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15 (79%) IVF with PGT-M
3 (16%) PNDx
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5 (38%) live births
7 (54%) not born yet
1 (7.7%) miscarriage
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2 (67%) TOP
1 (33%) live birth

7 (88%) tested
postnatally

2 (100%) TOP

3 (60%) tested
postnatally
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2 (29%) children

v

1 (33%) child

affected affected
b
“CF23 ARCs”, N (%) “Non-CF23 ARCs”, N (%) P-value
Screened preconceptionally 13 6
Planned/Pursued action to
avert affected pregnancy (a) 12 (92) 5(83) 1
All pregnancies (b) 25 12
Pursued prenatal diagnosis 9 (36) 7 (58) 0.29
Pregnancies affected 2 (22) 3 (43)
Affected pregnancy 1 (50) live birth
Outcome 1 (50) TOP 3 (100) TOP

(a) Actions include IVF with PGT-M, prenatal diagnostic testing if/when pregnancy occurs, adoption, or avoidance of pregnancy

(b) Current and subsequent pregnancies in those screened prenatally, and subsequent pregnancies that occured in those
screened preconceptionally.
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