluid-phase reactions are thus more easily adaptable to the detection of viral nucleic
acids in crude clinical samples.
One system which utilizes mixed solid-phase and liquid-phase reactions makes use

of non-overlapping oligonucleotides in a "sandwich" hybridization format. In this
system, one oligonucleotide which is complementary to a target sequence is bound to
the solid phase, such as the well of a microtiter plate. A second oligonucleotide, which
is complementary to a juxtaposed but non-overlapping sequence on the viral genome, is
labeled with a detectable marker and reacted with nucleic acids extracted from the
clinical specimen [9,20]. If the specimen contains the virus to be measured, the labeled
marker is bound to the complementary viral nucleotides which are, in turn, bound to
the sequences immobilized on the solid-phase surface. Following the removal of
extraneous material by washing, the reaction is quantitated by the measurement of the
appropriate label. This format has been utilized to detect a number of viral antigens in
body fluids. While the system originally utilized radioactive labels, it can also be
adapted to make use of enzymatic and high-energy fluorescent markers [30].

Another approach to the performance of liquid-phase hybridization involves the
re-annealing of labeled probe and target sequences in liquid phase and the subsequent
binding of the nucleic acid hybrids to a solid-phase surface. This binding can be
accomplished by means of affinity columns or microtiter plates. In the latter case, one
method of binding nucleic acid duplexes to a solid phase makes use of antibodies directed
at DNA-RNA hybrids [31,32]. The format for such systems is presented in Fig. 1. In
this system, biotin-labeled DNA is utilized for the detection of viral RNA and
biotin-labeled RNA is utilized for the detection of viral DNA. Following completion of
the hybridization reaction in liquid phase, the probe is bound to the solid phase by means
of reaction to avidin or anti-biotin antibodies. The presence of DNA-RNA hybrids is
quantitated by reaction with enzyme-labeled anti-DNA-RNA antibody and enzyme
substrate using this assay system.
As little as 10 pg/ml of target RNA can be detected, using monoclonal hybridiza-

tion formats. This level of sensitivity can be obtained following 20 minutes of substrate
incubation, provided that substrates generating fluorescent products are utilized to
quantitate the enzymatic reaction (Fig. 2). When the colorigenic substrate nitro-
phenyl phosphate is utilized, a reaction period of more than two hours is required to
attain this degree of sensitivity (Fig. 3). Thus convenient colorimetric reactions with
alkaline phosphatase-labeled antibody can be used for this reaction system, provided
that longer incubation periods are utilized. The sensitivity of these assays compares
favorably with those which utilize radiolabeled probes for the detection of viral RNA
[9,22].

Non-isotopic hybridization reactions allow the practical measurement of nucleic
acids, provided that the target nucleic acids are present in sufficient quantities. The
levels of sensitivity achieved are, however, somewhat less than those required for the
diagnosis of all viral agents in human disease states.
A number of techniques have, however, recently been developed which can greatly

amplify the quantity of nucleic acid in a clinical sample prior to measurement by
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FIG. 1. Monoclonal hybridization assay for the detection of viral nucleic acids. In the first step of the

assay, microbial RNA extracted from a clinical sample is hybridized to a biotinylated microbe-specific DNA
probe. Following completion of the hybridization reaction, the test mixture is transferred to the wells of a

microtiter plate coated with a goat antibiotin antibody (step 2). Biotinylated DNA-RNA hybrids bound to
the solid phase are detected in a reaction with ,8-d galactosidase-labeled monoclonal antibody directed at
DNA-RNA duplexes (step 3). The assay is completed by adding a fluorescent substrate to each well and by
measuring the enzymatic reaction in microplate fluorometer (step 4).

means of nucleic acid hybridization protocols. One of the most widely used of these
techniques makes use of the enzyme DNA polymerase and flanking oligonucleotide
primers to generate amplified copies of a defined region. The steps of primer-target
annealing and enzymatic generation of DNA can be repeated in a cyclical manner in a

format which has been termed the polymerase chain reaction [33]. While DNA
polymerase enzymes will only efficiently catalyze the amplifications of deoxyribonu-
cleotides, the polymerase chain technique can be utilized to detect viral RNA, provided
that the RNA is converted to complementary DNA by means of reaction with the
primers and the enzyme reverse transcriptase [34]. The recent availability of a

