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Our group has recently reported one of the largest series
of hMPV-infected infants (N:101) described to date.1 As
Wilkesmann et al. comment in their letter,2 the severity of
the disease associated with hMPV was similar to RSV in
our patients, and no differences could be shown either in
terms of length of hospital stay, oxygen-therapy require-
ments, infiltrate/atelectasis, fever frequency, nor in the
patient’s prematurity or underlying disease history.Wedid
not use a matched pairs approach, but a random sample of
95 hospitalized infants and documented as RSV-infected
because our population was very homogeneous, including
only infants less than 2 years of age.

Although data from other reports suggest that dual
infection with hMPV and other respiratory viruses is
rare,3,4 the high co-infection rate found in our patients
(29.7%) appears to suggest quite the opposite, the co-
infection rate being among the highest reported to date.5–7

Our results are probably related to the exhaustive
virological research performed in all specimens: mole-
cular virological diagnosis was performed by two
different multiplex reverse transcription-nested polymer-
ase chain reaction (RT-PCR) assays. The first one was
designed for specific detection of respiratory syncytial
virus (RSV) typesA andB, adenoviruses, and influenzaA,
B, and C viral genomes. The second assay was designed to
detect parainfluenza viruses (types 1–4), human corona-
virus 229E and OC43, as well as for generic detection of
enterovirus and rhinovirus polyprotein genes. Both
assays were performed in all specimens, as previously
described.8,9 Detection of human metapneumovirus
(HMPV) in respiratory secretions from every patient
was performed using two independent RT-nested PCR
assays which were designed in two different genes: one
gene encoding for the matrix protein (M), and another
gene encoding for the viral polymerase (L), as described
elsewhere.10 Positive results were considered confirmed
when in two different aliquots, analyzed in alternate days,
the PCR result was concordant. The high rate of co-
infections (44.3%) reported byWilkesmann et al.2 confirm
our results, although it is quite surprising, being done that
they only have investigated the presence of RSV, influenza
A, B by an antigen ELISA and cell culture. In our study,
adenovirus, identified by PCR, was the second most
frequent virus in hMPV co-infections. Moreover, in other
series recently published by our group,11 rhinovirus was
the second most frequent virus identified in hospitalized
children and in 39.5% of cases dual or multiple infection
were detected. Our results suggest that the inclusion of
multiplexRT-PCR into diagnostic testing strategieswould
provide help in identifying the true relevance of the
multiple viral infections, as well as the characteristics and
severity associated with this condition.
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