
miR-452-3p inhibited osteoblast
differentiation by targeting Smad4
Ming Wu1,*, Hongyan Wang2,*, Dece Kong2, Jin Shao2, Chao Song2,
Tieyi Yang2 and Yan Zhang2

1Postgraduate Training Base in Shanghai Gongli Hospital, Ningxia Medical University, Shanghai,
China

2 Department of Orthopaedics, Gongli Hospital of Pudong New Area, Shanghai, China
* These authors contributed equally to this work.

ABSTRACT
Osteoblast differentiation is a complex process that is essential for normal bone
formation. A growing number of studies have shown that microRNAs (miRNAs) are
key regulators in a variety of physiological and pathological processes, including
osteogenesis. In this study, BMP2 was used to induce MC3T3-E1 cells to construct
osteoblast differentiation cell model. Then, we investigated the effect of miR-452-3p
on osteoblast differentiation and the related molecular mechanism by RT-PCR
analysis, Western blot analysis, ALP activity, and Alizarin Red Staining. We found
that miR-452-3p was significantly downregulated in osteoblast differentiation.
Overexpression miR-452-3p (miR-452-3p mimic) significantly inhibited the
expression of osteoblast marker genes RUNX2, osteopontin (OPN), and collagen
type 1 a1 chain (Col1A1), and decreased the number of calcium nodules and ALP
activity. In contrast, knockdown miR-452-3p (miR-452-3p inhibitor) produced the
opposite effect. In terms of mechanism, we found that Smad4 may be the target of
miR-452-3p, and knockdown Smad4 (si-Smad4) partially inhibited the osteoblast
differentiation enhanced by miR-452-3p. Our results suggested that miR-452-3p
plays an important role in osteoblast differentiation by targeting Smad4. Therefore,
miR-452-3p is expected to be used in the treatment of bone formation and
regeneration.
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INTRODUCTION
Osteoporosis is a globally prevalent bone condition connected with bone resorption and
loss of the bone microstructure, which can lead to bone fragility and increased bone
fracture (Learmonth, Young & Rorabeck, 2007). Therefore, one of the key methods to
manage the imbalance in bone mass is to stimulate osteoblast formation (Oh et al., 2019).
Osteoblasts serve critical functions in both early bone formation and subsequent bone
remodelling processes (Ruan et al., 2017). Bone formation involves the differentiation of
progenitor cells into osteoblasts (Raic et al., 2019); Inhibiting this process may have
pathological consequences (Liu et al., 2020b). Osteoblasts are important for bone
production, and some protein markers, such as alkaline phosphatase (ALP), osteopontin
(OPN), and collagen type I a1 chain (COL1A1), are believed to have value as bone
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development biomarkers (Shimoda et al., 2019). These markers are crucial in the
differentiation of osteoblasts.

MicroRNAs (miRNAs) are small functional RNAs that are essential components of
gene expression programmes that regulate numerous biological processes, such as
cell death, differentiation, and proliferation (Bottini et al., 2017). MiRNAs function as
important posttranscriptional regulators by binding to the 3′-untranslated region (3′-UTR)
of their target mRNAs and suppressing target mRNA translation (Huang et al., 2019).
The function of miRNAs in bone formation and bone growth has been extensively studied.
A variety of miRNAs, including miR-224-5p (Ishiwata et al., 2020), miR-142a-5p (Yuan
et al., 2021) and miR-34a (Hong et al., 2020), have been demonstrated to control the
differentiation of bone precursor cells. Previous studies have shown that miR-452 plays
different regulatory roles in different diseases. For example, miR-452-5p regulates the
responsiveness of intestinal epithelial cells in inflammatory bowel diseases by inhibiting
Mcl-1 expression (Deng et al., 2021). Yang et al. (2021) have indicated that miR-452
regulates C2C12 myoblast proliferation and differentiation by targeting ANGPT1.
In terms of osteogenic differentiation, miR-452 is downregulated during the osteoblast
differentiation of periodontal ligament stem cells, and overexpression of miR-452
suppresses the osteoblast differentiation by targeting the polycombgroup protein, BMI1
(Mao et al., 2021). During osteogenic differentiation of mouse bone marrow mesenchymal
stem cells, miR-452-3p is downregulated (Wang et al., 2018), but the specific molecular
mechanism of its role in osteoblast differentiation remains unclear.

Osteoblasts differentiate directly into osteocytes during ossification. The Sry-related
transcription factor Sox9, activator protein 1 (AP-1), runt-related transcription factor 2
(Runx2/Cbfa1), nuclear factor of activated T-cell cytoplasmic 1 (NFATc1) and twist are
important in the process of osteogenic differentiation (Hsu, Chen & You, 2017). Smad4 is a
key mediator of the transforming growth factor-β (TGF-β) pathway, which regulates
cell proliferation, differentiation, and death (D’Inzeo et al., 2013). Previously, it was noted
that smad4 is the key component of the TGF-β pathway and functions as a tumour
suppressor (Yang & Yang, 2010). Defects in osteogenic differentiation facilitate the growth
of tumours; therefore, a possible therapeutic technique is to stimulate this mechanism.

In this study, based on the above data, the involvement of miR-452-3p and Smad4 in
osteoblast differentiation, was studied to determine whether these mediators could be used
as a therapeutic target for osteoporosis.

