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In the version of this article that published with the November 16, 2021 issue, the members of The COVID-19 Host Genetics Initiative

were not included as part of the secondary authors list andwere only listed in a consortia section, preventing themembers frombeing

indexed with the paper on Scopus. Both author lists, primary and secondary, now appear correctly online. The authors regret the

error and apologize for any confusion and inconvenience that this may have caused.
Cell Reports 39, 110968, June 14, 2022 ª 2022 The Author(s). 1
This is an open access article under the CC BY license (http://creativecommons.org/licenses/by/4.0/).
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