thermostable enzyme from the organism T. aquaticus has markedly improved the
utility of this technique, since the use of this enzyme allows the performance of cycles
of DNA generation, heat-induced strand separation, and re-annealing without the
need to add additional enzyme at each cycle [35].
The polymerase chain reaction offers a number of important advantages for the

detection of retroviral nucleic acids in clinical samples. In fact, polymerase chain
reaction has been applied to the detection of human immunodeficiency virus (HIV)
DNA and RNA in small numbers of samples. The technique has also been utilized for
the detection of HIV CMV DNA in the blood and urine of patients with CMV
infection [36,37] and HIV RNA and c-DNA in small numbers of patients with HIV
infection [34,35,38-40]. In the latter case, evidence of retroviral c-DNA has been

1.
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FIG. 2. Detection ofRNA by monoclonal hybridization assay-fluorescent substrates. Wells of a black
microtiter plate were coated overnight at 40C with 50 MAl of goat antibiotin in carbonate buffer, pH 9.6, at a
concentration of 1 Mg/ml (0.25 ,ug/well). Biotinylated pSP 65 plasmid DNA (0.4 Ag/ml) was hybridized to
serial dilutions of complementary pSP 65 RNA transcripts for 16 hours in a hybridization buffer (2 x SSC,
20 mM HEPES, 2 mM EDTA). After the addition of Triton-X, 50 Ml of each of the nucleic acid mixtures
were distributed on the plate coated with antibiotin Ab. After an incubation of one hour, the plates were
washed and f,-galactosidase- or alkaline phosphatase-labeled anti DNA-RNA monoclonal antibody was
added. After another washing step, the presence ofDNA-RNA hybrids was quantitated with the addition of
a fluorescent substrate. The antibody labeled with alkaline phosphatase (alk. ph.) was detected with 10-4 M
methylumbelliferyl phosphate in diethanolamine buffer, pH 9.6, with an incubation time of 20 minutes.
Antibody labeled with f3-d-galactosidase (,B-gal.) was detected with 10-4 methylumbelliferyl-jt-d-galactoside
in PBS buffer, 1 mM MgCI2, 50 Mg/ml BSA with incubation times of 20 and 60 minutes. The data are means
of three values from two experiments. Detection cut-off (v): fluorescent activity of the probe + 3 SD.

found in the lymphocytes of high-risk individuals in the absence of serological evidence
of infection. This finding suggests that the detection of HIV nucleic acids may be a
more sensitive indicator of infection than the development of a measurable serological
response to HIV proteins [40,41 ]. The exact relationship between the detection of HIV
nucleic acids by the polymerase chain reaction and the course of HIV-related diseases
has, however, not been conclusively established.

Despite the advantages associated with these techniques, there are a number of
problems which currently impede the general application of polymerase chain-reaction
techniques for the general diagnosis of viral infections in patient-care settings [38,42].
Most important, the extreme sensitivity of polymerase chain-reaction techniques re-
quires that extreme caution be utilized in the performance of the reactions and that the
results of the reactions should be interpreted with caution unless extensive control
reactions are performed. Problems which can occur include contamination with small
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FIG. 3. Detection ofRNA by monoclonal hybridization assay-colorimetric substrates. The reactivity
of the monoclonal antibody against DNA-RNA was assessed with varying substrates and incubation times.
The assay was performed as described in Fig. 2. Antibody labeled with ,B-d-galactosidase (6-gal.) was
detected with 10-3 M nitrophenyl fl-d-galactopyranoside in 50 mM PB buffer, pH 7.2, 1.5 mM MgCl2, with
incubation times of 2 and 16 hours. Antibody labeled with alkaline phosphatase (alk. ph.) was detected with
10-3 M nitrophenyl phosphate in diethanolamine buffer, pH 9.6, with incubation times of 2 and 16 hours.
The data are means of three values from two experiments. Detection cut-off (v): fluorescent activity of the
probe + 3 SD.