MATERIALS AND METHODS
Cell culture
The mouse osteoblast cell line (MC3T3-E1) was purchased from ScienCell (Carlsbad, CA,
USA) and cultured in alpha-minimum essential medium (a-MEM; SH30265.01B;
Hyclone, South Logan, UT, USA) containing 1% penicillin-streptomycin (Sigma-Aldrich, St.
Louis, MO, USA), 10% foetal bovine serum (FBS). The cells were maintained at 37 �C in a
humidified atmosphere containing 5% CO2. In order to induce osteoblast differentiation,
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the MC3T3-E1 cells were plated into six-well plate (106 cells/well), cultured for 14 days in
medium supplemented with 200 ng/mL BMP2 (Solarbio, Beijing, China), the medium was
changed every 2 days.

Cell transfection
MiR-452-3p mimic, inhibitor, and the corresponding negative controls (NC) were
synthesized by GenePharma (Shanghai, China), and the target sequence of Smad4 small
interfering RNA (siRNA) and siRNA of scrambled sequence were purchased from
RIBOBIO (Guangzhou, China). Plasmids (10 nM) were transfected into MC3T3-E1 cells
(six-well plate, 106 cells/well) using the transfection reagent Lipofectamine RNAiMAX as
directed by the manufacturer (13-778-075; Invitrogen, Carlsbad, CA, USA). The relevant
primers were listed in Table 1.

Quantitative real time-PCR (RT-PCR)
After 0, 7 and 14 days of osteoinduction, total RNA was extracted from MC3T3-E1 cells
using TRIzol reagent (GenePharma). Utilizing a Bestar RT-qPCR system, cDNA was
reverse transcribed from 50 ng of total RNA (DBI Bioscience, Shanghai, China).
The cDNA template (20–100 ng) was utilized for RT-PCR with Bestar SYBR Green Master
Mix (DBI Bioscience) according to the manufacturer’s instructions. RT-PCR was used to
determine the levels of miR-452-3p and Smad4 in MC3T3-E1 cells. RT-PCR was
performed to detect the expression of osteoblast differentiation-related genes, and three
independent experiments were performed. The primers used for RT-PCR are listed in
Table 1. The internal miRNA and mRNA controls were U6 and glyceraldehyde
three-phosphate dehydrogenase (GAPDH), respectively. The gene expressions were
quantified using the 2−ΔΔCT method.

Table 1 The sequence of primers, miRNA, siRNA, miRNA mimic and inhibitor used in the study.

Gene Forward primer (5′-3′) Reverse primer (5′-3′)

Smad4 ATCTATGCCCGTCTCTGGAGGT CAGGMTGTTGGGAAAGTTGGC

ALP CTACGCACCCTGTTCTGAGG GGCCAAAGGGCAATAACTAG

Col1A1 GAAGCTTGGTCCTCTTGCTTG CATTGCCTTTGTTTGCTGGG

OPN GGACTGAGGTCAAAGTCTAGGAG GGAATGCTCAAGTCTGTGTG

U6 CTCGCTTCGGCAGCACATATAC GGAACGCTTCACGAATTTGC

GAPDH CATCATCCCTGCATCCACTG CAACCTGGTCCTCAGTGTAG

miR-452-3p GCGAACTGTTTGCAGAGG CAGTGGGTGTGGTGGAGT

Smad4 ATCTATGCCCGTCTCTGGAGGT CAGGAATGTTGGGAAAGTTGGC

miR-452-3p mimic AACUGUUUGCAGAGGAAACUG

miR-452-3p mimic NC UUCUCCGAACGUGUCACGUtt

miR-452-3p inhibitor AACUGUUUGCAGAGGAAACUGA

miR-452-3p inhibitor NC GGUUCGUACGUACACUGUUCA

siRNA-Smad4 GUGUGCAGUUGGAAUGUAAUU
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Western blot analysis
Total protein was extracted using radioimmunoprecipitation assay (RIPA) buffer (pH 7.4)
and protein concentration was determined by BCA kit (Solarbio, Beijing, China). 30 mg
protein samples were separated by 10% SDS-PAGE, and then transferred to PVDF
membranes (Millipore, Billerica, MA, USA), which were then blocked for 2 h at room
temperature with 5% nonfat milk. Membranes were incubated with the anti-Smad4
primary antibody overnight (1:1,000, ab40759, Abcam, Cambridge, MA, USA) and were
then incubated with a horseradish peroxidase-conjugated secondary antibody
(approximately 1:5,000, goat IgG H&L anti-rabbit). Protein bands were identified with
enhanced chemiluminescence reagents (Amersham Biosciences, Piscataway, NJ, USA).
The intensity of the selected bands was quantified using Image J.

ALP activity and Alizarin Red staining
ALP activity was assessed to evaluate the degree of differentiation in MC3T3-E1 cells.
ALP activity was estimated using a commercial test kit (Jian Cheng Biotechnology,
Nanjing, China) in BMP2-treated MC3T3-E1 cells (6-well plate) with siRNA-Smad4 and
the miR-452-3p inhibitor or mimic transfection, and the absorbance was measured at
405 nm. Alizarin Red staining was conducted at room temperature for 30 min, and
the cells were photographed under an inverted fluorescence microscope (Olympus,
Tokyo, Japan).

