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Supplementary Figure 1. Survival analysis of miR-1290 downstream gene in glioma.

(A) Overall survival in ATXNI1. (B) Overall survival in COL27A1. (C) Overall
survival in IMPG1. (D) Overall survival in NDRGI. (E) Overall survival in THAP6. (F)
Overall survival in RPP25.



Supplementary Figure 2.
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(A) Expression levels of ADD2 in IDH

Expression level of six downstream target genes of

Gene expressionof CTC1

Gene expression of CTC1

Gane expressicn of SRCINT

Gene exgression of SRCIN1

Gene expression o VPSAA

Gene exprossion of VPS4A

Anova, p=1.56-00

1DH mtatin status

T-test, p=0.91

19110 co-deletion status

Anova, p=4 4e-06

DH mutation satus

T-test, p=1.9e-12

191199 co-deletion status

Anova, pe3.6e-05.

10H mutation stats.
T-test, p=0.99
«%
-
19/10q co-deltion status

with or without mutation status and

chromosome 1p19q with or without deletion status. (B) Expression levels of CTCI1 in



IDH with or without mutation status and chromosome 1p19q with or without deletion
status. (C) Expression levels of RORA in IDH with or without mutation status and
chromosome 1p19q with or without deletion status. (D) Expression levels of SRCIN1
in IDH with or without mutation status and chromosome 1p19q with or without
deletion status. (E) Expression levels of ULK?2 in IDH with or without mutation status
and chromosome 1p19q with or without deletion status. (F) Expression levels of
VPS4A in IDH with or without mutation status and chromosome 1p19q with or without

deletion status.



