Supporting Figure 2

A Protein: CDK1 Sequence: VYTHEVVTLWYR, T161-Phos (79.96633 Da)

20201018_ChenD_CCA_338_75per_430_150min_30cm_F1_R1 raw #32641 RT: 130 2623 min
FTMIS, 823 4029@Nc030.00, Cv=-45.0V, 2=+2, Mono m/z=523.39561 Da, MH+=1645.78394 Da, Match Tol.=0.02 Da
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Protein: MCM2 Sequence: GNDPLTSSPGR, S27-Phos (79.96633 Da)

20200918_ChenD_CCA_141_75per_480_150min_30cm_F1_R1.raw #9283 RT. 218353 min
FTMS, 590.7559@Ncd30.00, €v=-45.0V, z==2, Mono m/z=590.75356 Da, MH==1180.49985 Da, Match Tol.=0.02 Da
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Protein: RB1 Sequence: KSNLDEEVNVIPPHTPVR, T373-Phos (79.96633 Da)

20200924_ChenD_CCA_193_75per_480_150min_30cm_F1_R1 raw #14844 RT 353182 min
FTNIS, 709.0280@Re030.00, cv=-45.0V, 2=+3, Mono miz=708.66984 Da, MH+=2124.05498 Da, Match Tol.=0.02 Da
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