Plasmid construction and dual-luciferase reporter assay
Smad4 was predicted to be a target gene of miR-452-3p via TargetScan (http://www.
targetscan.org/vert 72/). A fragment of the Smad4 3′-UTR including the miR-452-3p
binding sites was amplified and cloned into psiCHECK2 (Promega, Madison, WI, USA)
to generate the PCR-specific Smad4 wild-type (WT) plasmid. For construction of the
MUT Smad4 plasmid, a fragment that included mutated miR-452-3p binding sites was
amplified and cloned into psiCHECK2. The MUT and WT Smad4 3′ UTR DNA
sequences were generated by GenePharma. The Smad4 MUT or WT plasmid and the
negative control (NC) or miR-452-3p mimic were transfected into 293T cells (six-well
plate; 105 cells/well) with Lipofectamine 2,000, and the cells in a 24-well plate were
incubated overnight (Invitrogen). The luciferase activity was measured with a
dual-luciferase reporter assay system (Promega, Madison, WI, USA) according to the
product instructions.

Statistical analysis
SPSS 16.0 software was used for statistical analysis. Data are represented as the
mean ± SEM of at least three independent experiments. The difference between two
groups was compared using two-tailed student’s t-test, or one-way analysis of variance
(ANOVA) followed by the Scheffé test. P < 0.05 was considered to be statistically
significant.
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RESULTS
Downregulation of miR-452-3p during osteoblast differentiation
To analyze the relationship between miR-452-3p and osteoblast differentiation, we first
constructed the osteoblast differentiation cell model using BMP2. After being cultured
in BMP2 medium for 14 days, the proliferation of MC3T3-E1 cells was significantly
lower than that of the control group (Fig. 1A). Alizarine red staining was applied to further
verify the successful osteoblast differentiation of MC3T3-E1 cells through BMP2.
As shown in Fig. 1B, calcium nodules (orange red) significantly increased compared with
the control group, indicating the successful establishment of osteoblast differentiation cell
model. Then, compared with untreated cells, BMP2-induced cells showed increased
expression of osteoblast marker genes (OPN, Col1A1, and Runx2) by RT-PCR analysis
(Fig. 1C). Additionally, the activity of ALP was significantly enhanced under
differentiation-inducing conditions for 7 and 14 days (Fig. 1D). Furthermore, we found
that the mRNA expression level of miR-452-3p was significantly decreased compared with
Day 0.

Figure 1 Downregulation of miR-452-3p during osteoblast differentiation. (A) The cell viability of
MC3T3-E1 after 200 ng/mL BMP2 treatment for 0, 12, 24, 36, and 48 h was assessed using CCK-8 assay.
(B) The number of calcium nodules was counted in 200 ng/mL BMP2-treated MC3T3-E1 cells by alizarin
red staining, compared with untreated MC3T3-E1 group. (C) On days 0, 7, and 14, the mRNA levels of
the osteoblast marker genes OPN, Col1A1, and Runx2 were assessed using by RT-PCR in induced
MC3T3-E1 cells. (D) Alkaline phosphatase (ALP) activity in BMP2-treated MC3T3-E1 cells on days 0, 7
and 14 was measured using a commercial assay kit. (E) RT-PCR analysis of the expression of miR-452-3p
in induced MC3T3-E1 cells. N = 3, �P < 0.05, ��P < 0.01, ���P < 0.001, ����P < 0.0001.

Full-size DOI: 10.7717/peerj.12228/fig-1
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miR-452-3p suppresses osteoblast differentiation
To elucidate the biological role of miR-452-3p in osteoblast differentiation, we investigated
the gain and loss of function in MC3T3-E1 cells. The miR-452-3p inhibitor or mimic and
the corresponding negative controls (NC) were transfected into MC3T3-E1 cells to
overexpress or inhibit the mRNA expression of miR-452-3p (Fig. 2B). We first verified the
effect of miR-452-3p on osteoblast differentiation by alizarin red staining, and the results
showed that the transfection of miR-452-3p mimic significantly reduced the number of

Figure 2 miR-452-3p suppresses osteoblast differentiation. (A) The number of calcium nodules was
counted in 200 ng/mL BMP2-treated MC3T3-E1 cells by alizarin red staining under the transfection of
mimic NC, inhibitor NC, miRNA-452-3p mimic, or miRNA-452-3p inhibitor. (B) RT-PCR analysis of
the expression of miR-452-3p in 200 ng/mL BMP2-treated MC3T3-E1 cells under the transfection of
mimic NC, inhibitor NC, miRNA-452-3p mimic, or miRNA-452-3p inhibitor. (C) Activity of ALP in 200
ng/mL BMP2-treated MC3T3-E1 cells under the transfection of mimic NC, inhibitor NC, miRNA-452-
3p mimic, or miRNA-452-3p inhibitor. (D–F) RT-PCR analysis of the expression of Runx2 (D), Col1A1
(E), and OPN (F) in 200 ng/mL BMP2-treated MC3T3-E1 cells for 7 days and 14 days under the
transfection of mimic NC, inhibitor NC, miRNA-452-3p mimic, or miRNA-452-3p inhibitor. N = 3,
�P < 0.05, ���P < 0.001, ����P < 0.0001. Full-size DOI: 10.7717/peerj.12228/fig-2
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calcium nodules compared with the mimic NC. In contrast, miR-452-3p inhibitor
increased the number of calcium nodules (Fig. 2A). Figure S1 showed the corresponding
quantification results of alizarin red staining. The results further showed that ALP
activity in differentiated MC3T3-E1 cells was inhibited after transfection with miR-452-3p
mimics, but increased after transfection with miR-452-3p inhibitor (Fig. 2C). In addition,
RT-PCR results (Figs. 2D–2F) showed that miR-452-3p mimic significantly reduced
the expression of ossification related genes Runx2 (Fig. 2D), Col1A1 (Fig. 2E), and OPN
(Fig. 2F) compared with the mimic NC, while miR-452-3p inhibitor significantly increased
the levels of ossification related genes in MC3T3-E1 cells.