amounts of nucleic acid introduced during laboratory procedures and homologies with
non-viral DNA, which generate amplified sequences similar in length to the HIV target.
The problem of contamination is compounded by the extreme sensitivity of the
polymerase chain-reaction procedure, in that the presence of very small amounts of
extraneous nucleic acid can lead to the generation of a measurable signal. Contamina-
tion can occur from a number of sources, including plasmids, which are utilized as
positive controls, and amplified pieces of DNA, which are generated as part of
polymerase chain-reaction reactions in other tests.
The problem of contamination is best addressed by the use of rigorous isolation

techniques in the preparation of the samples and in generation of the amplified targets
and by the performance of large numbers of control reactions in which known negative
samples are processed and analyzed in a manner identical to the test sample. The
problem of homologies with non-viral nucleic acids which generate amplified segments
can be partially overcome by the performance of a second hybridization reaction, using
a probe sequence homologous to a viral sequence internal to that represented by the
primer oligonucleotide. This technique, however, might not be capable of distinguish-
ing the probe-virus interactions from reactions between viral probes and highly
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homologous regions of the human genome. Careful studies are needed in order to
determine the extent of these homologies and their potential effect on the specificity of
sensitive techniques for the detection of viral nucleic acids in human body fluids.
An additional potential limitation of polymerase chain reaction is that the target

nucleic acids must be highly conserved in order to react efficiently with the primer.
This requirement can be a particular difficulty with such viruses as HIV, since the
virus has the ability to undergo a great deal of genetic variation due to the low fidelity
of the HIV reverse transcriptase reaction. This problem can be partially overcome by
attempting to identify highly conserved sequences and by the use of multiple probes
[38]; however, the use of multiple probes can compound the problem of non-specific
reactions, since homology of only one of the probes with contaminating nucleic acids
will result in false-positive reactions.

In all of the above cases, the performance of control reactions would be markedly
simplified by the inclusion of a quantitative, non-isotopic method for the measurement of
the DNA amplified by the polymerase chain-reaction procedures. It is likely that the
quantitative techniques described above can be applied to the measurement of the
amplified products of polymerase chain reactions. The application of these quantitative
control reactions might markedly increase the specificity of amplification reactions and
increase the likelihood that these procedures can be directly applied to the diagnosis and
management of patients with suspected viral infections. In addition, the development of
strategies for the optimization of assay specificity is particularly important, as the results
of polymerase chain reactions are being utilized to support linkages between viral
infections and diseases of idiopathic origin such as multiple sclerosis [43].

It is clear from the above discussion that nucleic acid hybridization will play an
important role in the discovery, evaluation, and diagnosis of new viral pathogens of
humans and other animals. It is still too early in the course of assay development to
state with certainty the exact role of hybridization techniques in the clinical diagnostic
laboratory. It can be predicted with certainty, however, that advances in the basic
understanding of viral structure, genetics, and replication will continue to be applied to
the diagnosis of human infections. Furthermore, it is inevitable that the development of
practical techniques for the diagnosis of viral infections will lead not only to the
improved care of patients with infectious diseases, but also to the eventual control of
epidemic viral infections.

REFERENCES

1. Hsiung GD: Progress in clinical virology-1960 to 1980: A recollection of twenty years. Yale J Biol Med
53:1-4, 1980

2. Markham PD, Salahuddin SZ, Popovic M, Patel A, Veren K, Fladager S, Orndorff S, Gallo RC:
Advances in the isolation of HTLV-III from patients with AIDS and AIDS-related complex and from
donors at risk. Cancer Research 45:4588s-4591s, 1985

3. Levy JA, Shimabukuro J: Recovery of AIDS-associated retrovirus from patients with AIDS or
AIDS-related conditions and from clinically healthy individuals. J Infect Dis 152(4):734-738, 1985

4. Sninsky JJ, Kwok S, Mack D, Ehrlich G, Ullrich P, Posies B, et al: Identification of HIV Sequence in
DNA Extracted Directly from Peripheral Blood Lymphocytes and Bone Marrow Using in Vitro DNA
Amplification (Abstract F.2.3). In Program and Abstracts of the 27th Interscience Conference on
Antimicrobial Agents and Chemotherapy. New York, American Society for Microbiology, 1987

5. Allain J-P, Laurian Y, Paul DA, Senn D, members of the AIDS-Haemophilia French Study Group:
Serological markers in early stages of human immunodeficiency virus infection in haemophiliacs.
Lancet ii: 1233-1236, 1986

6. Fauci AS, Macher AM, Longo DL, Lane HC, Rook AH, Gelmann EP: Acquired immunodeficiency
syndrome: Epidemiologic, clinical, and therapeutic considerations. Ann Intern Med 100:92-106, 1984