Smad4 is a target gene of miR-452-3p
To explore the possible molecular mechanism of miR-452-3p in osteogenic differentiated
MC3T3-E1 cells, the TargetScan database was used to search for possible targets of
miR-452-3p. Smad4 was found to be a potential target of miR-452-3p (Fig. 3A). To verify
the interaction between miR-452-3p and Smad4, the dual luciferase reporter gene assay

Figure 3 Smad4 is a target gene of miR-452-3p. (A) Schematic representation of the miR-452-3p site in
Smad4-3′UTR. (B) The luciferase activity was assessed in MC3T3-E1 cells co-transfected with miRNA-
452-3p and luciferase reporter plasmids containing the Smad4-3′UTR. Data are presented as the relative
ratio of firefly to Renilla luciferase activity. (C, D) The levels of Smad4 protein (C) and mRNA (D) were
measured by Western blotting and RT-PCR, respectively in MC3T3-E1 cells under the transfection of
mimic NC, inhibitor NC, miRNA-452-3p mimic, or miRNA-452-3p inhibitor. N = 3, ��P < 0.01,
���P < 0.001. Full-size DOI: 10.7717/peerj.12228/fig-3
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was carried out in this study. The results showed that the overexpression of miR-452-3p
significantly decreased the luciferase activity of Smad4-WT construct but not the MT
construct (Fig. 3B). These results indicated that miR-452-3p could inhibit Smad4 mRNA
translation by binding to a site located at 2229–2251 of the 3′-UTR. RT-PCR and Western
blot analysis showed that Smad4 was significantly down-regulated in MC3T3-E1 cells
transfected with miR-452-3p mimic, while Smad4 was up-regulated in MC3T3-E1 cells
transfected with miR-452-3p inhibitor (Figs. 3C, 3D). Figure S2 shown the quantification
of Western blot analysis. These results suggested that miR-452-3p may regulate Smad4
gene expression during osteoblast differentiation.

miR-452-3p regulates osteoblast differentiation by targeting Smad4
Huang et al. (2016) examined the effects of Smad4 gene on osteoblast differentiation and
proliferation by transfecting the Smad4 overexpression plasmid (p-Smad4) and small
interfering RNA (si-Smad4). The results showed that overexpression of Smad4 resulted in
increased expression of osteoblast marker genes, could generate more ALP and more

Figure 4 miR-452-3p regulates osteoblast differentiation by targeting Smad4. RT-PCR analysis of the
expression of Smad4 in MC3T3-E1 cells under the transfection of inhibitor NC, miRNA-452-3p inhibitor
and/or si-Smad4. (B) The number of calcium nodules was counted in MC3T3-E1 cells by alizarin red
staining under the transfection of inhibitor NC, miRNA-452-3p inhibitor and/or si-Smad4. (C) Alizarin
red staining for detecting cell calcification. (C) Activity of ALP in MC3T3-E1 cells under the transfection
of inhibitor NC, miRNA-452-3p inhibitor and/or si-Smad4. (D) RT-PCR analysis of the expression of
Runx2, Col1A1 and OPN in MC3T3-E1 cells under the transfection of inhibitor NC, miRNA-452-3p
inhibitor and/or si-Smad4. N = 3, ���P < 0.001, ����P < 0.0001.

Full-size DOI: 10.7717/peerj.12228/fig-4
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calcium deposition. In contrast, knockdown of Smad4 decreased the expression of
osteoblast marker genes significantly, ALP activity and calcium deposition. These results
suggested that Smad4 is a regulator of osteogenesis: overexpression of Smad4 promotes
osteoblast differentiation, while downregulation of Smad4 inhibits osteogenesis (Huang
et al., 2016). To further confirm whether Smad4 is involved in the osteoblast differentiation
of miR-452-3p, we co-transfected Smad4 siRNA and miR-452-3p inhibitor into
MC3T3-E1 cells. As shown in Fig. 4A, miR-452-3p inhibitor promoted the expression level
of Smad4, and the inhibition of Smad4 (si-Smad4) reversed the expression of Smad4
enhanced by miR-452-3p inhibitor. As shown in Fig. 4B, si-Smad4 could reversed
increased the number of calcium nodules by miR-452-3p inhibitor, by Alizarin red
staining. Figure S3 showed the corresponding quantification results of alizarin red staining.
ALP activity, and the mRNA expression of OPN, ALP and Col1A1 showed the same
tendency (Figs. 4C, 4D). Overall, these results suggested that Smad4 was negatively
regulated by miR-452-3p in the osteoblast differentiation.

DISCUSSION
In this study, the following findings were demonstrated by our results: (1) miR-452-3p is
down-regulated during osteoblast differentiation; (2) miR-452-3p suppresses osteoblast
differentiation; (3) Smad4 is a target gene of miR-452-3p; and (4) miR-452-3p regulates
osteoblast differentiation by targeting Smad4.

Osteoclasts and osteoblasts are key players in retaining bone mass and are the major
cells involved in bone remodelling (Zhan et al., 2019). Several miRNAs that participate in
the differentiation of osteoblasts have been identified. For example, miR-497-5p (Zhao
et al., 2020), microRNA-150-3p (Qiu et al., 2020), miR-708-5p (Wang et al., 2020), and
microRNA-497-5p (Liu et al., 2020a) have been shown to promote this process, while
miR-30 (Zhang et al., 2020a), miR-129-5p (Yin et al., 2020), miR-128-3p (Zhang et al.,
2020b), and miR-17-5p have suppressive effects. In various cell types, miR-425-3p is
differentially expressed (Li et al., 2020;Ma et al., 2019), but its function in osteogenesis has
not been documented. The MC3T3-E1 pre-osteoblast cell line has been widely used for
in vitro osteogenesis research (Lv et al., 2017). In the present research, we used these cells to
investigate the mechanism by which osteoblast differentiation is regulated by miR-452-3p.

MiRNAs primarily function by interacting with their target mRNA’s 3′UTR and then
negatively regulating gene expression (Jin et al., 2020). MiRNAs have been found to
participate in the regulation of bone remodelling as major regulators (Sun et al., 2019).
Smad4 is a key transcription factor in the TGF-β pathway, and malignant progression in
prostate, colon and pancreatic carcinomas is associated with Smad4 loss (Demagny & De
Robertis, 2016). In vitro studies have indicated that Smad4 interacts with transcription
factors that affect MSC osteoblast differentiation, such as Runx2 and AP-1 (c-Fos-JunD)
(Aspera-Werz et al., 2019). Osteoporosis associated with Snyder-Robinson syndrome is
characterized by impaired osteoblast and osteoclast function (Albert et al., 2015). Smad4 is
closely associated with the osteoblast differentiation factor Runx2. Smad4 deficiency
impairs chondrocyte hypertrophy during mouse skeletal development through the Runx2
transcription factor (Yan et al., 2018). Promotion of Smad4 expression may be an
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important approach for the treatment of osteoporosis. Huang et al. (2016) have indicated
that Smad4 is a regulator of osteogenesis: overexpression of Smad4 promotes osteoblast
differentiation, while downregulation of Smad4 inhibits osteogenesis. In our research, we
found that by downregulating the expression of smad4, miR-452-3p suppressed osteoblast
differentiation. However, it is necessary to verify the clinical significance of this result in
connection with osteoporosis. Furthermore, while there is evidence that the Smad4
signalling pathway plays an important role in osteoblast differentiation, the specific
mechanism through which miR-452-3p regulates Smad4 during osteogenesis requires
further study.

CONCLUSION
The findings of our research show for the first time that by suppressing smad4 expression,
miR-452-3p negatively regulates osteoblast differentiation. Therefore, therapeutic
inhibition of miR-452-3p can potentially support the growth of bone and can be an
effective treatment for orthopaedic conditions, for example, osteoporosis.

ABBREVIATIONS
BMP2 bone morphogenetic protein 2

GAPDH glyceraldehyde-3-phosphate dehydrogenase

MUT mutated

ALP alkaline phosphatase

miR-452-3p microRNA-452-3p

OPN osteopontin

siRNA small interfering RNA

Smad4 SMAD Family Member 4

UTR untranslated region

WT wild-type

NC negative control

COL1A1 collagen type I ɑ1 chain

ADDITIONAL INFORMATION AND DECLARATIONS

Funding
The present study was supported by the National Natural Science Foundation of China
(Grant No. 81772383) and funded by Outstanding Leaders Training Program of Pudong
Health Bureau of Shanghai (Grant No. PWRL2019-01). The funders had no role in study
design, data collection and analysis, decision to publish, or preparation of the manuscript.

Grant Disclosures
The following grant information was disclosed by the authors:
National Natural Science Foundation of China: 81772383.
Pudong Health Bureau of Shanghai: PWRL2019-01.

Wu et al. (2021), PeerJ, DOI 10.7717/peerj.12228 10/14

http://dx.doi.org/10.7717/peerj.12228
https://peerj.com/


Competing Interests
The writers affirm that they have no conflict of interest, financial or non-financial.

Author Contributions
� Ming Wu conceived and designed the experiments, authored or reviewed drafts of the
paper, and approved the final draft.

� HongyanWang analyzed the data, prepared figures and/or tables, and approved the final
draft.

� Dece Kong conceived and designed the experiments, prepared figures and/or tables, and
approved the final draft.

� Jin Shao analyzed the data, prepared figures and/or tables, and approved the final draft.
� Chao Song analyzed the data, authored or reviewed drafts of the paper, and approved the
final draft.