138 YOLKEN ET AL.

7. Yolken RH: Nucleic acids or immunoglobulins: Which are the molecular probes of the future? Mol Cell
Probes 2:87-96, 1988

8. Viscidi RP, Yolken RH: Molecular diagnosis of infectious diseases by nucleic acid hybridization. Mol
Cell Probes 1:3-14, 1987

9. Matthews JA, Kricka LJ: Review: Analytical strategies for the use of DNA probes. Anal Biochem
169:1-25, 1988

10. Richman D, Schmidt N, Plotkin S, Yolken R, Chernesky M, McIntosh I, Mattheis M: Summary of a
workshop on new and useful methods in rapid viral diagnosis. J Infect Dis 150:941-951, 1984

11. Stephanopoulos DE, Kappes JC: Enhanced in vitro reactivation by herpes simplex virus type 2 from
latently infected guinea-pig neural tissues by 5-azacytidene. J Gen Virol 69:1079-1083, 1988

12. Smith T, Jakobsen J, Gaub J, Helweg-Larsen S: Clinical and electrophysiological studies of human
immunodeficiency virus-seropositive men without AIDS. Ann Neurol 23:295-297, 1988

13. Anh-Tuan N, Novak E: Detection and quantitation of hepatitis B surface antigen immune complexes
(HB,Ag-ICs) by an antigen-specific method. J Immun Meth 34:293-300, 1980

14. Carella G, Digeon M, Feldmann P, Jungers P, Drouet J, Bach JF: Detection of hepatitis B antigen in
circulating immune complexes in acute and chronic hepatitis. Scand J Immunol 6:1297-1307, 1977

15. Schuster V, Matz B, Wiegand H, Polack A, Corsten B, Neumann-Haefelin D: Nucleic acid
hybridization for detection of herpes viruses in clinical specimens. J Med Virol 19:277-286, 1986

16. Chou S, Merigan TC: Rapid detection and quantitation of human cytomegalovirus in urine via DNA
hybridization. N Engl J Med 308:921-925, 1983

17. Brandsma J, Miller G: Nucleic acid spot hybridization: Rapid quantitative screening of lymphoid cell
lines for Epstein-Barr viral DNA. Proc Natl Acad Sci USA 77:6851-6855, 1980

18. Sauerbrei A, Wutgler P, Farber I, Brechacek B, Swoboda R, Macheleidt S: Comparative detection of
herpesviruses in tissue specimens by in situ hybridization and immunofluorescence. Acta Virol (Praha)
30:213-219, 1986

19. Eiden JJ, Sato S, Yolken RH: Specificity of dot hybridization in assay in the presence of rRNA for
detection of rotaviruses in clinical specimens. J Clin Microbiol 25:1809-1811, 1987

20. Virtanen M, Laaksonen M, Soderlund H, Palva A, Halonen P, Marjut R: Novel test for rapid viral
diagnosis: Detection of adenovirus in nasopharyngeal mucus aspirates by means of nucleic-acid
sandwich hybridization. Lancet i:381-383, 1983

21. Wilbur DC, Reichman RC, Stoler MH: Detection of infection by human papillomavirus in genital
condylomata. A comparison study using immunocytochemistry and in situ nucleic acid hybridization.
Am J Clin Pathol 4:505-510, 1988

22. Ermine A, Tordo N, Tsiang H: Rapid diagnosis of rabies infection by means of a dot hybridization
assay. Mol Cell Probes 2:75-82, 1988

23. Jungell-Nortamo A, Syvanen A-C, Luoma P, Soderlund H: Nucleic acid sandwich hybridization:
Enhanced reaction rate with magnetic microparticles as carriers. Mol Cell Probes, in press

24. Langer PR, Waldrop AA, Ward DC: Enzymatic synthesis of biotin-labeled polynucleotides: Novel
nucleic acid affinity probes. Proc Natl Acad Sci USA 79:6633-6637, 1982

25. Chollet A, Kawashima EH: Biotin-labeled synthetic oligodeoxyribonucleotides: Chemical synthesis and
uses as hybridization probes. Nucleic Acids Research 13(5):1529-1541, 1985

26. Forster AC, McInnes JL, Skingle DC, Symons RH: Non-radioactive hybridization probes prepared by
the chemical labelling of DNA and RNA with a novel reagent, photobiotin. Nucleic Acids Research
13(3):745-761, 1985