� Tieyi Yang performed the experiments, authored or reviewed drafts of the paper, and
approved the final draft.

� Yan Zhang performed the experiments, authored or reviewed drafts of the paper, and
approved the final draft.

Data Availability
The following information was supplied regarding data availability:

The raw measurements are available in the Supplementary File.

Supplemental Information
Supplemental information for this article can be found online at http://dx.doi.org/10.7717/
peerj.12228#supplemental-information.

REFERENCES
Albert JS, Bhattacharyya N, Wolfe LA, Bone WP, Maduro V, Accardi J, Adams DR,

Schwartz CE, Norris J, Wood T, Gafni RI, Collins MT, Tosi LL, Markello TC, Gahl WA,
Boerkoel CF. 2015. Impaired osteoblast and osteoclast function characterize the osteoporosis of
Snyder-Robinson syndrome. Orphanet Journal of Rare Diseases 10(1):27
DOI 10.1186/s13023-015-0235-8.

Aspera-Werz R, Chen T, Ehnert S, Zhu S, Fröhlich T, Nussler AK. 2019. Cigarette smoke induces
the risk of metabolic bone diseases: transforming growth factor beta signaling impairment via
dysfunctional primary cilia affects migration, proliferation, and differentiation of human
mesenchymal stem cells. International Journal of Molecular Sciences 20(12):2915
DOI 10.3390/ijms2012291520.

Bottini S, Hamouda-Tekaya NH, Mategot R, Zaragosi LE, Audebert S, Pisano S, Grandjean V,
Mauduit C, Benahmed M, Barbry P, Repetto E, Trabucchi M. 2017. Post-transcriptional gene
silencing mediated by microRNAs is controlled by nucleoplasmic SFPQ. Nature
Communications 8:1189 DOI 10.1038/s41467-017-01126-x.

D’Inzeo S, Nicolussi A, Nardi F, Coppa A. 2013. Effects of the Smad4 C324Y mutation on thyroid
cell proliferation. International Journal of Oncology 42(6):1890–1896
DOI 10.3892/ijo.2013.1908.

Wu et al. (2021), PeerJ, DOI 10.7717/peerj.12228 11/14

http://dx.doi.org/10.7717/peerj.12228#supplemental-information
http://dx.doi.org/10.7717/peerj.12228#supplemental-information
http://dx.doi.org/10.7717/peerj.12228#supplemental-information
http://dx.doi.org/10.1186/s13023-015-0235-8
http://dx.doi.org/10.3390/ijms2012291520
http://dx.doi.org/10.1038/s41467-017-01126-x
http://dx.doi.org/10.3892/ijo.2013.1908
http://dx.doi.org/10.7717/peerj.12228
https://peerj.com/


Demagny H, De Robertis EM. 2016. Point mutations in the tumor suppressor Smad4/DPC4
enhance its phosphorylation by GSK3 and reversibly inactivate TGF-β signaling. Molecular &
Cellular Oncology 3(1):e1025181 DOI 10.1080/23723556.2015.1025181.

DengM, Hu J, Tong R, Guo H, Liu Y. 2021.miR-452-5p regulates the responsiveness of intestinal
epithelial cells in inflammatory bowel disease through Mcl-1. Experimental and Therapeutic
Medicine 22(2):813 DOI 10.3892/etm.2021.10245.

Hong M, Zhang XB, Xiang F, Fei X, Ouyang XL, Peng XC. 2020.MiR-34a suppresses osteoblast
differentiation through glycolysis inhibition by targeting lactate dehydrogenase-A (LDHA).
In Vitro Cellular & Developmental Biology-Animal 56(6):480–487
DOI 10.1007/s11626-020-00467-0.

Hsu WH, Chen CM, You LR. 2017. COUP-TFII is required for morphogenesis of the neural
crest-derived tympanic ring. Scientific Reports 7:12386 DOI 10.1038/s41598-017-12665-0.

Huang C, Geng J, Wei X, Zhang R, Jiang S. 2016.MiR-144-3p regulates osteogenic differentiation
and proliferation of murine mesenchymal stem cells by specifically targeting Smad4.
FEBS Letters 590(6):795–807 DOI 10.1002/1873-3468.12112.

Huang W, Huang Y, Gu J, Zhang J, Yang J, Liu S, Xie C, Fan Y, Wang H. 2019. miR-23a-5p
inhibits cell proliferation and invasion in pancreatic ductal adenocarcinoma by suppressing
ECM1 expression. American Journal of Translational Research 11(5):2983–2994.

Ishiwata S, Iizuka H, Sonoda H, Tsunoda D, Tajika Y, Chikuda H, Koibuchi N, Shimokawa N.
2020. Upregulated miR-224-5p suppresses osteoblast differentiation by increasing the
expression of Pai-1 in the lumbar spine of a rat model of congenital kyphoscoliosis. Molecular
and Cellular Biochemistry 475(1–2):53–62 DOI 10.1007/s11010-020-03859-8.

Jin L, Cai Q, Wang S, Wang S, Wang J, Quan Z. 2020. Long noncoding RNA PVT1 promoted
gallbladder cancer proliferation by epigenetically suppressing miR-18b-5p via DNA
methylation. Cell Death & Disease 11:871 DOI 10.1038/s41419-020-03080-x.

Learmonth I, Young C, Rorabeck C. 2007. The operation of the century: total hip replacement.
The Lancet 370:1508–1519 DOI 10.1016/s0140-6736(07)60457-7.

Li J, Tu J, Gao H, Tang L. 2020. MicroRNA-425-3p inhibits myocardial inflammation and
cardiomyocyte apoptosis in mice with viral myocarditis through targeting TGF-β1. Immunity,
Inflammation and Disease 9(1):288–298 DOI 10.1002/iid3.392.

Liu J, Wang X, Song M, Du J, Yu J, Zheng W, Zhang C, Wang Y. 2020a. Smurf2MiR-497-5p
regulates Osteo/Odontogenic differentiation of stem cells from apical papilla via the Smad
signaling pathway by targeting. Frontiers in Genetics 11:582366 DOI 10.3389/fgene.2020.582366.

Liu X, Li Z, Liu H, Zhu Y, Xia D,Wang S, Gu R, Zhang P, Liu Y, Zhou Y. 2020b. Flufenamic acid
inhibits adipogenic differentiation of mesenchymal stem cells by antagonizing the PI3K/AKT
signaling pathway. Stem Cells International 2020:1540905 DOI 10.1155/2020/1540905.

Lv M, Liu Y, Xiao TH, Jiang W, Lin BW, Zhang XM, Lin YM, Xu ZS. 2017. viaGYY4137
stimulates osteoblastic cell proliferation and differentiation an ERK1/2-dependent anti-oxidant
mechanism. American Journal of Translational Research 9(3):1183–1192.

Ma Y, Yuwen D, Chen J, Zheng B, Gao J, Fan M, Xue W, Wang Y, Li W, Shu Y, Xu Q, Shen Y.
2019. Exosomal transfer of cisplatin-induced miR-425-3p confers cisplatin resistance in NSCLC
through activating autophagy. International Journal of Nanomedicine 14:8121–8132
DOI 10.2147/ijn.S221383.

Mao T, Li J, Peng R, Liu R, Peng Y. 2021. miR-452 negatively regulates osteoblast differentiation
in periodontal ligament stem cells by targeting the polycombgroup protein, BMI1. Tropical
Journal of Pharmaceutical Research April 20(4):797–802 DOI 10.4314/tjpr.v20i4.20.

Wu et al. (2021), PeerJ, DOI 10.7717/peerj.12228 12/14

http://dx.doi.org/10.1080/23723556.2015.1025181
http://dx.doi.org/10.3892/etm.2021.10245
http://dx.doi.org/10.1007/s11626-020-00467-0
http://dx.doi.org/10.1038/s41598-017-12665-0
http://dx.doi.org/10.1002/1873-3468.12112
http://dx.doi.org/10.1007/s11010-020-03859-8
http://dx.doi.org/10.1038/s41419-020-03080-x
http://dx.doi.org/10.1016/s0140-6736(07)60457-7
http://dx.doi.org/10.1002/iid3.392
http://dx.doi.org/10.3389/fgene.2020.582366
http://dx.doi.org/10.1155/2020/1540905
http://dx.doi.org/10.2147/ijn.S221383
http://dx.doi.org/10.4314/tjpr.v20i4.20
http://dx.doi.org/10.7717/peerj.12228
https://peerj.com/


Oh J, Ahn B, Karadeniz F, Kim J, Lee J, Seo Y, Kong CS. 2019. EckloniaPhlorofucofuroeckol a
from edible brown alga enhances osteoblastogenesis in bone marrow-derived human
mesenchymal stem cells. Marine Drugs 17(10):543 DOI 10.3390/md17100543.

Qiu M, Zhai S, Fu Q, Liu D. 2020. Bone marrow mesenchymal stem cells-derived exosomal
microRNA-150-3p promotes osteoblast proliferation and differentiation in osteoporosis.
Human Gene Therapy 32(13–14):717–729 DOI 10.1089/hum.2020.005.

Raic A, Friedrich F, Kratzer D, Bieback K, Lahann J, Thedieck CL. 2019. Potential of electrospun
cationic BSA fibers to guide osteogenic MSC differentiation via surface charge and fibrous
topography. Scientific Reports 9:20003 DOI 10.1038/s41598-019-56508-6.

Ruan C, Hu N, Ma Y, Li Y, Liu J, Zhang X, Pan H. 2017. The interfacial pH of acidic degradable
polymeric biomaterials and its effects on osteoblast behavior. Scientific Reports 7(1):6794
DOI 10.1038/s41598-017-06354-1.

Shimoda A, Sawada S, Sasaki Y, Akiyoshi K. 2019. Exosome surface glycans reflect osteogenic
differentiation of mesenchymal stem cells: profiling by an evanescent field fluorescence-assisted
lectin array system. Scientific Reports 9:11497 DOI 10.1038/s41598-019-47760-x.

Sun L, Liu M, Luan S, Shi Y, Wang Q. 2019. MicroRNA-744 promotes carcinogenesis in
osteosarcoma through targeting LATS2. Oncology Letters 18:2523–2529
DOI 10.3892/ol.2019.10530.