27. Kempe T, Sundquist WI, Chow F, Hu S-L: Chemical and enzymatic biotin-labeling of oligodeoxyribo-
nucleotides. Nucleic Acids Research 13(5):45-57, 1985

28. Viscidi RP, Connelly CJ, Yolken RH: Novel chemical method for the preparation of nucleic acids for
nonisotopic hybridization. J Clin Microbiol 23(2):311-317, 1986

29. Pellegrino MG, Lewin M, Meyer WA, Lanciotti RS, Bhaduri-Hauck L, Volsky DJ, Sakai K, Folks TM,
Gillespie D: A sensitive solution hybridization technique for detecting RNA in cells: Application to HIV
in blood cells. Biotech 5(5):452-460, 1987

30. Harper ME, Marcel LM, Gallo RC, Wong-Staal F: Detection of lymphocytes expressing human
t-lymphotropic virus type III in lymph nodes and peripheral blood from infected individuals by in situ
hybridization. Proc Natl Acad Sci USA 83:772-776, 1986

31. Boguslawski SJ, Smith DE, Michalak MA, Mickelson KE, Yehle CO, Patterson WL, Carrico RJ:
Characterization of monoclonal antibody to DNA-RNA and its application to immunodetection of
hybrids. J Immunol Meth 89:123-130, 1986

32. Yehle CO, Patterson WL, Boguslawski SJ, Albarella JP, Yip KF, Carrico RJ: A solution hybridization



VIRAL DIAGNOSIS 139

assay for ribosomal RNA from bacteria using biotinylated DNA probes and enzyme-labeled antibody to
DNA:RNA. Mol Cell Probes 1:177-193, 1987

33. Liang W, Johnson JP: Rapid plasmid insert amplification with polymerase chain reaction. Nucleic
Acids Research 16:3579, 1988

34. Hart C, Spira T, Moore J, Sninsky J, Schochetman G, Lifson A, Galphin J, Ou C-Y: Direct detection of
HIV RNA expression in seropositive subjects. Lancet ii:596-599, 1988

35. Ou C-Y, Kwok S, Mitchell SW, Mack DH, Sninsky JJ, Krebs JW, Feorino P, Warfield D,
Schochetman G: DNA amplification for direct detection of HIV-l in DNA of peripheral blood
mononuclear cells. Science 239:295-297, 1988

36. Demmler GJ, Buffone GJ, Schimbor CM, May RA: Detection of cytomegalovirus in urine from
newborns by using polymerase chain reaction DNA amplification. J Infect Dis 158:1177-1184, 1988

37. Shibata D, Martin WJ, Appleman MD, Causey DM, Leedom JM, Arnheim N: Detection of
cytomegalovirus DNA in peripheral blood of patients infected with human immunodeficiency virus. J
Infect Dis 158:1185-1192, 1988

38. Phair JP, Wolinsky S: Diagnosis of infection with the human immunodeficiency virus. J Infect Dis
159:320-323, 1989

39. Laure F, Rouzioux C, Veber F, Jacomet C, Courgnaud V, Blanche S, Burgard M, Griscelli C: Detection
of HIV-1 DNA in infants and children by means of the polymerase chain reaction. Lancet ii:538-541,
1988

40. Loche M, Mach B: Identification of HIV-infected seronegative individuals by a direct diagnostic test
based on hybridisation to amplified viral DNA. Lancet ii:418-421, 1988

41. Farzadegan H, Polis MA, Wolinsky SM, Rinaldo CR Jr, Sninsky JJ, Kwok S, Griffith RL, Kaslow RA,
Phair JP, Polk BF, Saah AJ: Loss of human immunodeficiency virus type 1 (HIV-1) antibodies with
evidence of viral infection in asymptomatic homosexual men. A report from the Multicenter AIDS
Cohort Study. Ann Intern Med 108:785-790, 1988

42. Schochetman G, Ou C-Y, Jones WK: Polymerase chain reaction. J Infect Dis 158:1154-1157, 1988
43. Reddy EP, Sandberg-Wollheim M, Mettus RV, Ray PE, DeFreitas E, Koprowski H: Amplification and

molecular cloning of HTLV-I sequences from DNA of multiple sclerosis patients. Science 243:529,
1989