Wang A, Ren M, Song Y, Wang X, Wang Q, Yang Q, Liu H, Du Z, Zhang G, Wang J. 2018.
MicroRNA expression profiling of bone marrow mesenchymal stem cells in steroid-induced
osteonecrosis of the femoral head associated with osteogenesis. Medical Science Monitor
24:1813–1825 DOI 10.12659/msm.909655.

Wang R, Feng Y, Xu H, Huang H, Zhao S, Wang Y, Li H, Cao J, Xu G, Huang S. 2020.
Synergistic effects of miR-708-5p and miR-708-3p accelerate the progression of osteoporosis.
Journal of International Medical Research 48(12):300060520978015
DOI 10.1177/0300060520978015.

Yan J, Li J, Hu J, Zhang L, Wei C, Sultana N, Cai X, Zhang W, Cai C-L. 2018. Smad4 deficiency
impairs chondrocyte hypertrophy via the Runx2 transcription factor in mouse skeletal
development. Journal of Biological Chemistry 293(24):9162–9175
DOI 10.1074/jbc.RA118.001825.

Yang G, Yang X. 2010. Smad4-mediated TGF-beta signaling in tumorigenesis. International
Journal of Biological Sciences 6:1–8 DOI 10.7150/ijbs.6.1.

Yang L, Qi Q, Wang J, Song C, Wang Y, Chen X, Chen H, Zhang C, Hu L, Fang X. 2021. MiR-
452 regulates C2C12 myoblast proliferation and differentiation targeting. Frontiers in Genetics
12:640807 DOI 10.3389/fgene.2021.640807.

Yin C, Tian Y, Yu Y, Yang C, Su P, Zhao Y, Wang X, Zhang K, Pei J, Li D, Chen Z, Zhang Y,
Miao Z, Qian A. 2020.miR-129-5p inhibits bone formation through TCF4. Frontiers in Cell and
Developmental Biology 8:600641 DOI 10.3389/fcell.2020.600641.

Yuan H, Li M, Feng X, Zhu E, Wang B. 2021. miR-142a-5p promoted osteoblast differentiation
via targeting nuclear factor IA. Journal of Cellular Physiology 236(3):1810–1821
DOI 10.1002/jcp.29963.

Zhan Y, Liang J, Tian K, Che Z, Wang Z, Yang X, Su Y, Lin X, Song F, Zhao J, Xu J, Liu Q,
Zhou B. 2019. Vindoline inhibits RANKL-induced osteoclastogenesis and prevents
ovariectomy-induced bone loss in mice. Frontiers in Pharmacology 10:1587
DOI 10.3389/fphar.2019.01587.

Zhang L, Li G, Wang K, Wang Y, Dong J, Wang H, Xu L, Shi F, Cao X, Hu Z, Zhang S. 2020a.
MiR-30 family members inhibit osteoblast differentiation by suppressing Runx2 under

Wu et al. (2021), PeerJ, DOI 10.7717/peerj.12228 13/14

http://dx.doi.org/10.3390/md17100543
http://dx.doi.org/10.1089/hum.2020.005
http://dx.doi.org/10.1038/s41598-019-56508-6
http://dx.doi.org/10.1038/s41598-017-06354-1
http://dx.doi.org/10.1038/s41598-019-47760-x
http://dx.doi.org/10.3892/ol.2019.10530
http://dx.doi.org/10.12659/msm.909655
http://dx.doi.org/10.1177/0300060520978015
http://dx.doi.org/10.1074/jbc.RA118.001825
http://dx.doi.org/10.7150/ijbs.6.1
http://dx.doi.org/10.3389/fgene.2021.640807
http://dx.doi.org/10.3389/fcell.2020.600641
http://dx.doi.org/10.1002/jcp.29963
http://dx.doi.org/10.3389/fphar.2019.01587
http://dx.doi.org/10.7717/peerj.12228
https://peerj.com/


unloading conditions in MC3T3-E1 cells. Biochemical and Biophysical Research
Communications 522:164–170 DOI 10.1016/j.bbrc.2019.11.057.

Zhang W, Zhu Y, Chen J, Wang J, Yao C, Chen C. 2020b. Mechanisms of miR‐128‐3p in
inhibiting osteoblast differentiation from bone marrow‐derived mesenchymal stromal cells.
Molecular Medicine Reports 22(6):5041–5052 DOI 10.3892/mmr.2020.11600.

Zhao H, Yang Y, Wang Y, Feng X, Deng A, Ou Z, Chen B. 2020. MicroRNA-497-5p stimulates
osteoblast differentiation through HMGA2-mediated JNK signaling pathway. Journal of
Orthopaedic Surgery and Research 15(1):515 DOI 10.1186/s13018-020-02043-4.

Wu et al. (2021), PeerJ, DOI 10.7717/peerj.12228 14/14

http://dx.doi.org/10.1016/j.bbrc.2019.11.057
http://dx.doi.org/10.3892/mmr.2020.11600
http://dx.doi.org/10.1186/s13018-020-02043-4
http://dx.doi.org/10.7717/peerj.12228
https://peerj.com/

	miR-452-3p inhibited osteoblast differentiation by targeting Smad4
	Introduction
	Materials and Methods
	Results
	Discussion
	Conclusion
	Abbreviations
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile (None)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Average
  /ColorImageResolution 300
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Average
  /GrayImageResolution 300
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Average
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


